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Corrigendum to “Residues of a proposed gate region in type I ATP-binding
cassette import systems are crucial for function as revealed bymutational
analysis”
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The authors regret that References [25–31] are in the wrong order and that the correct reference [30] is missing.
The corrected references are as follows:
[25] N.J. Gleason, V.V. Vostrikov, D.V. Greathouse, R.E. Koeppe, Buried lysine, but not arginine, titrates and alters transmembrane helix tilt, Proc.

Natl. Acad. Sci. (USA) 110 (2013) 1692–1695.
[26] J. Cui, S. Qasim, A.L. Davidson, Uncoupling substrate transport from ATP hydrolysis in the Escherichia coli maltose transporter. J. Biol. Chem.

285 (2010) 39986–39993.
[27] K.-M.Y. Covitz, C.H. Panagiotidis, L.-I. Hor, M. Reyes, N.A. Treptow, H.A. Shuman, Mutations that alter the transmembrane signalling pathway

in an ATP binding cassette (ABC) transporter. EMBO-J. 13 (1994) 1752–1759.
[28] Chen, S. Sharma, F.A. Quiocho, A.L. Davidson, Trapping the transition state of an ATP-binding cassette transporter: evidence for a concerted

mechanism of maltose transport. Proc. Natl. Acad. Sci. (USA) 98 (2001) 1525–1530.
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[31] Davidson, H.A. Shuman, H. Nikaido, Mechanism of maltose transport in Escherichia coli: transmembrane signaling by periplasmic binding
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[32] A.D. Gould, P.G. Telmer, B.H. Shilton, Stimulation of themaltose transporter ATPase by unliganded maltose binding protein. Biochemistry 48

(2009) 8051–8061.
The authors would like to apologize for any inconvenience caused.
DOI of original article: http://dx.doi.org/10.1016/j.bbamem.2013.05.032.
⁎ Corresponding author. Tel.: +49 30 20938121; fax: +49 30 20938126.

E-mail address: erwin.schneider@rz.hu-berlin.de (E. Schneider).
1 Present address: Institut für Physikalische Chemie, Westfälische Wilhelms-Universität, Mü
2 Present address: Institut für Biologie/Mikrobiologie, Martin-Luther University, Halle-Witte

0005-2736/$ – see front matter © 2013 Elsevier B.V. All rights reserved.
http://dx.doi.org/10.1016/j.bbamem.2013.12.004
nster, Correnstr. 28/30, D-48149 Münster, Germany.
nberg, Kurt-Mothes-Straße 3, D-06120 Halle (Saale), Germany.

http://crossmark.crossref.org/dialog/?doi=10.1016/j.bbamem.2013.12.004&domain=pdf
http://www.sciencedirect.com/science/journal/00052736

	Corrigendumto “Residues of a proposed gate region in type I ATP-bindingcassette import systems are crucial for function as revealed by mutationalanalysis”[Biochim. Biophys. Acta 1828 (2013) 2164–2172]

