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The role of HIV Viral Load and CD4+ Cell Count in the
prolongation of the QT interval in patients from an HIV
outpatient clinic

H. Shaaban1,∗, A. Qaqa1, J. Slim2, G. Perez2

1 St Michael’s Medical Center, Newark, NJ, USA
2 St. Michael’s Medical Center, Newark, NJ, USA

Background: QTc Interval prolongation is associated with
life-threatening arrhythmias and it has been reported to
occur more frequently in the HIV-infected population.

Methods: The data was collected from the charts of a
cohort of 135 consecutive HIV-infected patients from our HIV
outpatient clinic. QTc interval was corrected to the heart
rate using Bazzets formula .The cohort was divided into two
groups(prolonged QTc and normal QTc interval). QTc inter-
val was considered prolonged if it was >440 ms in males and
>460 ms in females. Multiple variables and potential risk fac-
tors were collected including the CD4+ cell count and Viral
Load (VL) measurements which were done at the same day
or within few days from the time the ECG was done.

Results: 23 patients were found to have prolonged QTc
(17%).No significant difference between the groups was
observed for any baseline characterestics;however stastis-
tically significant differences were observed with regard to
the CD4+ cell count and VL. The ROC curves for both CD4
count and VL were obtained to establish cut-off points .The
cutoff points for CD4 count and VL were 144 and 17.9 x 103
respectively. Sixteen of 23 subjects (70%) with prolonged QTc
had CD4+ cell counts < 144 cells/mm3 as opposed to only 27
of 112 (24%) of subjects with normal QTc interval (OR: 7.20;
95% CI: 2.88 to 19.33; p < 0.0001). For VL, 18 of 23 subjects
(78%) with prolonged QTc had levels ≥17.9 × 103 copies/ml,
whereas 43 of 105 (41%) of patients with normal QTc had
VL greater than the cut-off value (OR: 5.19; 95% CI: 1.79
to 15.05; p = 0.002). The simultaneous presence of both risk
factors increased the OR to 14.74 (95% CI: 3.84 to 56.55;
p < 0.0001).

Conclusion: Our study confirmed that the risk of QTc
prolongation increases with the progression of the HIV infec-
tion. Low CD4 cell count and high Viral load could be
considered as independent potential risk factors for QT pro-
longation in HIV patients in the outpatientclinic settings.

doi:10.1016/j.ijid.2010.02.1664
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Modelling the between-host evolution of set-point viral
load in HIV infection

G. Shirreff1,∗, T.D. Hollingsworth2, W.P. Hanage2, C.
Fraser2

1 Imperial College, London, W2 1PG, United Kingdom
2 Imperial College, London, London, United Kingdom

Background: The Human Immunodeficiency Virus (HIV) is
capable of evolving rapidly and responding to diverse selec-

data, citation and similar papers at core.ac.uk
tion pressures. Previous research has generally focused on
the responses of HIV to selection within-host, comparatively
little has been done on the response between-host selec-
tion. Previous work has proposed that the set-point viral load
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SPVL) may evolve due to between-host selection as inter-
ediate values maximise transmission potential. There is

lso evidence for heritability of SPVL from one infection to
he next.

Methods: We developed three models to examine the
volution of the SPVL distribution. One modelled change
n strain prevalence in discrete generations of infection.
nother incorporated continuous time into this framework.
he third was extended to include explicit modelling of host
ynamics and variable population size. Comparison of the
imulated distribution with observed data allowed estima-
ion of parameter values.

Results: All three models demonstrated that SPVL dis-
ribution would converge on the optimum relatively rapidly
egardless of the initial distribution of genotypes. The dis-
rete generation model provided a robust measure of the
mount of variation attributable to nonviral effects and
utation from one individual to the next. The dynamic pop-

lation model showed the response of the SPVL distribution
o host dynamics.

Conclusion: The models described can be used to simu-
ate the response of SPVL to widespread interventions such
s circumcision or treatment, or the response to changing
emography.

oi:10.1016/j.ijid.2010.02.1665
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arge scale HIV survey in Cameroon by mass HIV testing
obile units: Evidence of HIV epidemic hot spot areas and
igh HIV vulnerability of women over time

.-X. Mbopi-Keou1,∗, G.C.M. Kalla2, R. Guiadem3, H.
chouamani3, R. Mbele3, C. Nkada3, E. Voundi3, G.
ndobo Andze1, I. Takoungang4, L. Bélec5, P. Ndumbe6, F.
ngwafo III 1

Ministry of Health & University of Yaounde I, Yaounde,
ameroon
University Teaching Hospital, Yaounde, Cameroon
Ministry of Health, Yaounde, Cameroon
University of Yaounde I, Yaounde, Cameroon
University Rene DEscartes & Georges Pompidou University
ospital, Paris, France
University of Buea, Buea, Cameroon

Background: In Africa where the majority of HIV-infected
dults do not know their HIV status, the use of HIV test-
ng mobile units offers relevant public health prospects. In
rder to increase the HIV testing capabilities of voluntary
ounselling and testing centres, we developed a decentral-
zed, large scale strategy based on bringing the needed
ervices closer to the people, through the use of mobile
nits.

Methods: The National Public Health Laboratory
‘Hygiene Mobile’’ acquired a van (in order to propose vol-
ntary HIV screening) comprising separate compartments
or the driver, the medical team, and laboratory facilities.
he screening of HIV-specific antibodies in serum samples

brought to you 

provided by Elsevier - Publis
as carried out using SD Bioline HIV, (Standard Diagnostics)
Determine (Inverness Medical Innovation). Indeterminate

r positive samples were immediately retested by the
mmunoComb®II HIV 1 & 2 Bispot /Hexagon HIV. People
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iagnosed as HIV-infected were referred to health care
entres.

Results: From April 2005 to November 2008, 114 cam-
aigns were organised in Cameroon (average of 277
olunteers tested per day). Out of 31,610 volunteers who
eceived a pre-test counselling, 31,512 (20,330 males;
1,182 females) tested for HIV (acceptance rate of 99.7%).
heir average age was 31 years. Amongst those, 31,210
99.04%) received post-test counselling. The overall HIV
revalence was 6.06% (HIV infection in women significantly
ncreased from 6.7% in 2005 to 9.73% in 2008). The North
est region of Cameroon was the most affected with a
revalence of 15.76% in females and 7.27% in males.

Conclusion: HIV testing through mobile units likely con-
titutes a useful tool to promote large scale up HIV testing
n sub-Saharan Africa and should be integrated into national
IV control programmes. Successive campaigns in a given
rea allow to evidence hot spots of the HIV epidemic, and
o follow the variations of HIV prevalence over time.

oi:10.1016/j.ijid.2010.02.1666
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otential impact of a customized peer-facilitators training
rogram on sexual health intervention

. Saad1,∗, L. Rampal1, K. Sabitu2, H. AbdulRahman1, B.
buSamah1, A. Awaisu3, A.Y. Ibrahim4

Universiti Putra Malaysia, Serdang, Selangor DE, Malaysia
Ahmadu Bello University, Zaria, Kaduna, Nigeria
Universiti Sains Malaysia, Penang, Malaysia
Infectitious Disease Hospital, Kano, Kano, Nigeria

Background: The human immunodeficiency
irus/acquired immune deficiency syndrome (HIV/AIDS)
pidemic remains of global significance. Targeting the youth
n which most new infections occur especially in Nigeria
here the second greatest burden of the epidemic lies is
ivotal in HIV prevention. The use of peer facilitators to
eliver an integrated sexual health intervention on HIV/AIDS
nd sexually transmitted infections (STI) in this age group
s an important prevention strategy.This study aimed to
etermine the feasibility of developing and implementing
customized training program related to the delivery of

n integrated HIV/AIDS and STI risk reduction intervention
or peer facilitators and to evaluate its potential impact on
heir knowledge, attitudes, and perceived competence.

Methods: We developed and delivered a structured
raining program and materials about HIV/AIDs and STI pre-
ention in a university setting. The training was offered
o facilitators who were planned to be involved in a
arger project, known as Integrated HIV-STI Risk Reduction
rogram. A pretest-posttest survey of single group was con-
ucted. Changes in scores before and after the training
rogram in knowledge, attitude, stigma scores and per-
eived confidence and competence were measured.

Results: Ten potential facilitators participated in the pro-
ram and completed both the pretest and posttest survey

uestionnaire. The trainees’ median scores in HIV-related
nd STI knowledge, attitude and stigma scores had signifi-
antly increased compared to the baseline (HIV knowledge
rom 22 to 30.5; STI knowledge from 8 to 22.5; stigma
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cores from 5 to 9; attitude from 39 to 57, p < 0.05).
pon completion of the program, majority of the trainees

80—100%) believed that they were competent and confi-
ent in performing most of the sexual health intervention
ctivities.

Conclusion: This preliminary study suggests that a
ustomized on-site training program on sexual health inter-
ention designed for and delivered to peer-facilitators
ould significantly improve their knowledge, attitude
nd confidence to deliver program related to HIV-STI
revention.

oi:10.1016/j.ijid.2010.02.1667
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olecular epidemiology of HIV-1 in newly-diagnosed
reatment-naïve patients in Singapore

.-J. Sun1, P. Kaur1,∗, Y.S. Leo2

Tan Tock Seng Hospital, Singapore, Singapore
Communicable Disease Centre, Tan Tock Seng Hospital, Sin-
apore, Singapore

Background: The molecular epidemiology of HIV-1 has not
een well studied in Singapore. Information on HIV-1 molec-
lar epidemiology obtained from previous studies was either
ased on a small sample size or on a specific HIV-1 popula-
ion (seroconverters). In this study we aimed to have a better
nderstanding to HIV-1 molecular epidemiology in newlydi-
gnosed treatment-naïve patients on the basis of a larger
ample size.

Methods: Newly-diagnosed treatment-naïve HIV-1
atients were prospectively, consecutively recruited from
he Communicable Disease Centre, Tan Tock Seng Hospital,
ingapore. PCR products of pol gene that encompass the
ntire protease gene and two-third of the reverse transcrip-
ase (RT) gene were amplified based on PBMC-associated
iruses using an inhouse method. Direct sequencing was
sed to sequence the pol gene PCR products. The pol
equences were used for phylogenetic analysis and for
enotypic analysis of drug resistance.

Results: One hundred fifty-one patients were analyzed in
his study. Of whom 92% (n = 139) were men, 49.7% (n = 75)
ere men who have sex with men (MSM), and 49% (n = 74)
ere heterosexuals. Five HIV-1 subtype/CRF were identi-
ed, including CRF01 AE (n = 94, 62.3%), subtype B (n = 53,
5.1%), CRF33 01B (n = 3, 2%), and one each of CRF34 01B
nd CRF07 BC. MSM accounted for 35.1% (n = 33) of the
RF01 AE infections and 77.4% (n = 41) of the subtype B

nfections. Phylogenetic analysis showed that 55.3% (n = 52)
f 01 AE sequences were clustered in each of 8 clusters and
3.6% (n = 39) of subtype B sequences were clustered in each
f 5 clusters; in addition, MSM was more common in one of
he clusters compared to heterosexuals in both 01 AE clus-
ers (55.7% vs. 37.7%, OR 11.9, 95% CI 3.9-36.7) and subtype
clusters (87.8% vs. 25%, OR 21.6, 95% CI 4.6-101.5). There
as no any known drug-resistant mutation was detected by
irect sequencing.
Conclusion: CRF01 AE and subtype B remain the primary
tiology for HIV-1 infections in Singapore. The high extent
f clustering of MSM suggests active transmission of HIV-1
n this specific population, and therefore, more effective
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