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Recent work suggests that the default mode network (DMN) includes two core regions,
the ventromedial prefrontal cortex and posterior cingulate cortex (PCC), and several
unique subsystems that are functionally distinct. These include a medial temporal lobe
(MTL) subsystem, active during remembering and future projection, and a dorsomedial
prefrontal cortex (dmPFC) subsystem, active during self-reference. The PCC has been
further subdivided into ventral (vPCC) and dorsal (dPCC) regions that are more strongly
connected with the DMN and cognitive control networks, respectively. The goal of this
study was to examine age differences in resting state functional connectivity within these
subsystems. After applying a rigorous procedure to reduce the effects of head motion, we
used a multivariate technique to identify both common and unique patterns of functional
connectivity in the MTL vs. the dmPFC, and in vPCC vs. dPCC. All four areas had robust
functional connectivity with other DMN regions, and each also showed distinct connectivity
patterns in both age groups. Young and older adults had equivalent functional connectivity
in the MTL subsystem. Older adults showed weaker connectivity in the vPCC and dmPFC
subsystems, particularly with other DMN areas, but stronger connectivity than younger
adults in the dPCC subsystem, which included areas involved in cognitive control. Our data
provide evidence for distinct subsystems involving DMN nodes, which are maintained
with age. Nevertheless, there are age differences in the strength of functional connectivity
within these subsystems, supporting prior evidence that DMN connectivity is particularly
vulnerable to age, whereas connectivity involving cognitive control regions is relatively
maintained. These results suggest an age difference in the integrated activity among brain
networks that can have implications for cognition in older adults.
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INTRODUCTION
Over the past decade, there has been growing interest in the default
mode network (DMN), both as a set of regions active during spon-
taneous thought and less active during externally driven tasks
(Shulman et al., 1997; Gusnard et al., 2001; Raichle et al., 2001),
and as a functionally connected set of regions at rest and during
task performance (Greicius et al., 2003; Fox et al., 2005; Buckner
et al., 2008; Grigg and Grady, 2010a; Spreng and Grady, 2010;
Allen et al., 2011). Although the precise function of the DMN is
still debated, it has been implicated across a wide variety of tasks
that require internally directed thought, such as autobiographical
memory (e.g., Svoboda et al., 2006; Spreng et al., 2009), future pro-
jection (e.g., Addis et al., 2007), mind wandering (e.g., Christoff
et al., 2009; Smallwood et al., 2013), and social cognition more gen-
erally (e.g., Grigg and Grady, 2010a; Mar, 2011; Kubit and Jack,
2013). One proposal that brings many of these aspects together
(Buckner and Carroll, 2006) is that the DMN is involved in pro-
jecting the self through time (forward and backward), space (e.g.,
navigation) and into social situations involving others (theory of
mind). Although this has appeal in attempting to explain the wide

variety of processes that implicate the DMN, the central process
mediated by the DMN remains elusive. Nevertheless, given that it
is altered in a variety of disorders [e.g., Alzheimer’s disease (AD),
autism, depression], is related to structural connections in the
brain, and can be examined at rest without requiring task compli-
ance, the DMN has become an attractive target for many research
groups.

Recently, there have been suggestions that the DMN consists
of a core set of two areas, the ventromedial prefrontal cortex
(vmPFC) and the posterior cingulate cortex (PCC, Fox et al., 2005;
Buckner et al., 2008; Toro et al., 2008), and at least two subsys-
tems that are brought online when needed. These are the medial
temporal lobe (MTL) subsystem, which is thought to under-
lie memory reconstruction and future projection (Schacter et al.,
2007; Buckner et al., 2008), and the dorsomedial PFC (dmPFC)
subsystem, which is thought to mediate self-referential thought
more generally (Andrews-Hanna et al., 2010; Andrews-Hanna,
2012).

Support for this idea was reported in a recent study by Andrews-
Hanna et al. (2010) that examined the correlations between eleven

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 1

brought to you by COREView metadata, citation and similar papers at core.ac.uk

provided by Frontiers - Publisher Connector

https://core.ac.uk/display/82866233?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/Aging_Neuroscience/editorialboard
http://www.frontiersin.org/Aging_Neuroscience/editorialboard
http://www.frontiersin.org/Aging_Neuroscience/editorialboard
http://www.frontiersin.org/Aging_Neuroscience/about
http://www.frontiersin.org/journal/10.3389/fnagi.2013.00073/abstract
http://www.frontiersin.org/people/u/92184
http://www.frontiersin.org/people/u/1429
mailto:cgrady@research.baycrest.org
http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 2 — #2

Campbell et al. Aging and default network subsystems

predefined regions and used graph analysis and hierarchical clus-
tering to parse those regions into subsystems based on relative
strength of the correlations. This analysis showed that both the
MTL and dmPFC were strongly connected to the core nodes of
the DMN, but also interacted with distinct sets of regions (sub-
systems) that were not inter-related. These subsystems included
other DMN regions, as well as areas outside the DMN. This
was especially true for the dmPFC subsystem, which included
numerous prefrontal regions involved in cognitive control (e.g.,
Petrides et al., 1993; Badre and D’Esposito, 2007; Vincent et al.,
2008; Spreng et al., 2013). Furthermore, an experiment designed
to highlight these subsystems showed functional distinctions
between them (Andrews-Hanna et al., 2010). The dmPFC sub-
system was selectively activated when thinking about oneself in
the present and the MTL subsystem was selectively activated
when thinking about oneself in the past or projected into the
future.

In addition to this evidence for MTL and dmPFC subsystems,
another recent study by Leech et al. (2011) showed that differ-
ent parts of the PCC might participate in distinct sub-networks.
In the Leech study, the PCC was subdivided into ventral (vPCC)
and dorsal (dPCC) regions that were functionally connected with
DMN regions and dorsal attention regions, respectively, depend-
ing on the level of task demand. The authors suggested that the
vPCC is directly involved in default mode cognitive processing, as
it shows strong connectivity with the DMN at rest, but reduced
integration as task difficulty increases. The dPCC, on the other
hand, is proposed to act as a switch between the DMN and
cognitive control regions (Cole and Schneider, 2007), showing
the opposite pattern of greater integration with the DMN and
decreased integration with cognitive control areas as task diffi-
culty increases. The authors proposed a model of two functional
subdivisions of the PCC, such that dPCC should be more strongly
functionally connected with control regions, whereas the vPCC
should be more strongly connected to other DMN regions, such as
the MTL.

The aim of this study was to examine age differences in resting
state functional connectivity in these DMN subsystems. Previous
work has shown consistently that relative to younger adults, older
adults show reduced functional connectivity within the DMN at
rest (Andrews-Hanna et al., 2007; Damoiseaux et al., 2008; Espos-
ito et al., 2008; Grady et al., 2010), as well as less pronounced
deactivations during cognitive tasks (Lustig et al., 2003; Grady
et al., 2006; Persson et al., 2007; Miller et al., 2008; Park et al., 2010).
In addition, several studies have identified anterior and posterior
components of the DMN and shown age reductions in functional
connectivity for both (Damoiseaux et al., 2008; Sambataro et al.,
2010). There have been fewer studies looking at age differences in
large-scale networks related to cognitive control, such as the fron-
toparietal control network (Vincent et al., 2008; Spreng et al., 2013)
or the salience network (Seeley et al., 2007), and the results of these
studies are mixed. Some studies have reported rather widespread
age-related reductions of functional connectivity in control net-
works (Allen et al., 2011; Thomas et al., 2013), whereas others
have found age reductions only in some regions (Voss et al., 2010;
Campbell et al., 2012a; Onoda et al., 2012), or even increased func-
tional connectivity between some control regions in older relative

to young adults (Grady et al., 2010; Rieckmann et al., 2011; Tomasi
and Volkow, 2012). Relative sparing of functional connectivity in
areas important for cognitive control is consistent with evidence
that older adults often engage control regions, such as prefrontal
and parietal cortex, to a greater extent than do younger adults dur-
ing a variety of cognitive tasks (e.g., Rajah and D’Esposito, 2005;
Reuter-Lorenz and Cappell, 2008; Grady, 2012).

To date, however, the influence of age on the different DMN
subsystems described here has not been examined. Given the evi-
dence of differential involvement of the subsystems in cognitive
processes involving the self and in sensitivity to task difficulty,
both of which are influenced by aging (Gutchess et al., 2007, 2010;
Persson et al., 2007; Grady et al., 2012), it is important to explore
these subsystems in older adults. Thus, we contrasted the resting
state data from older and younger adults to determine whether
there are age differences in the common functional connectivity
of the MTL/dmPFC and vPCC/dPCC, involving the DMN as a
whole, and in the subsystems uniquely connected to the four areas
of interest. To the extent that the subsystems involve DMN areas
we expected to see weaker functional connectivity in older adults;
subsystems recruiting control-related areas were expected to show
maintained functional connectivity with age.

To directly compare the whole-brain patterns of connectivity
involving these four regions (MTL, dmPFC, vPCC, and dPCC),
and confirm that there are both common and unique aspects
of functional connectivity, we used partial least squares (PLS)
and a seed-based approach to assess in a multivariate frame-
work the functional connectivity of these regions. PLS (Krishnan
et al., 2011) allows for the direct and simultaneous assessment of
similarities and differences in whole-brain patterns of functional
connectivity for multiple seeds and is ideally suited to address this
type of question. We carried out two analyses, one to identify
common and unique patterns of functional connectivity for the
MTL and dmPFC and one to assess these patterns for the vPCC
and dPCC. Because we were interested in examining these sub-
systems as they are currently defined in the literature, we used as
seeds the regions published by Andrews-Hanna et al. (2010), and
those reported by Leech et al. (2011). We also assessed the sim-
ilarity between the patterns of functional connectivity that were
obtained in the two analyses.

MATERIALS AND METHODS
PARTICIPANTS
Participants were 45 younger (18–29 years; M = 22.4, SD = 3.1;
23 males) and 39 older adults (60–83 years; M = 69.0, SD = 5.2;
15 males). None of the participants had any history of psychiatric
or neurological disorder, drug or alcohol abuse, or any systemic
disease that might compromise cognitive function or blood flow
(e.g., diabetes, untreated hypertension, cardiovascular disease).
All participants were right handed, had normal or corrected to
normal vision, and older adults scored in the normal range on the
Mini Mental Status Exam (>26) (Folstein et al., 1975). The older
adults were more educated than the younger adults [old M = 16.0,
SD = 2.5; young M = 14.6, SD = 1.9; t(82) = 2.8, p < 0.01]. Prior
to participation, written informed consent was obtained from all
participants. The consent form and study were approved by the
Research Ethics Board of Baycrest Centre.
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IMAGE ACQUISITION AND PREPROCESSING
Participants were scanned using a Siemens Trio 3-T scanner.
Anatomical scans were acquired with a 3D MP-RAGE sequence
(TR = 2 s, TE = 2.63 ms, FOV = 25.6 cm2, 256 × 256 matrix,
160 slices of 1 mm thickness). Each participant performed a 5 min
resting state scan (eyes closed) as part of a longer experimental
procedure, which included other functional runs. The partici-
pants came from three separate experiments, two of which had
the resting state run as the first run of the session (14 young and
15 old from unpublished data; 19 young and 15 old from Grigg
and Grady, 2010a), and one in which the resting run was obtained
after two runs of cognitive tasks (12 young and 9 old from Camp-
bell et al., 2012a)1. The resting state run was acquired with an EPI
sequence (170 volumes, TR = 2 s, TE = 30 ms, flip angle = 70◦,
FOV = 20 cm2, 64 × 64 matrix, 30 slices of 5 mm thickness, no
gap). Measures of pulse and respiration were obtained during the
scan.

Preprocessing of the image data was performed with Analy-
sis of Functional Neuroimages (AFNI, Cox, 1996). This included
physiological motion correction, rigid motion correction, spatial
normalization to Montreal Neurological Institute (MNI) space,
and smoothing with an 8 mm Gaussian filter (the final voxel size
was 4 mm × 4 mm × 4 mm). We also regressed out the white
matter and CSF time series from each voxel time series (Grady
et al., 2010).

Because motion has recently been shown to influence measures
of functional connectivity (Power et al., 2012; Van Dijk et al., 2012),
we took an additional step and removed images that appeared to
be influenced unduly by motion, even after motion correction. We
took an approach similar to that described by Power et al. (2012),
who removed images that were determined to be outliers on the
basis of the six motion parameter estimates (MPEs) recorded for
each subject and were displaced based on assessing voxel intensity
changes in each brain volume, across each time course. We tested
for outliers by identifying and removing time points that were
outliers in both the six rigid-body MPEs, and in the fMRI signal
using a multivariate approach. For an fMRI data matrix Xfmri

(with dimensions Nvoxels × N time) and a matrix of MPE time
courses Xmpe (6 × N time), we carried out the following adaptive
and robust procedure on the pre-processed time courses for each
participant:

1. We decomposed Xfmri and Xmpe using Principal Component
Analysis, and represented the data in PC space coordinates, as
Qfmri (with dimensions N time × N time) and Qmpe (6 × N time).
The PCA provides an orthonormal basis that maximizes
the explained variance in the data, and greatly reduces the
dimensionality of fMRI data.

2. For each PC-space data point qt (1 ≤ t ≤ N time), we computed
the median PC-space coordinate vector qmed(t) in a 15-TR time
window centered at t. We then obtained the squared Euclidean

distance d =
∥
∥
∥qt − qmed(t)

∥
∥
∥

2
. This measures the displacement

of qt away from surrounding data points; a point qt with larger

1The data were combined after determining that the patterns of functional
connectivity were very similar across the three experiments.

displacement dt is more likely to be an outlier. This procedure
is performed for all data points in Qfmri and Qmpe, producing
vectors of displacement values dfmri and dmpe, corresponding
to time points in the fMRI data.

3. For each d, we fit a Gamma probability distribution to the
data, by computing the maximum likelihood estimates of the
distribution parameters. The Gamma model was used, as it
forms the distribution over a set of random, strictly positive
variables. We then identified time points that were outliers at
p < 0.05, for both dfmri and dmpe distributions. These were
labeled as motion outliers in the data.

4. We removed any outlier fMRI volumes, and replaced them by
interpolating voxel values from adjacent volumes, using cubic
splines. This controls for potential spikes, while minimizing
discontinuities in the fMRI time courses due to removal of
outliers.

DATA ANALYSIS
The resting state data were analyzed with PLS (McIntosh and
Lobaugh, 2004; Krishnan et al., 2011), a multivariate analysis tech-
nique that can identify whole-brain patterns of activity related to
a predefined region or pair of regions (seed-PLS). This method
is similar to principal component analysis, in that it identifies a
set of principal components or “latent variables” (LVs) that opti-
mally capture the covariance between two sets of measurements.
In seed-PLS, each LV represents the pattern of correlation, or
functional connectivity, between activity in a predefined region(s)
and all other voxels in the brain. These correlations are calcu-
lated across subjects for each group (and for each seed, when
using multiple seeds, as we did here) and then compared across
groups/seeds. Each brain voxel has a weight, known as a salience,
which indicates how strongly that voxel contributes to the LV
overall. The significance of each LV as a whole was determined
using a permutation test, using 500 permutations. In addition,
the reliability of each voxel’s contribution to a particular LV was
tested by submitting all saliences to a bootstrap estimation of the
standard errors (SEs, Efron, 1981), using 100 bootstraps. Peak
voxels with a salience/SE ratio ≥5.0 (the bootstrap ratio, or BSR,
p < 0.001) were considered to make a robust contribution to
the LV. Clusters containing at least 10 above-threshold contigu-
ous voxels were extracted, with a local maximum defined as the
voxel with a BSR higher than any other voxel in a 2 cm cube cen-
tered on that voxel (the minimum distance between peaks was
10 mm). Coordinates of these locations are reported in MNI
space.

We performed two seed-PLS analyses on the resting state data
from both younger and older adults. One analysis examined
the connectivity of two regions from the Andrews-Hanna paper
(2010): the left parahippocampal gyrus (X : −28, Y : −40, Z :
−12) and the dmPFC (X : −4, Y : 48, Z : 24). The other analysis
examined the connectivity of two regions from the Leech paper
(2011): the vPCC (X : 2, Y : −58, Z : 28) and the dPCC (X : 2,
Y : −34, Z : 40). Despite our use of a relatively large voxel size
(4 mm × 4 mm × 4 mm) the dorsal and ventral PCC seeds did not
overlap and were readily distinguishable at a Euclidean distance of
2.68 cm. In preparation for these analyses, we first averaged each
consecutive 5 volumes from the resting run, to produce 29“blocks”

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 3

http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 4 — #4

Campbell et al. Aging and default network subsystems

FIGURE 1 | (A) The common network of regions positively correlated with
MTL and dmPFC. (B) The regions uniquely correlated with the dmPFC (warm
colors and positive correlations in the graph), or the MTL (cool colors and
negative correlations in the graph). In both panels the graphs show the mean
correlations (averaged across all 29 “blocks” in the resting run) between
activity in each seed and the corresponding pattern of regions; i.e., the mean
correlation between seed activity and the brain scores for young and older
adults. In (B), warm-colored regions (i.e., regions with positive weights on the

LV) are positively correlated with the dmPFC and cool-colored regions
(negative weights) are positively correlated with the MTL. Error bars
represent standard errors of the mean for the correlations. The color bars
refer to the range of BSR values seen in the brain images (a BSR threshold of
10 was used). Asterisks indicate significant differences in functional
connectivity (p < 0.05, corrected). In this figure and subsequent ones, the
images shown are from 48 mm above the AC-PC line to 16 mm below this
line, in 8 mm increments.

of 10 s each (excluding the first 5 TRs to allow for signal normaliza-
tion). This averaging process effectively produced a low-pass filter
of 0.1 Hz and reduced temporal noise (Grigg and Grady, 2010a,b).
Then for each time point, we extracted the mean signal from each
seed voxel and then correlated the signal from both seeds (i.e., the
MTL and dmPFC for the first analysis and the vPCC and dPCC
for the second analysis) to all other voxels in the brain, across
participants. To obtain summary measures of each participant’s
expression of each LV pattern, we calculated“brain scores”by mul-
tiplying each voxel’s salience by the BOLD signal in the voxel, and
summing over all brain voxels for each participant. This resulted
in a brain score for each participant in each “block,” for each LV.
To provide an assessment of functional connectivity, brain scores
were correlated with each seed’s activity in each “block” and the
bootstrap was used to calculate 95% confidence intervals around
these correlations. If there is a common network to which both
seeds are strongly connected, this common network should be
identified in the first LV,as the first LV accounts for the most covari-
ance in the data (with subsequent LVs accounting for progressively
less covariance). The unique patterns of functional connectiv-
ity that differentiate the two seeds should be identified by the
second LV.

We report the first two LVs from each analysis. For each LV
we obtained a pattern of brain activity characterizing the regions
with functional connectivity to the seeds and four sets of 29
correlations (one correlation per block): one set for each seed
in the young group and one for each seed in the older group.
Within-group differences in these correlation distributions were
assessed using non-parametric Wilcoxon signed-rank tests, and
between-group differences were assessed with Mann–Whitney U
tests. Bonferroni corrections were applied based on the num-
ber of contrasts (two within-group or two between-group) for
each LV.

RESULTS
FUNCTIONAL CONNECTIVITY OF THE MTL AND dmPFC
The first LV revealed a group of regions positively correlated with
both MTL and dmPFC, in both age groups (p < 0.001, 43.6% of
the covariance). In addition to the seeds, this network included all
of the regions typically included in the DMN, such as vmPFC,
bilateral angular gyrus, anterior temporal lobes, and superior
frontal gyri (Figure 1A; Table 1). Other regions correlating with
the seeds included bilateral IFG and striatum. All of the correla-
tions were strongly positive for both seeds and both age groups
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Table 1 | Common brain networks.

MTL/dmPFC vPCC/dPCC

Region X (mm) Y (mm) Z (mm) BSR X (mm) Y (mm) Z (mm) BSR

Ventromedial PFC 4 48 −8 20.0 −4 40 −8 21.7

dmPFC −4 48 24 0 52 24 19.2

R superior frontal gyrus 20 36 44 18.0 28 40 28 23.2

L superior frontal gyrus −20 44 36 20.4 −24 36 28 15.7

R inferior frontal gyrus 40 28 −20 16.7 44 24 −20 13.1

L inferior frontal gyrus −36 28 −16 15.8 −44 20 −20 13.2

R MTL 28 −40 −12 17.5 20 −28 −8 12.4

L MTL −28 −40 −12 −16 −36 −4 14.4

R middle temporal gyrus 56 −36 −8 15.6 60 −36 0 18.3

L middle temporal gyrus −60 −32 0 17.7 −60 −48 8 18.4

R angular gyrus 52 −64 20 18.5 44 −64 28 20.9

L angular gyrus −44 −64 20 21.1 −40 −68 24 16.7

Cerebellum 28 −72 −36 12.0 −4 −60 −28 13.3

R striatum 12 8 −4 12.4 12 8 0 14.0

vPCC −8 −48 24 18.1 4 −56 28

dPCC 0 −32 40 17.9 4 −32 40

Clusters shown in Figures 1A and 2A. BSR = bootstrap ratio. Seed regions are indicated with italics.

(Figure 1A), and there were no age differences, although there was
a trend for the MTL to be more strongly connected with the com-
mon network in older adults (p = 0.03, uncorrected). The young
adults showed weaker connectivity of the MTL with the com-
mon network, compared to that seen for the dmPFC (p < 0.01,
corrected), whereas the correlations were equivalent in the older
adults.

The second LV (p < 0.001, 6.1% of the covariance) identified
distinct regions that robustly correlated either with the dmPFC
(warm colors and positive correlations in Figure 1B), or with
the MTL (cool colors and negative correlations in Figure 1B).
The dmPFC was correlated with the PCC and inferior pari-
etal lobes, with maxima in the supramarginal gyri, extending
into the angular gyri. Non-DMN frontal areas also were part
of the dmPFC subsystem. This set of regions is similar to the
pattern for the dmPFC noted previously (Andrews-Hanna et al.,
2010). The regions showing functional connectivity to the left
MTL were similar to those identified by Andrews-Hanna et al.
(2010), and include retrosplenial cortex, right MTL, and poste-
rior/medial parietal regions (Table 2). Areas of occipital cortex
also correlated with MTL. Thus both the MTL and dmPFC
subsystems included regions outside the DMN, consisting of
occipitoparietal areas for the MTL and frontal regions for the
dmPFC.

In older adults these two distinct subsystems of functional con-
nectivity were maintained. However, the dmPFC was more weakly
correlated with its network in older adults, compared to younger
adults (p = 0.03, corrected). The MTL showed a trend for a larger
correlation with its network in older adults, but the age difference
was not significant (p = 0.08 uncorrected).

FUNCTIONAL CONNECTIVITY OF THE vPCC AND dPCC
The first LV of this analysis (p < 0.001, 50.3% of the covariance)
identified regions commonly correlated with both seeds, which
included all other regions of the DMN, as well as caudate and tha-
lamus bilaterally (Figure 2A; Table 1). As with the MTL/dmPFC
analysis, there were no age differences in the correlations of the
vPCC and dPCC with this network (Figure 2A), and there also
were no significant differences in the strength of the correlations
between the two seeds within either age group.

The second LV (p < 0.001, 5.6% of the covariance) showed
distinct regions with functional connectivity to the vPCC (warm
colors and positive correlations in Figure 2B) and dPCC (cool
colors and negative correlations in Figure 2B). The unique net-
work for the vPCC included only other DMN regions, such as
superior frontal gyri, angular gyri, and vmPFC. The unique net-
work for the dPCC included bilateral supramarginal gyri, middle
frontal gyri, anterior insula/frontal opercular regions, and dorsal
anterior cingulate (Table 2). These regions are typically included
in two task-related networks, i.e., the salience and frontoparietal
control networks (Seeley et al., 2007; Vincent et al., 2008). These
different patterns are in line with what was suggested, but not
shown, by Leech et al. (2011). Overall, this LV supports the idea
that the vPCC is more closely connected to the default network
and the dPCC interacts with both the default and task positive
networks.

Older adults showed a similar pattern of connectivity
(Figure 2B), but age differences were seen in the strength of
the correlations. Older adults had weaker functional connectiv-
ity in the vPCC subsystem (p < 0.001, corrected), but stronger
correlations within the dPCC subsystem (p = 0.004, corrected).
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Table 2 | Brain regions involved in each subsystem.

Region X (mm) Y (mm) Z (mm) BSR

dmPFC SUBSYSTEM

L middle frontal gyrus −36 20 36 9.4

R inferior frontal gyrus 36 20 28 6.0

L inferior frontal gyrus −48 44 −12 8.2

L posterior cingulate gyrus −4 −44 24 5.9

R supramarginal gyrus 56 −52 32 7.1

L supramarginal gyrus −52 −52 32 11.3

MTL SUBSYSTEM

R MTL 28 −36 −16 −13.6

R posterior intraparietal sulcus 24 −64 36 −8.1

L posterior intraparietal sulcus −20 −64 32 −8.1

R middle occipital gyrus 44 −76 16 −8.7

L middle occipital gyrus −36 −84 16 −9.0

R retrosplenium 20 −52 16 −10.5

vPCC SUBSYSTEM

R superior frontal gyrus 20 40 40 7.5

Ventromedial PFC −4 52 12 9.2

L angular gyrus −44 −64 24 13.1

R angular gyrus 56 −60 20 12.6

L middle temporal gyrus −60 −4 −20 10.0

R middle temporal gyrus 56 −4 −24 6.9

L middle frontal gyrus −36 16 48 5.9

R cerebellum 28 −76 −36 7.7

dPCC SUBSYSTEM

R anterior insula/frontal operculum 40 20 0 −9.9

L anterior insula/frontal operculum −40 12 −4 −9.7

R middle frontal gyrus 36 44 24 −9.3

L inferior frontal gyrus −44 44 4 −8.3

R dorsal anterior cingulate gyrus 4 8 40 −9.7

R supramarginal gyrus 60 −36 40 −11.1

L supramarginal gyrus −60 −36 28 −10.2

Clusters shown in Figures 1B and 2B. BSR = bootstrap ratio.

SIMILARITIES AND DIFFERENCES BETWEEN THE COMMON
NETWORKS AND SUBSYSTEMS
To assess the similarity of the functional connectivity patterns
we calculated the correlation between the unthresholded brain
images for LV1 obtained from each analysis, and the correlation
for the LV2 images. As would be expected if all four seed regions
are part of the DMN, and the first LVs represent the full DMN,
there was a strong correlation between the images identified in
first LVs (r = 0.77, bootstrapped confidence interval = 0.78,
0.76). In addition, there was a large degree of spatial overlap
between the common network seen for the vPCC/dPCC, and the
one identified for the MTL/dmPFC (red regions in Figure 3A).
These regions of overlap included the four seed regions, as well
as vmPFC, and bilateral angular gyrus, superior frontal gyrus,

anterior temporal cortex, and caudate. Although this overlap indi-
cated marked similarity between these common networks, some
differences also were noted. The common network for vPCC and
dPCC included the thalamus and areas of right prefrontal cor-
tex not seen for the MTL/dmPFC (green regions in Figure 3A).
In addition, the MTL/dmPFC showed more extensive correla-
tions with ventral frontal cortex and right MTL than did the
vPCC/dPCC.

Figures 1 and 2 suggest that the dmPFC and vPCC subsys-
tems include a number of regions in common, although the MTL
and dPCC subsystems seem to be relatively distinct. Accordingly,
the correlation between the unthresholded images correspond-
ing to these second LVs was less than seen for the first LVs
(r = 0.29, bootstrapped confidence interval = 0.31, 0.28). This
correlation was likely due to the similarity between the dmPFC
and vPCC subsystems (Figure 3B). Overlap between the dmPFC
and vPCC subsystems included the two seed regions, as well as
bilateral parietal cortex, superior frontal gyri, and left dorsolateral
PFC. Despite this overlap, the parietal regions maximally involved
in the dmPFC subsystem (supramarginal gyri) were anterior to
those involved in the vPCC subsystem (angular gyri, see Table 2).
In contrast, there was no overlap between the MTL and dPCC
subsystems (Figure 3C), with the exception of a small region in
right medial parietal cortex. This suggests that these two latter
subsystems are truly unique, whereas the dmPFC and vPCC sub-
systems share some regions, in addition to showing some unique
features.

DISCUSSION
In the present study, we used a multivariate seed analysis that
allowed us to directly compare the full functional connectivity
patterns of multiple seeds, as well as age groups, and showed that
nodes within the default network do indeed have both common
and distinct connectivity patterns. Across both analyses, the com-
mon network was the strongest pattern in the data, accounting
for the most covariance, and resembled the canonical default net-
work. The two distinct functional connectivity patterns identified
by the MTL and dmPFC analysis look similar to those identi-
fied by Andrews-Hanna et al. (2010). Both subsystems include
other DMN regions, as well as non-DMN areas. The two dis-
tinct functional connectivity patterns identified by the vPCC and
dPCC analysis were similar to those identified by Leech et al.
(2011), and can be described as a stronger relation between
the vPCC and the DMN on the one hand, and between the
dPCC and task relevant regions on the other. Thus, our find-
ings provide further support for the conclusions of these two
previous papers, and provide direct evidence to support sugges-
tions made in those papers. In terms of comparing young and
older adults, we found that older adults show the same pattern
of functional connectivity for both the common network and
subsystems, but the strength of connectivity within these sub-
systems differs with age. Weaker functional connectivity in two
subsystems was found (dmPFC and vPCC), but stronger corre-
lations were seen in the dPCC subsystem. Below we discuss the
contribution of these results to understanding these DMN sub-
systems, and the implications of the age differences observed in
them.
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FIGURE 2 | (A) The common network of regions correlated with vPCC and
dPCC. (B) The regions uniquely correlated with the vPCC (warm colors
and positive correlations in the graph) or the dPCC (cool colors and
negative correlations in the graph). In both panels the graphs show the
mean correlations (averaged across all 29 “blocks” in the resting run)
between activity in each seed and the corresponding pattern of regions;

i.e., the mean correlation between seed activity and the brain scores for
young and older adults. Error bars represent standard errors of the mean
for the correlations. The color bars refer to the range of BSR values seen
in the brain images (a BSR threshold of 5 was used). Asterisks indicate
significant age group differences in functional connectivity (p < 0.05,
corrected).

FIGURE 3 |The overlap between the common networks (LV1)

(A), the dmPFC and vPCC subsystems (from LV2) (B), and the MTL

and dPCC subsystems (from LV2) (C). There is considerable overlap
between the common networks identified in the two analyses, including
all major nodes of the DMN (A). There also is overlap in DMN regions

between the dmPFC and vPCC subsystems, including superior frontal
and angular gyri, in addition to the two seeds (B). There is essentially
no overlap between the MTL and dPCC subsystems (C). A BSR
threshold of 10 was used in (A) and a threshold of 5 was used in
(B,C).

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 7

http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 8 — #8

Campbell et al. Aging and default network subsystems

THE DMN SUBSYSTEMS
Multi-seed PLS allowed us to directly compare, in a single analy-
sis step, the whole-brain pattern of connectivity of multiple seeds
to uncover both their common and unique patterns of connec-
tivity. This direct comparison of overall functional connectivity
between specific seeds cannot be accomplished by either conven-
tional univariate seed analyses, which show the within-subject
connectivity pattern of one seed at a time, or analyses that are
purely data driven (e.g., ICA) and do not provide a means to
contrast the connectivity patterns of particular regions. Thus,
in addition to replicating previous results, our findings extend
the earlier work in several ways. First, the amount of covariance
accounted for by the common functional connectivity patterns
(40–50%) was considerably larger than that of the unique func-
tional connectivity patterns (∼6%). This indicates that these
regions are much more strongly connected with the full DMN
at rest than they are with their respective subsystems, although
this need not be the case for task situations (e.g., Leech et al.,
2011). However, we also found that the MTL was less robustly
functionally coupled with the default network than the dmPFC
in younger adults, which may explain why the MTL is only
sometimes reported as part of the DMN in the literature (e.g.,
Buckner et al., 2008; Preminger et al., 2011). Second, the sub-
systems are more spatially extensive than previously described
(Andrews-Hanna et al., 2010; Leech et al., 2011), reflecting the
whole-brain approach that we took, as well as the greater sensi-
tivity of this multivariate statistical approach relative to univariate
models (e.g., Fletcher et al., 1996; Lukic et al., 2002). This high-
lights the point that determining the regions participating in any
brain “network” will depend to some extent on the method one
uses to identify the regions (Grigg and Grady, 2010a; Yourganov
et al., 2011). Finally, the MTL and dPCC subsystems appear
to be largely non-overlapping, whereas those of the vPCC and
dmPFC do overlap to some extent, mainly because they include
the same DMN regions. This suggests the interesting possibil-
ity that the vPCC subsystem is not really a “subsystem” at all,
but rather the set of DMN regions with the strongest functional
interconnections, whereas the other three areas do participate in
other networks consisting of regions within and outside of the
DMN.

Although our results do not speak to the function of these
different subsystems, previous work does suggest a functional dis-
sociation between them. Andrews-Hanna et al. (2010) showed that
the dmPFC subsystem is preferentially active when making a deci-
sion about oneself in the present, while the MTL subsystem is
preferentially active when making a decision about oneself in the
future, presumably because future projection also makes use of
the episodic memory system (Schacter et al., 2007). They further
showed that the vmPFC-PCC midline core is active during either
form of self-referential thought. A recent meta-analysis also sug-
gests a distinction between a core midline subsystem (including
the vmPFC and PCC), which primarily mediates self-referential
processing, and a parieto-temporal subsystem (including the infe-
rior parietal lobule, MTL, and lateral temporal cortex) which is
associated with memory retrieval processes (Kim, 2012). While
the subsystems outlined in these two earlier papers are not a
perfect match, both studies emphasize the point that separate

subcomponents of the default network, which are typically
correlated at rest and deactivated together during most tasks, can
be differentially activated depending on the nature of the task, and
likely support different aspects of self-referential processing. Our
results would be in line with this idea, and further suggest that
the MTL subsystem would involve more visual processing and/or
imagery than the dmPFC system, given the extensive occipital
regions co-active with the MTL, perhaps reflecting the role of the
MTL in scene construction (Hassabis and Maguire, 2007; Schacter
and Addis, 2007).

The functional distinction between the vPCC and dPCC sub-
systems seems more general, in that the vPCC subsystem included
primarily a subset of DMN regions, suggesting that it is more
integrated with the default network as a whole, while the dPCC
subsystem involved areas thought to be nodes of several task
positive networks. Similarly, Leech et al. (2011) showed that the
integration of these two regions with the DMN depends on the
level of task demand, such that during an easy task, the vPCC
showed strong integration with the default network and the dPCC
showed integration with both the default network and cognitive
control network. The authors suggest that the dPCC may mod-
ulate the dynamic interaction between the default and attention
networks. The present results are consistent with this idea, and
also suggest that the dPCC is correlated to an even wider group
of task positive regions, including areas involved in salience pro-
cessing (Seeley et al., 2007). Of course, our results reflect intrinsic
functional connectivity during rest and the dPCC may be dif-
ferentially connected with these task-positive areas during task
performance.

AGE DIFFERENCES IN DMN SUBSYSTEMS
Our findings with older adults suggest that the common networks
are not substantially affected by age, suggesting that these exten-
sive patterns of functional connectivity involving the entire DMN,
and a few other areas, are relatively stable until the 70s or early
80s. This is not to say, however, that there are no age differences
in the DMN, as we found that the individual subsystems are vul-
nerable to aging. Younger adults showed stronger connectivity
within the dmPFC and vPCC subsystems. Insofar as these sub-
systems bear a resemblance to the classic default network, and
both include each other as well as other DMN regions, this finding
replicates previous demonstrations of an age difference in func-
tional connectivity involving nodes of the DMN (e.g., Andrews-
Hanna et al., 2007; Damoiseaux et al., 2008; Esposito et al., 2008;
Grady et al., 2012).

More intriguing, older adults’ correlation values for the MTL
showed a trend for stronger connectivity, and for the dPCC subsys-
tem older adults had significantly stronger functional connectivity
than did younger adults. Both of these subsystems consisted mostly
of regions outside the DMN, such as posterior visual cortex for the
MTL and frontoparietal control regions for the dPCC. This result
for the MTL, although not robust, is consistent with a recent study
that assessed functional connectivity with magnetoencephalogra-
phy and showed that aging is associated with an increase in the
inflow of information from sensory regions to the MTL (Schlee
et al., 2012). Our result is also consistent with evidence that healthy
aging affects MTL structure and function much less than is seen
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with AD (Buckner, 2004). At a behavioral level, this increased
influx of information to the MTL may reflect older adults’ less-
ened ability to suppress distracting information (e.g., Stevens
et al., 2008), which ultimately leads to their greater encoding of
irrelevant associations (Campbell et al., 2010, 2012b). An interest-
ing question for future research is how age-related differences in
memory function relate to the integrity of this subsystem.

In addition, greater functional connectivity between the dPCC
and task-relevant regions, such as prefrontal cortex, in older adults
replicates our earlier finding of stronger correlations within such
regions during task performance in older adults (Grady et al.,
2010). Stronger functional connectivity within prefrontal control
regions also is consistent with the many reports of greater acti-
vation in these areas in older compared to younger adults (e.g.,
Grady et al., 1994; Cabeza et al., 1997; for a review, see Cabeza
and Dennis, 2012), which often is associated with better task
performance in the older individuals and considered to be com-
pensatory (but see de Chastelaine et al., 2011). Our results suggest
that altered functional connectivity involving control regions, as
well as increased activation, may both be compensatory mecha-
nisms, although this would need to be tested under task conditions.
Taken together with consistent findings of weaker functional con-
nectivity within the DMN, the current work supports the idea that
the correlations among DMN nodes appears to be quite sensitive
to the effects of age, especially when focusing on the connectivity
of the vPCC (as many studies have done) and dmPFC, whereas
other, more task-relevant, networks may only show age reduc-
tions in functional connectivity under experimental conditions
that place heavy demands on them (Campbell et al., 2012a). Inter-
estingly, it may be that reduced functional connectivity in DMN
subsystems has as much, if not more impact on cognition in older
adults than maintained connectivity in task-related networks. Sev-
eral studies have reported that weaker functional connectivity or
reduced modulation of activity in the PCC is associated with
poorer cognitive performance in older adults (Andrews-Hanna
et al., 2007; Miller et al., 2008; Park et al., 2010) and a recent study
in younger adults found that resting functional connectivity of
the dmPFC with the rest of the DMN was specifically related to
deactivation of the DMN during an attention demanding task
and to performance on the task (Dang et al., 2013). Our find-
ing of reduced functional connectivity involving the dmPFC and
vPCC in older adults suggests that such links with both subsys-
tems could be disrupted in older age, leading to a lessened ability
to suppress this system and greater interference during task per-
formance (Grady et al., 2006). Additionally, these age differences
involving resting functional connectivity in the dmPFC subsys-
tem mediating self-related processing provide further evidence
that such processing is altered with age (e.g., older adults often
judge themselves more positively relative to younger adults; Grady,
2012). Indeed these two phenomena, reduced dmPFC functional
connectivity and more positive outlook, may be related (Saverino
et al., unpublished), although determining whether the former is
a cause of the latter will require longitudinal research or lifespan
studies.

Although all of our older participants scored in the normal
range on the MMSE, we cannot rule out the possibility that some
of our older cohort may be in the preclinical stages of AD. This

may be relevant in that even cognitively normal older adults with
evidence of amyloid deposition (i.e., are PIB+) show reduced
functional connectivity within the DMN relative to those who are
PIB− (Sheline et al., 2010). However, that study did not include a
younger control group and thus, cannot speak to how “normal” or
non-clinical aging affects the DMN. An earlier study by Andrews-
Hanna et al. (2007) did address this issue and suggested that even
normal aging is associated with reduced connectivity within the
DMN, as the distributions of PIB- and PIB+ older adults over-
lapped in that study and were both lower than younger adults. In
addition, our findings of maintained MTL functional connectiv-
ity and increased dPCC connectivity both suggest that our results
are not heavily influenced by incipient AD pathology. The vast
majority of studies looking at DMN functional connectivity in
the presence of amyloid, or in AD or mild cognitive impairment
(MCI), have found reduced connectivity, particularly involving
the MTL (e.g., Greicius et al., 2004; Hedden et al., 2009; Sper-
ling et al., 2010; Petrella et al., 2011). Thus, the pattern of age
effects across subsystems that we observed does not appear to be
easily explained by inclusion of individuals with preclinical dis-
ease. Nevertheless, our results may be affected by the inclusion
of some individuals with preclinical AD, as is true of all aging
research.

Finally, it has recently been suggested that functional con-
nectivity estimates are particularly vulnerable to motion artifact
and that group differences in connectivity could be influenced by
confounding differences in head motion between groups (Power
et al., 2012; Van Dijk et al., 2012). We show here that age dif-
ferences in functional connectivity, both decreases and increases,
can be observed after rigorously removing images influenced by
head motion. It also is likely that averaging across time points,
and assessing correlations across participants, as we did here, will
lessen the effects of any artifact that affects single, or only a few
contiguous volumes in a given person’s time series. Nevertheless,
it seems clear that careful quality control of image data and some
form of “scrubbing” should be routine components of fMRI anal-
ysis, especially for functional connectivity analyses that depend on
voxel-wise correlations of time series within-subject.

In conclusion, we were able to directly contrast the connectivity
patterns of multiple seeds by using a multivariate analysis tech-
nique. In line with recent work, we found that individual nodes
within the default network are functionally connected to both
a common network and individual subsystems, consistent with
the idea that these subsystems have different functional roles. We
further showed that older adults’ functional connectivity patterns
for each of these seeds resembled those of younger adults, with
two showing reduced connectivity in older adults (dmPFC and
vPCC) and the other two showing maintained (MTL) or increased
connectivity with age (dPCC). These findings suggest that future
studies of aging and default network connectivity at rest and dur-
ing tasks should examine individual subsystems to gain a fuller
picture of age-related change.

ACKNOWLEDGMENTS
The authors would like to thank Annette Weeks-Holder and Wendy
Elson for technical assistance. This work was supported by the
Canadian Institutes of Health Research (MOP14036 to Cheryl L.

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 9

http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 10 — #10

Campbell et al. Aging and default network subsystems

Grady), the Natural Sciences and Engineering Research Council
of Canada (PGS to Karen L. Campbell), and the Canada Research
Chairs program, the Ontario Research Fund, the Canadian Foun-
dation for Innovation, and the Heart and Stroke Foundation
Centre for Stroke Recovery. The authors also would like to thank
the following people for their generosity in support of the imaging
centre at Baycrest: Jack and Anne Weinbaum, Sam and Ida Ross,
Joseph and Sandra Rotman.

REFERENCES
Addis, D., Wong, A., and Schacter, D. (2007). Remembering the past

and imagining the future: common and distinct neural substrates during
even construction and elaboration. Neuropsychologia 45, 1363–1377. doi:
10.1016/j.neuropsychologia.2006.10.016

Allen, E. A., Erhardt, E. B., Damaraju, E., Gruner, W., Segall, J. M., Silva, R. F., et al.
(2011). A baseline for the multivariate comparison of resting-state networks.
Front. Syst. Neurosci. 5:2. doi: 10.3389/fnsys.2011.00002

Andrews-Hanna, J. R. (2012). The brain’s default network and its adaptive role in
internal mentation. Neuroscientist 18, 251–270. doi: 10.1177/1073858411403316

Andrews-Hanna, J. R., Reidler, J. S., Sepulcre, J., Poulin, R., and Buckner, R. L.
(2010). Functional-anatomic fractionation of the brain’s default network. Neuron
65, 550–562. doi: 10.1016/j.neuron.2010.02.005

Andrews-Hanna, J. R., Snyder, A. Z., Vincent, J. L., Lustig, C., Head, D., Raichle,
M. E., et al. (2007). Disruption of large-scale brain systems in advanced aging.
Neuron 56, 924–935. doi: 10.1016/j.neuron.2007.10.038

Badre, D., and D’Esposito, M. (2007). Functional magnetic resonance imaging
evidence for a hierarchical organization of the prefrontal cortex. J. Cogn. Neurosci.
19, 2082–2099. doi: 10.1162/jocn.2007.19.12.2082

Buckner, R. L. (2004). Memory and executive function in aging and AD: multiple
factors that cause decline and reserve factors that compensate. Neuron 44, 195–
208. doi: 10.1016/j.neuron.2004.09.006

Buckner, R. L., Andrews-Hanna, J. R., and Schacter, D. L. (2008). The brain’s default
network: anatomy, function, and relevance to disease. Ann. N. Y. Acad. Sci. 1124,
1–38. doi: 10.1196/annals.1440.011

Buckner, R. L., and Carroll, D. C. (2006). Self-projection and the brain. Trends Cogn.
Sci. (Regul. Ed.) 11, 49–57. doi: 10.1016/j.tics.2006.11.004

Cabeza, R., and Dennis, N. A. (2012). “Frontal lobes and aging: deterioration and
compensation,” in Principles of Frontal Lobe Function, 2nd Edn, eds D. T. Stuss
and R. T. Knight (New York: Oxford University Press).

Cabeza, R., Grady, C. L., Nyberg, L., McIntosh, A. R., Tulving, E., Kapur, S.,
et al. (1997). Age-related differences in neural activity during memory encoding
and retrieval: a positron emission tomography study. J. Neurosci. 17, 391–400.
doi:10.1162/089892900561832

Campbell, K. L., Grady, C. L., Ng, C., and Hasher, L. (2012a). Age differences
in the frontoparietal cognitive control network: implications for distractibility.
Neuropsychologia 50, 2212–2223. doi: 10.1016/j.neuropsychologia.2012.05.025

Campbell, K. L., Zimerman, S., Healey, M. K., Lee, M. S., and Hasher, L. (2012b).
Age differences in visual statistical learning. Psychol. Aging 27, 650–656. doi:
10.1037/a0026780

Campbell, K. L., Hasher, L., and Thomas, R. C. (2010). Hyper-binding: a unique age
effect. Psychol. Sci. 21, 399–405. doi: 10.1177/0956797609359910

Christoff, K., Gordon, A., Smallwood, J., Smith, R., and Schooler, J. (2009).
Experience sampling during fMRI reveals default network and executive system
contributions to mind wandering. Proc. Natl. Acad. Sci. U.S.A. 106, 8719–8724.
doi: 10.1073/pnas.0900234106

Cole, M. W., and Schneider, W. (2007). The cognitive control network: inte-
grated cortical regions with dissociable functions. Neuroimage 37, 343–360. doi:
10.1016/j.neuroimage.2007.03.071

Cox, R. W. (1996). AFNI: software for analysis and visualization of functional
magnetic resonance neuroimages. Comput. Biomed. Res. 29, 162–173. doi:
10.1006/cbmr.1996.0014

Damoiseaux, J. S., Beckmann, C. F., Sanz Arigita, E. J., Barkhof, F., Scheltens, P., Stam,
C. J., et al. (2008). Reduced resting-state brain activity in the “default network” in
normal aging. Cereb. Cortex 18, 1856–1864. doi: 10.1093/cercor/bhm207

Dang, L. C., O’Neil, J. P., and Jagust, W. J. (2013). Genetic effects on behavior are
mediated by neurotransmitters and large-scale neural networks. Neuroimage 66,
203–214. doi: 10.1016/j.neuroimage.2012.10.090

de Chastelaine, M., Wang, T. H., Minton, B., Muftuler, L. T., and Rugg, M. D. (2011).
The effects of age, memory performance, and callosal integrity on the neural
correlates of successful associative encoding. Cereb. Cortex 21, 2166–2176. doi:
10.1093/cercor/bhq294

Efron, B. (1981). Nonparametric estimates of standard error: the jackknife, the
bootstrap, and other methods. Biometrika 68, 589–599. doi: 10.1093/biomet/68.
3.589

Esposito, F., Aragri, A., Pesaresi, I., Cirillo, S., Tedeschi, G., Marciano, E., et al. (2008).
Independent component model of the default-mode brain function: combining
individual-level and population-level analyses in resting-state fMRI. Magn. Reson.
Imaging 26, 905–913. doi: 10.1016/j.mri.2008.01.045

Fletcher, P. C., Dolan, R. J., Shallice, T., Frith, C. D., Frackowiak, R. S., and Friston, K.
J. (1996). Is multivariate analysis of PET data more revealing than the univariate
approach? Evidence from a study of episodic memory retrieval. Neuroimage 3,
209–215. doi: 10.1006/nimg.1996.0023

Folstein, M. F., Folstein, S. E., and McHugh, P. R. (1975). “Mini-mental state.” A
practical method for grading the cognitive state of patients for the clinician. J.
Psychiatr. Res. 12, 189–198. doi: 10.1016/0022-3956(75)90026-6

Fox, M. D., Snyder, A. Z., Vincent, J. L., Corbetta, M., Van Essen, D. C., and
Raichle, M. E. (2005). The human brain is intrinsically organized into dynamic,
anticorrelated functional networks. Proc. Natl. Acad. Sci. U.S.A. 102, 9673–9678.
doi: 10.1073/pnas.0504136102

Grady, C. (2012). The cognitive neuroscience of ageing. Nat. Rev. Neurosci. 13,
491–505. doi: 10.1038/nrn3256

Grady, C. L., Grigg, O., and Ng, C. (2012). Age differences in default and reward
networks during processing of personally relevant information. Neuropsychologia
50, 1682–1697. doi: 10.1016/j.neuropsychologia.2012.03.024

Grady, C. L., Maisog, J. M., Horwitz, B., Ungerleider, L. G., Mentis, M. J., Salerno,
J. A., et al. (1994). Age-related changes in cortical blood flow activation during
visual processing of faces and location. J. Neurosci. 14, 1450–1462.

Grady, C. L., Protzner, A. B., Kovacevic, N., Strother, S. C., Afshin-Pour, B.,
Wojtowicz, M., et al. (2010). A multivariate analysis of age-related differences
in default mode and task-positive networks across multiple cognitive domains.
Cereb. Cortex 20, 1432–1447. doi: 10.1093/cercor/bhp207

Grady, C. L., Springer, M. V., Hongwanishkul, D., McIntosh, A. R., and Winocur,
G. (2006). Age-related changes in brain activity across the adult lifespan. J. Cogn.
Neurosci. 18, 227–241. doi: 10.1162/jocn.2006.18.2.227

Greicius, M. D., Krasnow, B., Reiss, A. L., and Menon, V. (2003). Functional con-
nectivity in the resting brain: a network analysis of the default mode hypothesis.
Proc. Natl. Acad. Sci. U.S.A. 100, 253–258. doi: 10.1073/pnas.0135058100

Greicius, M. D., Srivastava, G., Reiss, A. L., and Menon, V. (2004). Default-
mode network activity distinguishes Alzheimer’s disease from healthy aging:
evidence from functional MRI. Proc. Natl. Acad. Sci. U.S.A. 101, 4637–4642.
doi: 10.1073/pnas.0308627101

Grigg, O., and Grady, C. L. (2010a). The default network and processing of
personally relevant information: converging evidence from task-related mod-
ulations and functional connectivity. Neuropsychologia 48, 3815–3823. doi:
10.1016/j.neuropsychologia.2010.09.007

Grigg, O., and Grady, C. L. (2010b). Task-related effects on the temporal and spatial
dynamics of resting-state functional connectivity in the default network. PLoS
ONE 5:e13311. doi: 10.1371/journal.pone.0013311

Gusnard, D. A., Akbudak, E., Shulman, G. L., and Raichle, M. E. (2001).
Medial prefrontal cortex and self-referential mental activity: relation to a default
mode of brain function. Proc. Natl. Acad. Sci. U.S.A. 98, 4259–4264. doi:
10.1073/pnas.071043098

Gutchess, A. H., Kensinger, E. A., and Schacter, D. L. (2007). Aging,
self-referencing, and medial prefrontal cortex. Soc. Neurosci. 2, 117–133. doi:
10.1080/17470910701399029

Gutchess, A. H., Kensinger, E. A., and Schacter, D. L. (2010). Functional neu-
roimaging of self-referential encoding with age. Neuropsychologia 48, 211–219.
doi: 10.1016/j.neuropsychologia.2009.09.006

Hassabis, D., and Maguire, E. A. (2007). Deconstructing episodic mem-
ory with construction. Trends Cogn. Sci. (Regul. Ed.) 11, 299–306. doi:
10.1016/j.tics.2007.05.001

Hedden, T., Van Dijk, K. R., Becker, J. A., Mehta, A., Sperling, R. A., Johnson,
K. A., et al. (2009). Disruption of functional connectivity in clinically nor-
mal older adults harboring amyloid burden. J. Neurosci. 29, 12686–12694. doi:
10.1523/JNEUROSCI.3189-09.2009

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 10

http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 11 — #11

Campbell et al. Aging and default network subsystems

Kim, H. (2012). A dual-subsystem model of the brain’s default network:
self-referential processing, memory retrieval processes, and autobiographical
memory retrieval. Neuroimage 61, 966–977. doi: 10.1016/j.neuroimage.2012.
03.025

Krishnan, A., Williams, L. J., McIntosh, A. R., and Abdi, H. (2011). Partial Least
Squares (PLS) methods for neuroimaging: a tutorial and review. Neuroimage 56,
455–475. doi: 10.1016/j.neuroimage.2010.07.034

Kubit, B., and Jack, A. I. (2013). Rethinking the role of the rTPJ in attention and
social cognition in light of the opposing domains hypothesis: findings from an
ALE-based meta-analysis and resting-state functional connectivity. Front. Hum.
Neurosci. 7:323. doi: 10.3389/fnhum.2013.00323

Leech, R., Kamourieh, S., Beckmann, C. F., and Sharp, D. J. (2011). Fractionat-
ing the default mode network: distinct contributions of the ventral and dorsal
posterior cingulate cortex to cognitive control. J. Neurosci. 31, 3217–3224. doi:
10.1523/JNEUROSCI.5626-10.2011

Lukic, A. S., Wernick, M. N., and Strother, S. C. (2002). An evaluation of methods
for detecting brain activations from functional neuroimages. Artif. Intell. Med.
25, 69–88. doi: 10.1016/S0933-3657(02)00009-X

Lustig, C., Snyder, A. Z., Bhakta, M., O’Brien, K. C., McAvoy, M., Raichle,
M. E., et al. (2003). Functional deactivations: change with age and dementia
of the Alzheimer type. Proc. Natl. Acad. Sci. U.S.A. 100, 14504–14509. doi:
10.1073/pnas.2235925100

Mar, R. A. (2011). The neural bases of social cognition and story comprehension.
Annu. Rev. Psychol. 62, 103–134. doi: 10.1146/annurev-psych-120709-145406

McIntosh, A. R., and Lobaugh, N. L. (2004). Partial least squares analysis of neu-
roimaging data: applications and advances. Neuroimage 23(Suppl. 1), S250–S263.
doi: 10.1016/j.neuroimage.2004.07.020

Miller, S. L., Celone, K., DePeau, K., Diamond, E., Dickerson, B. C., Rentz, D.,
et al. (2008). Age-related memory impairment associated with loss of parietal
deactivation but preserved hippocampal activation. Proc. Natl. Acad. Sci. U.S.A.
105, 2181–2186. doi: 10.1073/pnas.0706818105

Onoda, K., Ishihara, M., and Yamaguchi, S. (2012). Decreased functional connectiv-
ity by aging is associated with cognitive decline. J. Cogn. Neurosci. 24, 2186–2198.
doi: 10.1162/jocn_a_00269

Park, D. C., Polk, T. A., Hebrank, A. C., and Jenkins, L. J. (2010). Age differences in
default mode activity on easy and difficult spatial judgment tasks. Front. Hum.
Neurosci. 3:75. doi: 10.3389/neuro.3309.3075.2009

Persson, J., Lustig, C., Nelson, J. K., and Reuter-Lorenz, P. A. (2007). Age differences
in deactivation: a link to cognitive control? J. Cogn. Neurosci. 19, 1021–1032. doi:
10.1162/jocn.2007.19.6.1021

Petrella, J. R., Sheldon, F. C., Prince, S. E., Calhoun, V. D., and Doraiswamy, P. M.
(2011). Default mode network connectivity in stable vs. progressive mild cognitive
impairment. Neurology 76, 511–517. doi: 10.1212/WNL.0b013e31820af94e

Petrides, M., Alivisatos, B., Evans, A. C., and Meyer, E. (1993). Dissociation of
human mid-dorsolateral from posterior dorsolateral frontal cortex in memory
processing. Proc. Natl. Acad. Sci. U.S.A. 90, 873–877. doi: 10.1073/pnas.90.3.873

Power, J. D., Barnes, K. A., Snyder, A. Z., Schlaggar, B. L., and Petersen,
S. E. (2012). Spurious but systematic correlations in functional connectivity
MRI networks arise from subject motion. Neuroimage 59, 2142–2154. doi:
10.1016/j.neuroimage.2011.10.018

Preminger, S., Harmelech, T., and Malach, R. (2011). Stimulus-free thoughts induce
differential activation in the human default network. Neuroimage 54, 1692–1702.
doi: 10.1016/j.neuroimage.2010.08.036

Raichle, M. E., MacLeod, A. M., Snyder, A. Z., Powers, W. J., Gusnard, D. A., and
Shulman, G. L. (2001). A default mode of brain function. Proc. Natl. Acad. Sci.
U.S.A. 98, 676–682. doi: 10.1073/pnas.98.2.676

Rajah, M. N., and D’Esposito, M. (2005). Region-specific changes in prefrontal
function with age: a review of PET and fMRI studies on working and episodic
memory. Brain 128, 1964–1983. doi: 10.1093/brain/awh608

Reuter-Lorenz, P. A., and Cappell, K. A. (2008). Neurocognitive aging and
the compensation hypothesis. Curr. Dir. Psychol. Sci. 17, 177–182. doi:
10.1111/j.1467-8721.2008.00570.x

Rieckmann, A., Karlsson, S., Fischer, H., and Backman, L. (2011). Caudate
dopamine D1 receptor density is associated with individual differences in fron-
toparietal connectivity during working memory. J. Neurosci. 31, 14284–14290.
doi: 10.1523/JNEUROSCI.3114-11.2011

Sambataro, F., Murty, V. P., Callicott, J. H., Tan, H. Y., Das, S., Wein-
berger, D. R., et al. (2010). Age-related alterations in default mode network:

impact on working memory performance. Neurobiol. Aging 31, 839–852. doi:
10.1016/j.neurobiolaging.2008.05.022

Schacter, D. L., and Addis, D. R. (2007). The cognitive neuroscience of constructive
memory: remembering the past and imagining the future. Philos. Trans. R. Soc.
Lond. B Biol. Sci. 362, 773–786. doi: 10.1098/rstb.2007.2087

Schacter, D. L., Addis, D. R., and Buckner, R. L. (2007). Remembering the past to
imagine the future: the prospective brain. Nat. Rev. Neurosci. 8, 657–661. doi:
10.1038/nrn2213

Schlee, W., Leirer, V., Kolassa, I. T., Weisz, N., and Elbert, T. (2012). Age-related
changes in neural functional connectivity and its behavioral relevance. BMC
Neurosci. 13:16. doi: 10.1186/1471-2202-13-16

Seeley, W. W., Menon, V., Schatzberg, A. F., Keller, J., Glover, G. H., Kenna, H., et al.
(2007). Dissociable intrinsic connectivity networks for salience processing and
executive control. J. Neurosci. 27, 2349–2356. doi: 10.1523/JNEUROSCI.5587-
06.2007

Sheline, Y. I., Raichle, M. E., Snyder, A. Z., Morris, J. C., Head, D., Wang,
S., et al. (2010). Amyloid plaques disrupt resting state default mode network
connectivity in cognitively normal elderly. Biol. Psychiatry 67, 584–587. doi:
10.1016/j.biopsych.2009.08.024

Shulman, G. L., Fiez, J., Corbetta, M., Buckner, R. L., Miezin, F., Raichle, M. E., et al.
(1997). Common blood flow changes across visual tasks: II. Decreases in cerebral
cortex. J. Cogn. Neurosci. 9, 648–663. doi: 10.1162/jocn.1997.9.5.648

Smallwood, J., Tipper, C., Brown, K., Baird, B., Engen, H., Michaels, J. R.,
et al. (2013). Escaping the here and now: evidence for a role of the default
mode network in perceptually decoupled thought. Neuroimage 69, 120–125. doi:
10.1016/j.neuroimage.2012.12.012

Sperling, R. A., Dickerson, B. C., Pihlajamaki, M., Vannini, P., LaViolette, P. S.,
Vitolo, O. V., et al. (2010). Functional alterations in memory networks in early
Alzheimer’s disease. Neuromolecular Med. 12, 27–43. doi: 10.1007/s12017-009-
8109-7

Spreng, R. N., and Grady, C. L. (2010). Patterns of brain activity supporting
autobiographical memory, prospection, and theory of mind, and their rela-
tionship to the default mode network. J. Cogn. Neurosci. 22, 1112–1123. doi:
10.1162/jocn.2009.21282

Spreng, R. N., Mar, R., and Kim, A. (2009). The common neural basis of
autobiographical memory, prospection, navigation, theory of mind, and the
default mode: a quantitative meta-analysis. J. Cogn. Neurosci. 21, 489–510. doi:
10.1162/jocn.2008.21029

Spreng, R. N., Sepulcre, J., Turner, G. R., Stevens, W. D., and Schacter, D. L. (2013).
Intrinsic architecture underlying the relations among the default, dorsal attention,
and frontoparietal control networks of the human brain. J. Cogn. Neurosci. 25,
74–86. doi: 10.1162/jocn_a_00281

Stevens, W. D., Hasher, L., Chiew, K. S., and Grady, C. L. (2008). A neural mechanism
underlying memory failure in older adults. J. Neurosci. 28, 12820–12824. doi:
10.1523/JNEUROSCI.2622-08.2008

Svoboda, E., McKinnon, M., and Levine, B. (2006). The functional neuroanatomy
of autobiographical memory: a meta-analysis. Neuropsychologia 44, 2189–2208.
doi: 10.1016/j.neuropsychologia.2006.05.023

Thomas, J. B., Brier, M. R., Snyder, A. Z., Vaida, F. F., and Ances, B. M. (2013).
Pathways to neurodegeneration: effects of HIV and aging on resting-state func-
tional connectivity. Neurology 80, 1186–1193. doi: 10.1212/WNL.0b013e31828
8792b

Tomasi, D., and Volkow, N. D. (2012). Aging and functional brain networks. Mol.
Psychiatry 17, 471, 549–458. doi: 10.1038/mp.2011.81

Toro, R., Fox, P. T., and Paus, T. (2008). Functional coactivation map of the human
brain. Cereb. Cortex 18, 2553–2559. doi: 10.1093/cercor/bhn014

Van Dijk, K. R., Sabuncu, M. R., and Buckner, R. L. (2012). The influence of head
motion on intrinsic functional connectivity MRI. Neuroimage 59, 431–438. doi:
10.1016/j.neuroimage.2011.07.044

Vincent, J. L., Kahn, I., Snyder, A. Z., Raichle, M. E., and Buckner, R. L.
(2008). Evidence for a frontoparietal control system revealed by intrinsic func-
tional connectivity. J. Neurophysiol. 100, 3328–3342. doi: 10.1152/jn.90355.
2008

Voss, M. W., Prakash, R. S., Erickson, K. I., Basak, C., Chaddock, L., Kim,
J. S., et al. (2010). Plasticity of brain networks in a randomized interven-
tion trial of exercise training in older adults. Front. Aging Neurosci. 2:32. doi:
10.3389/fnagi.2010.00032.2010.00032

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 11

http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive


“fnagi-05-00073” — 2013/11/12 — 20:20 — page 12 — #12

Campbell et al. Aging and default network subsystems

Yourganov, G., Chen, X., Lukic, A. S., Grady, C. L., Small, S. L., Wer-
nick, M. N., et al. (2011). Dimensionality estimation for optimal detection
of functional networks in BOLD fMRI data. Neuroimage 56, 531–543. doi:
10.1016/j.neuroimage.2010.09.034

Conflict of Interest Statement: The authors declare that the research was conducted
in the absence of any commercial or financial relationships that could be construed
as a potential conflict of interest.

Received: 12 July 2013; accepted: 24 October 2013; published online: 14 November
2013.

Citation: Campbell KL, Grigg O, Saverino C, Churchill N and Grady CL (2013) Age
differences in the intrinsic functional connectivity of default network subsystems. Front.
Aging Neurosci. 5:73. doi: 10.3389/fnagi.2013.00073
This article was submitted to the journal Frontiers in Aging Neuroscience.
Copyright © 2013 Campbell, Grigg, Saverino, Churchill and Grady. This is an
open-access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permit-
ted, provided the original author(s) or licensor are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.

Frontiers in Aging Neuroscience www.frontiersin.org November 2013 | Volume 5 | Article 73 | 12

http://dx.doi.org/10.3389/fnagi.2013.00073
http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
http://www.frontiersin.org/Aging_Neuroscience/
http://www.frontiersin.org/
http://www.frontiersin.org/Aging_Neuroscience/archive

	Age differences in the intrinsic functional connectivity of default network subsystems
	Introduction
	Materials and methods
	Participants
	Image acquisition and preprocessing
	Data analysis

	Results
	Functional connectivity of the mtl and dmpfc
	Functional connectivity of the vpcc and dpcc
	Similarities and differences between the common networks and subsystems

	Discussion
	The dmn subsystems
	Age differences in dmn subsystems

	Acknowledgments
	References


