
Ava i l ab l e on l i ne a t www.sc i enced i r ec t . com

www.e l sev i e r . com/ l oca te / sc r

Stem Cell Research (2012) 9, 58

brought to you by COREView metadata, citation and similar papers at core.ac.uk

provided by Elsevier - Publisher Connector 
CORRIGENDUM

Corrigendum to “Comprehensive transcriptome and immunopheno-
type analysis of renal and cardiac MSC-like populations supports
strong congruence with bone marrow MSC despite maintenance of
distinct identities” [Stem Cell. 8 (2012) 58–73]
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