
brought to you by COREView metadata, citation and similar papers at core.ac.uk

provided by Elsevier - Publisher Connector 
Institute of Materia Medica, Chinese Academy of Medical Sciences
Chinese Pharmaceutical Association

www.elsevier.com/locate/apsb

Acta Pharmaceutica Sinica B

Acta Pharmaceutica Sinica B 2016;6(5):393–408
http://dx.doi.org/10.10
2211-3835 & 2016 Ch
Elsevier B.V. This is

nCorresponding auth
Tel.: þ1 315 464 7978

E-mail address: lu

Peer review under r
www.sciencedirect.com
REVIEW
Crosstalk of HNF4α with extracellular
and intracellular signaling pathways
in the regulation of hepatic metabolism
of drugs and lipids
Hong Lun
Department of Pharmacology, SUNY Upstate Medical University, Syracuse, NY 13210, USA

Received 14 April 2016; received in revised form 5 May 2016; accepted 11 May 2016
KEY WORDS

HNF4α;
Liver;
Drug metabolism;
Lipid metabolism;
Inflammation;
Hormone
16/j.apsb.2016.07.00
inese Pharmaceutica
an open access artic

or at: Department o
; fax: þ1 315 464 8
h@upstate.edu (Ho

esponsibility of Inst
Abstract The liver is essential for survival due to its critical role in the regulation of metabolic homeostasis.
Metabolism of xenobiotics, such as environmental chemicals and drugs by the liver protects us from toxic
effects of these xenobiotics, whereas metabolism of cholesterol, bile acids (BAs), lipids, and glucose provide
key building blocks and nutrients to promote the growth or maintain the survival of the organism. As a well-
established master regulator of liver development and function, hepatocyte nuclear factor 4 alpha (HNF4α)
plays a critical role in regulating a large number of key genes essential for the metabolism of xenobiotics,
metabolic wastes, and nutrients. The expression and activity of HNF4α is regulated by diverse hormonal and
signaling pathways such as growth hormone, glucocorticoids, thyroid hormone, insulin, transforming growth
factor-β, estrogen, and cytokines. HNF4α appears to play a central role in orchestrating the transduction of
extracellular hormonal signaling and intracellular stress/nutritional signaling onto transcriptional changes in the
liver. There have been a few reviews on the regulation of drug metabolism, lipid metabolism, cell proliferation,
and inflammation by HNF4α. However, the knowledge on how the expression and transcriptional activity of
HNF4α is modulated remains scattered. Herein I provide comprehensive review on the regulation of
expression and transcriptional activity of HNF4α, and how HNF4α crosstalks with diverse extracellular and
intracellular signaling pathways to regulate genes essential in liver pathophysiology.
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1. Introduction

1.1. Overview of key biological functions of hepatocyte nuclear
factor 4α (HNF4α)

HNF4α is a well-established master regulator of liver development
and function. HNF4α is essential for hepatocyte differentiation and
morphogenesis in fetal liver1,2 and maintenance of liver function in
adults3–5. Results from studies of adult mice with liver-specific
knockout of Hnf4α demonstrate that HNF4α is essential in
regulating hepatic expression of key genes in drug metabolism,
bile acid synthesis and conjugation, lipid homeostasis, gluconeo-
genesis, ureagenesis, cell adhesion, as well as cell proliferation and
apoptosis3,6–11. Hepatic expression and/or transcriptional activity
of HNF4α is decreased markedly in non-alcoholic steatohepatitis,
alcoholic liver disease, tumor necrosis factor-α (TNFα)-induced
hepatotoxicity, severe cirrhotic livers, and hepatoma progres-
sion12–16. In contrast, ectopic expression of HNF4α in combination
with the pioneering factor Foxa2 (HNF3β) in fibroblasts can
induce the transdifferentiation of fibroblasts into hepatocyte-like
cells17. Overexpression of HNF4α1 markedly inhibits liver carci-
nogenesis and liver fibrosis18,19. Mice implanted with human
hepatoma cells that overexpress HNF4α1 have much longer
survival, and intratumoral overexpression of HNF4α1 blocks
tumor growth20. Thus, down-regulation of HNF4α is a major
contributing factor to diverse liver diseases, such as steatohepatitis,
liver fibrosis, and liver cancer, whereas restoration of HNF4α can
inhibit liver cancer and improve liver function simultaneously.
Currently, there is great interest in targeting HNF4α for stem-cell
therapy and treatment of liver diseases such as liver cirrhosis and
liver cancer. Nevertheless, HNF4α is an orphan nuclear receptor
that lacks well-established activating ligands, although fatty acid
thioesters have been reported as ligands of HNF4α21. Conversely,
the expression and transcriptional activity of HNF4α is modulated
by diverse extra- and intracellular signaling pathways, and various
transcriptional factors can physically interact with HNF4α to
regulate hepatic gene expression. There have been a few reviews
on the role of HNF4α in regulation of drug metabolism, lipid
metabolism, cell proliferation, and inflammation5,22–24. However,
the knowledge on how the expression and transcriptional activity
of HNF4α is modulated remains scattered. Herein I summarize the
modulation of hepatic expression and transcriptional activity of
HNF4α by diverse extra- and intracellular signaling pathways, as
well as how HNF4α crosstalks with various transcriptional factors
to dictate hepatic expression of genes important in drug metabo-
lism, lipid homeostasis, and cell proliferation.
1.2. HNF4α isoforms

There are two types, 9 isoforms of HNF4α transcripts resulting
from alternative splicing and/or usage of 2 promoters, with 6
“adult” isoforms (4α1–α6) from the P1 promoter, but 3 “fetal”
isoforms (4α7–α9) from the P2 promoter. P2 promoter–driven
fetal HNF4α isoforms are expressed throughout liver development,
but disappear after birth, whereas P1 promoter–driven adult
HNF4α isoforms are abundant postnatally. Deregulation of
HNF4α is a marker of epithelial tumor progression25. There is a
remarkable switch in mRNA and protein expression from P1 to P2
promoter–driven HNF4α in transgenic livers and hepatocellular
carcinoma (HCC) of EGF-overexpressing transgenic mice and
human HCC26. Interestingly, HNF4α inhibits the P2 promoter
activated by HNF6 and HNF1α27; thus, dynamic changes in
HNF4α isoform expression may be self-regulated by HNF4α1.
Importantly, the “adult” HNF4α1 and “fetal” HNF4α7 have
different transactivation properties, namely, HNF4α7 more effi-
ciently activates promoters of early hepatocyte genes (such as
α-fetoprotein), whereas HNF4α1 has a more significant impact on
genes of main hepatic differentiation markers28. Targeted deletion
of the Hnf4α1 isoform in mouse liver results in liver steatosis and
marked down-regulation of constitutive androstane receptor (Car),
a key xenobiotic receptor29. Overexpression of HNF4α2 decreases,
whereas overexpression of HNF4α8 increases the invasiveness of
colon cancer cells17. Currently, the mechanism of dynamic switch
of HNF4α1/4α2 and HNF4α7/4α8 expression during liver devel-
opment and carcinogenesis remains unknown.

1.3. Regulation of gene expression by HNF4α

The P1 HNF4α proteins, such as HNF4α1 and HNF4α2, have two
activation domains, namely activation function-1 (AF-1) and AF-2
which synergize for full HNF4α transactivation activity. The N-
terminal AF-1 (A/B) domain and C-terminal AF-2 domain convey
the transactivation activity of HNF4α, whereas the C-terminal
F-domain of HNF4α exhibits repressor activity (Fig. 1A)30. The
P2 HNF4α isoforms, such as HNF4α8 lack the N-terminal AF-1
domain and thus generally have much weaker transactivation
activity for HNF4α-target genes. Different from other nuclear
receptors, HNF4α binds to DNA as a homodimer, and the
interaction between its ligand binding domain (LBD) and DNA-
binding domain (DBD) (Fig. 1A) is essential for the high DNA-
binding affinity of the homodimer31. In a study in human colon
cancer cells, HNF4α2 was found to have many more DNA-
binding sites than HNF4α8, although they have the identical DBD
with a conserved double zinc finger motif32. HNF4α generally
binds to direct repeat 1 (DR1) or DR2 site in the promoter and
recruits co-activators to transactivate its target genes33,34. In
addition to direct regulation of mRNA gene expression, HNF4α
can transactivate microRNA-29; Hnf4α-deficiency in mouse liver
down-regulates miR-29, resulting in induction of miR-29–target
gene DNA methyltransferase 3 and epigenetic reprogramming35.
HNF4α can repress gene expression via recruiting the co-repressor
silencing mediator of retinoic acid and thyroid hormone receptor
(SMRT) and histone deacetylase to the promoter, leading to
epigenetic silencing of target genes28. Loss of HNF4α in young-
adult mouse liver markedly altered epigenome, manifested by
global increases in key histone modifications such as histone H3
lysine-4 trimethylation (H3K4me3), H3K27me3, and H3K9me2,
which is associated with induction of the corresponding epigenetic
enzymes in Hnf4α-deficient liver36. Thus, regulation of epigenome
appears to be a key mechanism of regulation of the transcriptome
and liver development by HNF4α.
2. Factors modulating HNF4α activity

2.1. Modulation of the transcriptional activity of HNF4α by fatty
acids

Different from many other nuclear receptors that require ligands
and retinoid X receptor α (RXRα) as an obligatory heterodimer-
ization partner for transactivation, HNF4α is constitutively active
and bind to DNA as a homodimer37. The LBD of HNF4α is
responsible for the selectivity of binding partner (homodimer



Figure 1 Diagrams that illustrate the protein domain structure (A), posttranslational modifications (B), and interactions (C) of HNF4α with other
signaling pathways. (A) Domain structure of HNF4α protein, with the 474-amino-acid-long human HNF4α2 shown as the canonical HNF4α
isoform. (B) Posttranslational modifications of HNF4α. HNF4α is methylated at arginine 100 (R100M) by PRMT1, and acetylated at lysines 106,
108, 118, or 119 by CBP. HNF4α is phosphorylated at lysine-23 (Y23P) and Y286 (Y286P) by c-SRC, serine 87 (S87P) by PKC, serine 142 and
143 (S142P and S143P) by PKA, serine 167 (S167P) by P38, and serine 313 (S313P) by AMPK. The positions of post-translational modifications
of HNF4α have been renumbered in the text and Fig. 1 based on the updated NCBI protein database for HNF4α2 (NP_000448.3), which is also
used as the canonical protein isoform for human HNF4α in PhosphoSitePluss, a public database for posttranslational modifications of proteins43.
(C) Transcriptional factors that modulate the transcriptional activity of HNF4α through physical interactions. Red shape: negative interaction;
purple shape: both negative and positive interactions; green shape: positive interaction.
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versus heterodimer)37. The X-ray crystal structure of an HNF4α
protein fragment that contains the HNF4α LBD but lacks the
transactivation F-domain shows that the ligand binding pockets of
both the closed and open forms contain fatty acids38. However,
occupancy of the ligand linoleic acid does not appear to
significantly affect the HNF4α transcriptional activity39. The
conversion of fatty acids to fatty acyl-CoAs by fatty acyl-CoA
synthetases is required for the modulation of HNF4α transcrip-
tional activity by fatty acids21. Using His-tagged full-length
HNF4α protein, GST-tagged LBD of HNF4α, and radio-labeled
fatty acyl-CoAs, fatty acyl-CoA thioesters were found to bind to
the LBD of HNF4α with high affinity and selectivity over
peroxisomal proliferator-activated receptor α (PPARα) and
RXRα21. The effects of saturated fatty acids on HNF4α are
dependent on chain length: (C16:0) acid activates whereas
(C18:0) acid suppresses HNF4α transcriptional activity, whereas
saturated fatty acids shorter than C16 are inactive. In contrast,
unsaturated long-chain fatty acids dose-dependently suppress
HNF4α transcriptional activity21. Interestingly, shorter chain
(C14:0 and C16:0) fatty acyl-CoA markedly enhances, whereas
long-chain (C18:0 or C18:3, ω-3) fatty acyl-CoA markedly
decreases the binding of HNF4α protein to its cognate enhancer
DNA21. Conversely, HNF4α has thioesterase activity40, which
might be a mechanism of feedback regulation. Acyl-CoA-binding
protein and liver type fatty acid binding protein (L-FABP)
physically interact with HNF4α, slow the degradation of fatty
acyl-CoA, and potentiate the transactivation of target genes by
HNF4α41. Dietary supplementation of medium-chain triglycerides
preserved HNF4α expression and improved alcohol-induced
hepatic lipid dyshomeostasis in rats12. Thus, further understanding
the mechanism of regulation of HNF4α transactivation activity by
various fatty acids and their acyl-CoA thioesters may help develop
novel approaches to activate HNF4α to treat liver and metabolic
diseases.
2.2. Post-translational modifications of HNF4α

2.2.1. Methylation
The arginine methyltransferase PRMT1 methylates arginine-100
(R100) in the DBD of HNF4α to enhance the affinity of HNF4α
for its binding site (Fig. 1B)42,43. Moreover, facilitated by the p160
family of coactivators, PRMT1 is recruited to the HNF4α LBD
and methylates histone H4 at arginine 3, leading to nucleosomal
alterations and subsequent RNA polymerase II preinitiation com-
plex formation42. Analysis of the crystal structure of the HNF4α
homodimer/DNA complex showed that the methylation of
arginine-100 would more firmly “glue” the DBD junctional
interface with both LBDs31.
2.2.2. Acetylation
Acetylation of HNF4α at lysine residues within the nuclear
localization sequence of DBD by CREB-binding protein (CBP)
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is essential for nuclear localization of HNF4α and transactivation
of HNF4α-target genes (Fig. 1B)43,44.

2.2.3. Phosphorylation
During inflammation-redox stress induced by combined treatment
of hepatocytes with interleukin 1β (IL-1β) and H2O2, phosphor-
ylation of HNF4α at serine-167 (S167) in LBD by p38 mitogen-
activated protein kinase (MAPK) is essential for the interaction of
HNF4α with the co-activator PC4 to induce the expression of
inducible nitric-oxide synthase45. Phosphorylation of HNF4α by
the p38 is important for the protein stability and nuclear levels of
HNF4α in hepatocytes46; however, phosphorylation at S167 by
p38 is not required for the induction of cytochrome P450 7A1
(CYP7A1) by HNF4α in hepatocytes, suggesting that p38 might
phosphorylate HNF4α at more than one site46.

The c-SRC tyrosine kinase markedly inhibits the activity of
P1, but not P2 products of HNF4α via selective phosphorylation
of P1 HNF4α proteins at tyrosine 23 (Y23) and 286 (Y286),
which correlates with isoform-specific loss of HNF4α in human
colon cancer47. Phosphorylation of HNF4α at S87 within DBD
by protein kinase C (PKC) decreased the DNA binding,
transactivation ability, and protein stability of HNF4α48. In
contrast, starvation decreased DNA-binding of HNF4α to the
promoter of L-type pyruvate kinase, a glycolytic enzyme in rat
liver via cAMP-PKA-phosphorylation of HNF4α at S142 and
S14349. Interestingly, the cAMP-mediated regulation of HNF4α
depends on the level of the co-activator PPARγ coactivator 1α
(PGC1α)50: cAMP/PKA inhibited the transcriptional activity of
HNF4α in COS-1 cells, whereas a stimulatory effect in HepG2
cells is dependent on the induction of PGC1α by cAMP in
HepG2 cells50. HNF4α and PGC1α are induced in mouse liver
during fasting51. Thus, the effects of HNF4α phosphorylation by
PKA may be gene- and cell-context dependent. The AMP-
activated protein kinase (AMPK) is the central component of a
cellular signaling system. AMPK inhibits the transcriptional
activity of HNF4α via direct phosphorylation of HNF4α at
S313 in the LBD, leading to decreased formation of homodimer
and accelerated degradation of HNF4α protein52.

2.3. Interaction with co-activators

PGC1α (Fig. 1C), which also has acetyltransferase activity, is a
key co-activator of HNF4α for the transactivation of certain
gluconeogenic genes such as phoenolpyruvate carboxykinase
(PEPCK) and glucose-6-phosphatase (G-6-Pase)51. However,
many other HNF4α-target genes are not co-activated by
PGC1α4. Co-activators steroid receptor coactivator-1 (SRC-1),
SRC-2, and SRC-3 also enhance the transcriptional activity of
HNF4α53,54.

2.4. Physical interaction with co-repressors

2.4.1. Interaction with Hes family bHLH transcription factor 6
(Hes6)
Hes6 is a direct transcriptional target of HNF4α; hepatic Hes6
mRNA expression is largely down-regulated in Hnf4α-null
mice55. Conversely, Hes6 inhibits the transactivation of Hnf4α
promoter by PPARα, and Hes6 forms a complex with HNF4α
during the fed state to inhibit the expression of certain HNF4α-
target genes55. Hes6 alone cannot directly bind to DNA. Hes6
physically interacts with HNF4α protein and displace coactivators
PGC1α and CBP from HNF4α55. During fasting, hepatic Hes6
expression is markedly down-regulated, and the HNF4α–Hes6
complex in the promoters of fatty acid metabolism–associated
genes is replaced by the activated PPARα, resulting in gene
induction54. Thus, Hes6 negatively regulates the HNF4α and
PPARα signaling. In mouse liver, Hes6 can be induced by retinoic
acid receptor in response to its natural agonist ligand all-trans
retinoic acid56. It remains unknown whether Hes6 acts as a general
or gene-specific co-repressor of HNF4α.

2.4.2. Interaction with small heterodimer partner (SHP)
Without a DBD, the orphan nuclear receptor SHP mainly functions
as a co-repressor by interacting with a large number of transcrip-
tion factors57. Overexpression of SHP causes fatty liver, whereas
SHP is a tumor suppressor in liver57. Interestingly, HNF4α appears
to play a key role in mediating the nuclear translocation of SHP: in
293T cells, the exogenously expressed SHP protein is localized in
both the cytosol and nucleus; ectopic expression of HNF4α results
in exclusive nuclear translocation of the SHP protein58. Interest-
ingly, the interaction of HNF4α with SHP markedly increases
nuclear and total cellular levels of both HNF4α and SHP proteins,
likely due to increased protein stability59. SHP can interact with
the AF-2 domain of HNF4α to prevent the recruitment of co-
activator SRC-3 to inhibit the transactivation of certain HNF4α-
target genes54. Co-activators SRC-1 and SRC-2 also interact with
the AF-2 domain of HNF4α53, and the coactivator CBP interacts
with both the AF-1 and AF-2 domains of HNF4α44, whereas the
coactivator PC4 and members of the basal transcriptional machin-
ery interact with the AF-1 domain of HNF4α45. Thus, the effect of
SHP on the transactivation activity of HNF4α is most likely gene-
and co-activator–specific. miR-34a is markedly induced in livers
from mice deficient in farnesoid X receptor (FXR), and the FXR
activator GW4064 down-regulates miR-34a in obese mouse liver
via inducing SHP to inhibit p53 occupancy at the miR-34a
promoter60. It appears that SHP might play an important role in
regulating cellular protein levels of HNF4α by increasing HNF4α
protein expression (via down-regulating miR-34a) and stabilizing
HNF4α protein (via physical interaction). It remains unknown
whether deficiency of HNF4α and SHP in vivo alters endogenous
protein levels and cellular localization of each other. In this regard,
Hnf4α deficiency causes marked induction of a large number of
genes in mouse liver61; however, the underlying mechanism
remains poorly understood. Future studies on the effects of
HNF4α and SHP deficiency on the cellular levels and localization
of each other will provide mechanistic insights on the role of SHP
in modulating the gene regulation and anticancer action by HNF4α
in the liver.

2.5. Crosstalk with nuclear receptors

2.5.1. Crosstalk with FXR
The role of BAs as hormones has been recognized since the
discovery of BAs as ligands for the nuclear receptor FXR62. The
pregnane X receptor (PXR), a key xenobiotic receptor, is also
activated by BAs63. HNF4α is required for FXR expression in the
fetal liver but not in the adult liver2. HNF4α can activate the
human PXR promoter by binding to the DR1 motif in hepatoma
cells64. In mice, HNF4α is essential for the expression of PXR in
fetal liver by binding to the PXR promoter65. However, Hnf4α
deficiency does not affect hepatic expression of PXR in adult
mouse liver, and DNA-binding activity of PXR is enhanced in
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Hnf4α-deficient young-adult mouse liver10. Interestingly, PXR is a
FXR target gene in mouse liver66. FXR is likely activated in the
adult Hnf4α-null liver by the accumulation of BAs during
cholestasis. Thus, it is proposed that activation of FXR might
prevent the down-regulation of PXR in adult Hnf4α-null livers10.
Interestingly, FXR plays a key role in mediating the marked
alterations of drug-processing genes (DPGs) in the long-lived
growth hormone–deficient lit/lit mice; loss of FXR largely
attenuated hepatic induction of Cyp2b9, Cyp2b10, Cyp4a10,
Cyp4a14, flavin containing monooxygenase 3,3ʹ-phosphoadeno-
sine 5ʹ-phosphosulfate synthase 2, cytochrome P450 oxidoreduc-
tase, sulfotransferase 1d1 (Sult1d1), UDP glucuronosyltransferase
1a1 (Ugt1a1), and ATP-binding cassette, sub-family B, member
1a (Mdr1a) in lit/lit mice67. Of these FXR-regulated genes,
Cyp2b9, Cyp4a14, Ugt1a1, and Mdr1a are induced in male
Hnf4α-null livers10,68.

FXR co-immunoprecipitates with HNF4α in mouse liver33, and
FXR physically interacts with HNF4α in in vitro GST pulldown
experiments69. ChIP-seq analysis showed that nearly 50% binding
sites of FXR and HNF4α in mouse liver overlap33. Moreover,
genes co-bound by FXR and HNF4α are enriched in drug
metabolism and PPARα signaling pathway33. The DNA-binding
of FXR to certain target genes, such as SHP and fibroblast growth
factor 15, is enhanced in the Hnf4α-null mouse livers, and
HNF4α antagonizes the transactivation of mouse SHP promoter
by FXR33. Conversely, bile acids activate the FXR/RXR hetero-
dimer to displace HNF4α from the promoter to down-regulate
APOC3 in mouse liver and human hepatocytes70. In contrast,
HNF4α potentiates the activation of the intron 1 of scavenger
receptor class B type 1 by FXR33. Thus, FXR and HNF4α can
cooperate or antagonize the activity of each other, suggesting that
both factors can compensate for each other's deficiency at certain
sites, and such compensation might be an important mechanism to
maintain cellular integrity and homeostasis in liver diseases.
Understanding how FXR signaling is altered in Hnf4α-deficient
liver will provide new insights on the regulation of drug
metabolism and homeostasis of bile acids and lipids during
Hnf4α deficiency.
2.5.2. Crosstalk with PPARα
In addition to HNF4α, PPARα is another key regulator of hepatic
metabolism of drugs and lipids. The promoter of PPARα can be
transactivated by HNF4α and PPARα itself71, and Hnf4α
deficiency down-regulated PPARα in adult mouse liver3. HNF4α
and PPARα share DR1 as the common consensus DNA-binding
site72. Interestingly, both antagonism and cooperation between
HNF4α and PPARα have been reported. Both HNF4α and PPARα
can bind to the DR1 sites in the promoters of acyl-CoA oxidase
and acyl-CoA thioesterase I, and PPARα is a much stronger
transactivator than HNF4α; consequently, HNF4α suppressed the
gene-activating function of PPARα on these two genes due to
competition for a common binding site73,74. In contrast, HNF4α
and PPARα cooperate to induce multifunctional protein 1, one of
the most abundant proteins in murine peroxisome75. Activation of
PPARα is required for the marked down-regulation of
Naþ-taurocholate cotransporting polypeptide (NTCP), an
HNF4α-dependent key BA uptake transporter, by perfluorodeca-
noic acid in mouse liver76. Interestingly, certain PPARα target
genes, such as genes of L-FABP and microsomal triglyceride
transfer protein (MTTP)77 were markedly down-regulated,
whereas three PPARα target genes, such as genes of carnitoyl-
palmitoyl transferase-II, MCAD, and 3-hydroxy-3-methylglutaryl
CoA synthase were markedly induced in Hnf4α-null mouse
livers3. Such differential changes in PPARα target genes in
Hnf4α-null livers may be due to the down-regulation of PPARα
as a strong transactivator, the loss of HNF4α as a competitor for
PPARα, or the induction of co-activator of PPARα, such as PPAR-
binding protein in Hnf4α-null livers10.

2.5.3. Crosstalk with PXR and CAR
PXR and CAR are key xenobiotic receptors that regulate hepatic
expression of a large number of DPGs78. HNF4α transactivates
hepatic expression of PXR and CAR65,79, and HNF4α synergizes
with PXR and CAR to induce PXR- and CAR-target DPGs80,81.
Interestingly, there is a functional inhibitory cross-talk between
CAR and HNF4α in hepatic lipid/glucose metabolism. CAR
down-regulates HNF4α-target genes through competing for com-
mon coactivators and/or competing with HNF4α for binding to
DR1 motif in the promoter of Cyp7a1, the rate-limiting enzyme in
bile-acid biosynthesis82. Accordingly, the CAR activator TCPO-
BOP decreased hepatic expression of Cyp7a1 and Cyp8b1 in mice.
Additionally, PXR also inhibits the expression of CYP7A1, likely
due to the competition of PXR with HNF4α for the common
coactivator PGC1α83. Interestingly, activation of PXR promotes
drug metabolism but causes hepatosteatosis, whereas activation of
CAR increases drug metabolism and attenuates steatosis84; differ-
ential effects of PXR and CAR activation on hepatic expression of
lipogenic genes may be the underlying mechanism85.

2.5.4. Crosstalk with estrogen receptor α (ERα)
ERα suppresses the HNF4α-transactivation of HBV enhancer I via
ERα–HNF4α physical interaction which is independent of DNA-
binding by ERα86. Hepatic ERα expression is stimulated by elevated
blood levels of estrogen86. Results from studies of Erα-null mice
demonstrate that ERα is essential in mediating estrogen-induced
cholestasis by down-regulating certain genes essential in the transport
and synthesis of bile acids87, some of which, namely Ntcp, Oatp1a1,
Cyp7a1, and Cyp8b1 are HNF4α-target genes9,10. The potential role
of ERα–HNF4α interaction in the down-regulation of DPGs by
estrogen during cholestasis warrants investigation.

2.6. Physical interaction with other transcription factors

2.6.1. Interactions with chicken ovalbumin upstream promoter
transcription factors (COUP-TFs)
The effects of orphan nuclear receptors COUP-TFI and COUP-
TFII on the transcriptional activity of HNF4α are promoter
dependent. COUP-TFs negatively affect gene transcription by
competing with HNF4α in binding to the common binding site
(e.g., DR1 site) within gene promoters of aldehyde dehydrogenase
2, hepatic lipase, apoA-I, apoA-II, apo-B, and apoC-III88–90. In
contrast, HNF4α and COUP-TFII synergistically induce CYP7A1
by binding to the adjacent different sites within the promoter of
CYP7A191. Conversely, COUP-TFs do not directly bind to the
HNF1α promoter; instead, COUP-TFs physically interact with the
LBD of HNF4α to markedly enhance the transactivation of
HNF1α promoter by HNF4α92.

2.6.2. Interactions with specificity protein 1 (SP1), c-Myc, and
cyclin D1 (CCND1)
In addition to activation of target genes through binding to DR1/
DR2 sites, HNF4α can interact with the general transcription factor
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SP1 to induce p21, which is independent of DNA-binding of
HNF4α93. The protooncogene c-Myc can compete with HNF4α in
interacting with the promoter-bound SP1 to block the induction of
p21 in hepatoma cells93. Moreover, c-Myc competes with HNF4α
for the control of apolipoprotein C3 (APOC3)93. Additionally,
CCND1 inhibits hepatic lipogenesis via inhibiting the activity of
the carbohydrate response element-binding protein (ChREBP), and
CCND1 binds to HNF4α protein to inhibit the recruitment of
HNF4α to the promoter of lipogenic genes in hepatocytes94.
CCND1 also inhibits the transcriptional activity of PPARγ, a
key lipogenic nuclear receptor, and Ccnd1-null mice have fatty
liver95. Knockout of Hnf4α in livers of adult chow-fed mice
markedly induced c-Myc, CCND1, and hepatocyte proliferation
which was associated with fatty liver but decreased blood levels of
triglycerides and cholesterol6. Interestingly, adenoviral overexpres-
sion of CCND1 in rat liver induced robust cell proliferation and
marked alterations in hepatic mRNA expression of a large number
of DPGs and lipogenic genes96. Thus, interaction of CCND1 with
HNF4α may play important roles in the regulation of the
metabolism of drugs and lipids during liver development and liver
injury repair.
2.6.3. Interaction with p53
The p53 protein is a well-established tumor suppressor. Hepatic
mRNA expression of p53 is much higher in perinatal liver than
adult liver in mice, and p53 ranks as a top upstream regulator of
target genes during liver development97. p53 is activated in
steatotic livers in patients, and inhibition of p53 by pifithrin-α p-
nitro attenuates steatosis and liver injury in a mouse model of non-
alcoholic fatty liver disease98. Moreover, inhibition of p53 protects
liver tissue against endotoxin-induced apoptotic and necrotic cell
death in rats99. The p53 protein inhibits HNF4α transcriptional
activity via interacting with its LBD and recruiting histone
deacetylase100. Moreover, p53 down-regulates HNF4α mRNA
expression by binding to the P1 promoter of HNF4α101. Further-
more, the p53-target miR-34a is a potent inhibitor of the protein
expression of HNF4α102. Thus, p53 appears to be a powerful
multifaceted inhibitor of HNF4α. A fine-tuned balance between
p53 and HNF4α may be important in maintaining the homeostasis
of the liver during liver development and injury repair.
2.6.4. Interaction with β-catenin in “metabolic zonation”
Metabolic zonation, manifested by differential expression of
metabolic genes in the periportal (PP) and perivenular (PV)
hepatocytes, is a key feature of differentiated mature liver. The
basal and xenobiotic-induced expression of the main phase I and
phase II drug-metabolizing enzymes is confined to the PV
hepatocytes103. The Wnt/β-catenin pathway is essential for both
the proliferation and differentiation of hepatocytes during liver
development. Spontaneous differentiation of liver stem cells gives
rise to PP hepatocytes that, after Wnt pathway activation, switches
into PV hepatocytes104. Hepatocyte-specific deletion of β-catenin
causes the loss of "metabolic zonation", manifested by the
dramatic down-regulation of certain DPGs such as Cyp1a2, Cyp2c,
and Cyp2e1105. HNF4α plays a dual role in regulating metabolic
zonation by activating PP genes but suppressing PV genes in PP
hepatocytes106. The Wnt downstream player LEF1 interacts with
HNF4α to displace HNF4α from its own consensus site to
suppress the expression of PP genes in the liver104. In Hnf4α-
deficient adult mouse liver, the Wnt/β-catenin pathway is strongly
activated107. Importantly, β-catenin interacts with different co-
factors to exert different biological activities. The CDP/β-catenin-
mediated transcription is critical for proliferation, whereas the
p300/β-catenin-mediated transcription initiates differentia-
tion108,109. Interestingly, CDP is a key co-activator of HNF4α,
whereas the interaction of p300 with HNF4α is essential to
potentiate the transactivation of HNF1-target genes110. Thus,
Hnf4α-deficiency may alter the interaction of co-activators CDP
and p300 with β-catenin, resulting in marked deregulation of β-
catenin signaling and accelerated cell proliferation and dediffer-
entiation of hepatocytes.
2.6.5. Interaction with thyroid hormone-responsive Kruppel-like
factor 9 (KLF9)
The prohormone T4 can be catalyzed by type 1 iodothyronine
deiodinase (Dio1) to form the active T3, whereas T3 can be
inactivated by Dio3. The high ratio of Dio3 to Dio1 in fetal liver
keeps T3 at low levels in the fetal circulation111. Upon birth, there
is a surge in blood levels of T4 and T3 which stimulate
gluconeogenesis in the liver111. Thyroid dysfunction profoundly
alters the expression of many key drug metabolizing enzymes and
transporters in liver, kidney, and intestine112–115. Thyroid hormone
(TH) is also important in regulation of hepatic lipid metabolism116.
TH potently induces P450 oxidoreductase (POR) in HepG2 cells
and rat liver117,118. TH increases HNF4α mRNA and protein levels
in HepG2 cells119. KLF9, a GC box-binding protein of SP1 family
transcription factors, regulates certain cytochrome P450 genes,
such as CYP1A1, CYP2D6, and CYP7A1, by binding to the
CACCC core sequence in the promoter120–122. KLF9 is induced
by TH receptor in mouse and human hepatocytes; the induction of
KLF9 by T3 in neonatal human hepatocytes is much stronger than
in adult hepatocytes123. KLF9 plays a key role in modulating the
response of HepG2 cells to T3123. Interestingly, KLF9 synergizes
with HNF4α to induce human CYP2D6122 and mouse Dio1124.
However, no direct physical interaction of KLF9 and HNF4α can
be detected122, whereas the physical interaction of GATA4 with
both HNF4α and KLF9 appears to be essential for synergistic
activation of Dio1 gene by HNF4α and KLF9124. Hepatic mRNA
expression of KLF9 increases during postnatal development,
whereas KLF9 is down-regulated in liver cancer, and overexpres-
sion of KLF9 inhibits the proliferation of liver cancer cells125.
Thus, KLF9 appears to play an important role in liver differentia-
tion and maturation promoted by TH and HNF4α. In contrast,
KLF9 promotes lipogenesis in adipocytes and hepatocytes126,127,
and KLF9 mediates acetaldehyde-induced c-Jun N-terminal kinase
(JNK)-dependent alphaI(I) collagen gene expression in hepatic
stellate cells (HSCs)128. Hnf4α deficiency in liver markedly
elevates blood levels of T4124 and rapidly causes fatty liver and
liver fibrosis. Thus, it will be interesting to determine how Hnf4α
deficiency may alter the expression and biological activities of
KLF9 in hepatocytes and HSCs and its contribution to fatty liver
and liver fibrosis.
2.6.6. Interaction with transforming growth factor-beta (TGF-β)
and SMAD
The TGF-β signaling pathway is essential in the regulation of
different cellular processes, including proliferation, differentiation,
migration or cell death, which is essential for tissue homeostasis.
TGF-β signaling participates in all stages of liver disease progres-
sion, from initial liver injury through inflammation and fibrosis, to
cirrhosis and cancer129. TGF-β promotes liver differentiation
during embryogenesis and physiological liver regeneration by
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exerting cytostatic and apoptotic effects on hepatocytes130. Inter-
estingly, TGF-β and HNF4α rank among the top 3 upstream
regulators of gene expression in postnatal liver development in
mice97. TGF-β plays a dominant role in suppressing the function
of HNF4α by transcriptional inhibition and posttranslational
modification of HNF4α131,132. TGF-β activates its membrane
receptor, which leads to phosphorylation and activation of Smad2
and Smad3 that can partner with the common mediator Smad4,
and these heteromeric complexes can translocate to the nucleus to
regulate specific gene expression129. In human hepatocytes, the
TGF-β–activated Smad3/Smad4, but not Smad2, physically inter-
act with HNF4α to synergistically induce apolipoprotein C3133,134.
In contrast, interaction of the TGF-β–activated Smad3 with
HNF4α inhibits the binding of HNF4α to the CYP7A1 promoter
and the activation of CYP7A1 in human hepatoma and primary
hepatocytes135. The DNA-binding of Smad2/Smad3 is highly cell-
type-specific. In a genome-wide study, HNF4α-binding motif is
identified as an enriched motif in the HepG2-specific Smad2/3
binding regions, and 32.5% of the Smad2/3 binding regions
overlap HNF4α bindings136, which illustrates an extensive cross-
talk of Smads with HNF4α and an important role of HNF4α in
dictating the cell-specific role of TGF-β. In hepatocytes, TGF-β
signaling via Smad2 (which does not directly interact with
HNF4α) promotes steatohepatitis through inducing cell death
and lipogenesis in mice137. In contrast, results from 3D co-
culture of hepatocytes and NIH3T3 cells demonstrate that TGF-β
is required for the enhanced hepatocyte function of drug metabo-
lism138. Taken together, there is extensive interaction of HNF4α
with TGF-β during liver development and disease progression.
2.6.7. Interaction with growth hormone (GH) and the JAK2/
STAT5 pathway
The essential role of GH in regulating body growth and maturation
of the liver is well demonstrated by studies of GH transgenic
mice139 and the Gh-deficient lit/lit mice which have a spontaneous
mutation in the growth-hormone releasing-hormone receptor140–
142. Pituitary GH secretion pattern in humans and other species is
highly pulsatile. In rodents, this pattern is sexually dimorphic;
males have regular high-amplitude pulses and relatively low
interpulse GH levels, and females have lower amplitude pulses
and higher interpulse levels. In rodents, pulsatile or continuous GH
increases or decreases STAT5b activation, respectively. The
intermittent pulses of liver STAT5 activity are first observed at
puberty (5 weeks of age in rats), when plasma GH pulsation first
begins and expression of male-specific, GH pulse-activated liver
genes first occurs143. Hepatic expression of drug metabolizing
enzymes and transporters are profoundly altered in lit/lit
mice142,144–146, demonstrating a critical role of GH in regulating
hepatic expression of DPGs. Disruption of GH-JAK2-STAT5
signaling is associated with liver diseases, including fatty liver,
fibrosis, and liver cancer147. In contrast, activation of the JAK2-
STAT5 pathway is a key driving force in the pathogenesis of
myeloproliferative neoplasms and inflammation148. Thus, the
biological role of STAT5 is highly cell-context-dependent. The
interaction of HNF4α with GH-Jak2-Stat5 pathway plays a key
role in coordinating gender-specific expression of DPGs in
mice11,149,150. Interestingly, STAT5b and HNF4α exhibit bi-
directional crosstalk which may enhance HNF4α-dependent gene
transcription but inhibit STAT5b transcriptional activity via the
inhibitory effects of HNF4α on JAK2 phosphorylation, leading to
inhibition of STAT5b signaling initiated by the GH receptor at the
cell surface149. Thus, HNF4α might play an important role in
dictating the differential biological effects of STAT5 activation
(anticarcinogenic in hepatocytes but procarcinogenic in
hematopoietic cells). Currently, there is no report on how
HNF4α deficiency alters STAT5 signaling in the liver.

GH secretion patterns are frequently disturbed during chronic
diseases. Chronic kidney disease (CKD) is associated with
resistance to the growth-promoting and anabolic actions of GH,
leading to retardation of body growth in children and contributing
to muscle wasting in adults151. In CKD rats, GH-induced tyrosine
phosphorylation and nuclear translocation of STAT5 is markedly
impaired152. Interestingly, the DNA-binding of HNF4α is mark-
edly decreased in livers of CKD rats, which is associated with
striking hepatic down-regulation of male-predominant CYP2C11
and CYP3A2153. Hyperlipidemia and decreased drug metabolism/
disposition are characteristics of CKD patients154,155, in which the
disruption in the interaction between HNF4α and GH-JAK2/
STAT5 pathway may have a key pathogenic role.
2.6.8. Interaction with glucocorticoids and glucocorticoid
receptor (GR)
Glucocorticoids are essential in postnatal liver development.
Results from studies of mice with liver-specific knockout of Gr
demonstrate that GR function in hepatocytes is essential to
promote postnatal body growth156,157. Additionally, direct GR–
STAT5 interaction in hepatocytes is essential in the control of
postnatal body growth and liver maturation156. Combined defi-
ciency in hepatic STAT5 and GR signaling in Stat5-Gr-double-
knockout mice increases hepatic lipid load and HCC formation158.
Mice lacking GR in hepatocytes are indistinguishable from their
littermates until 3–4 weeks of age, when the GH-dependent body
growth becomes essential157. Interestingly, GR physically interact
with STAT5 to function as an essential co-activator of STAT5 in
mediating hepatic GH signaling to activate the transcription of
genes essential for postnatal body growth156. Although both
Stat5 knockout and Stat5/Gr double knockout mice develop
hepatosteatosis, only the Stat5/Gr double knockout mice develop
inflammation and spontaneous liver tumors158. It is shown that GR
binding to the enhancer of Hnf4α may induce hepatic expression
of Hnf4α around birth in mice159. HNF4α and GR cooperate to
induce hepatic expression of phosphoenolpyruvate carboxyki-
nase160, a key gene in gluconeogenesis, and they synergistically
transactivate CYP2A6161. Additionally, induction of HNF4α by
GR in human hepatocytes leads to induction of organic cation
transporter 1 (OCT1)162. There is no report on whether HNF4α
and GR can physically interact to co-regulate gene expression.
2.6.9. Interaction with insulin-responsive transcription factors
The transcription factors sterol regulatory element-binding proteins
(SREBPs) are activated by insulin to promote lipogenesis and
inhibit gluconeogenesis. Insulin resistance is often associated with
hyperinsulinemia. During hyperinsulinemia, HNF4α is down-
regulated by SREBP2 in mouse liver and human hepatocytes163.
Through interaction of the transactivation domain of SREBP1 with
the ligand binding/AF2 domains of HNF4α, SREBP1 competi-
tively inhibits PGC1α recruitment by HNF4α, resulting in hepatic
down-regulation of gluconeogenic genes PEPCK and G6PC164.
The transcription factor FoxO1 interacts with the DBD of HNF4α
to inhibit the binding of HNF4α to the cognate DNA; phosphor-
ylation of FoxO1 by the insulin-PI3K pathway reverses the
repression of HNF4α transcriptional activity by FoxO1165. Thus,
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insulin appears to have a dual role in regulating the transcriptional
activity of HNF4α via SREBPs and FoxO1.
3. Factors modulating HNF4α expression

3.1. Down-regulation by inflammation/infection and metabolic
stresses

During inflammation, interleukin-1β (IL-1β) down-regulates HNF4α
via the MAPK kinase (MEK)-1/2 and JNK MAPK signaling
pathways in HepG2 cells and mouse liver166. A time-course study
showed that HNF4α mRNA expression was decreased more than
80% 2–4 h after IL-1β treatment, but returned to control levels 12 h
after IL-1β treatment in HepG2 cells166. Tumor necrosis factor α
(TNFα) also down-regulates HNF4α expression via the JNK
pathway in HepG2 cells167. Additionally, TNFα activates the NF-
κB pathway to suppress the transcriptional activity, but not the
expression, of HNF4α in hepatocytes168. Interestingly, HNF4α was
shown to exert anti-inflammatory effects in human hepatocytes via
the miR-124-IL6R-STAT3 pathway; knockdown of HNF4α in
human hepatocytes leads to down-regulation of miR-124, induction
of IL6R and IL6, and activation of STAT3169. However, there is no
induction of IL-6 or activation of STAT3 in adult mice with acute
loss of HNF4α6. Thus, there may be species difference between
humans and mice regarding the interaction of HNF4α with
inflammation in the liver. Additionally, HNF4α is down-regulated
by hepatitis B virus (HBV) X protein by unknown mechan-
ism170,171. The effects of HCV infection on HNF4α are less clear.
HNF4α has been shown to be induced by the HCV infection and the
HCV non-structural protein NS5172,173, whereas HNF4α protein
was reported to be reduced in HCV-infected hepatocytes and
hepatoma cells due to the targeting of the 30 UTR of HNF4α
mRNA by the HCV-derived small non-coding RNA vmr11174.
3.2. Inhibition of protein expression of HNF4α by microRNAs

The protein expression of HNF4α in hepatocytes is markedly
inhibited by miR-21, miR-24, and miR-34a16,102,175. miR-34a is
highly induced in patients with non-alcoholic steatohepatitis,
diabetic mice, and mice fed a high-fat diet16. Overexpression of
miR-34a reduces HNF4α expression and promotes liver steatosis
and hypolipidemia16. The expression of miR-24 and miR-34a is
markedly induced by the PKC/MAPK and reactive oxygen species
pathways102, whereas the oncomiR miR-21 is overexpressed in
alcoholic liver injury, liver fibrosis, and liver cancer175-177. Thus,
induction of miR-21, miR-24, and miR-34a during inflammation
and metabolic/oxidative stresses may contribute to the posttran-
scriptional down-regulation of HNF4α in the liver.
3.3. Post-translational regulation by G protein Gα12

The G protein Gα12 is overexpressed in many types of cancers
including liver cancer178. Transient expression of Gα12 only
decreased HNF4α protein levels, whereas stable expression of
Gα12 substantially decreased both the mRNA and protein levels of
HNF4α in the human hepatoma Huh7 cells179. In Huh7 cells,
activated Gα12 increased the ubiquitination and degradation of
HNF4α protein179; however, the underlying mechanism remains
unknown.
4. Knowledge gaps in understanding the role of HNF4α in
regulation of hepatic gene expression and pathophysiology

Although much have been known about HNF4α, there are still
some important knowledge gaps regarding the role of HNF4α in
regulating hepatic metabolism of drugs and lipids.
4.1. Differential role of HNF4α in regulation of DPGs in mice
and humans

In human livers, the mRNA expression of HNF4α correlates with a
large number of DPGs180. The causative role of HNF4α in
regulating DPGs in human liver has been studied by knocking
down HNF4α in human hepatocytes with siRNA or viral vectors.
Knockdown of HNF4α in human hepatocytes causes global down-
regulation of DPGs and certain xenobiotic receptors, including
CYP2A6, CYP2B6, CYP2C8, CYP2C9, CYP2C19, CYP2D6,
CYP3A4, UGT1A1, UGT1A9, SULT2A1, ABCB1, ABCB11,
ABCC2, OATP1B1 and OCT1, as well as those of PXR and
CAR181. CYP2E1 plays important roles in the metabolism of
environmental chemicals, ethanol, and therapeutic drugs such as
acetaminophen182. Knockdown of HNF4α did not affect CYP2E1
mRNA expression in primary human hepatocytes181. In contrast,
knockdown of HNF4α markedly decreases CYP2E1 expression in
HepG2 cells170. It is noteworthy that HNF4α mutation causes
diabetes which can induce CYP2E1182, and Hnf4α-deficiency in
adult mouse liver activates the Wnt/β-catenin pathway, a key
transactivator of Cyp2e1105. Thus, the role of HNF4α in the
regulation of CYP2E1, a highly inducible enzyme, is not
conclusive and may be cell context-dependent.

Sulfation is essential for the metabolism of hormones and
detoxification of bile acids183. SULT2A1 is important in the
sulfation of androgen precursor hormone dehydroepiandrosterone,
bile acids, and hydroxymethyl polycyclic aromatic hydrocarbon
procarcinogens184. HNF4α plays a central role in the control of
SULT2A1 transcription by directly binding to the promoter of
SULT2A1 in human hepatocytes185. In humans, the expression of
SULT2A1 is very low in fetal liver, but rapidly increases to high
levels at 1 year after birth and remains little changed afterwards;
there is no gender difference in hepatic expression of SULT2A1 in
humans186. In contrast, in mice, hepatic mRNA expression of
Sult2as peaks around weaning in both genders, after which hepatic
expression of Sult2as sharply decreases to undetectable levels in
male mice, but decreases to moderate levels in female mice, due to
suppressive effects of androgens and male-pattern GH secretion, as
well as stimulatory effects by estrogens and female-pattern GH
secretion187. In parallel, serum and urinary levels of BA sulfates
are high in humans but very low in adult male mice188,189. In mice,
Hnf4α deficiency increased hepatic expression of Sult2a2 in male
mice10, but moderately decreased Sult2a in female mice11. The
effect of HNF4α on the promoter activities of mouse Sult2as has
not been reported. There appears to be significant species
difference between humans and adult mice regarding the role of
HNF4α in regulating hepatic Sult2a expression as well as sulfation
of hormones and BAs, which may have significant implications in
the extrapolation of data from mice to humans. It remains to be
determined whether the neonatal and adolescent male mice, which
have similarly high hepatic expression of Sult2as, may be closer to
humans regarding the role of HNF4α in regulating Sult2as and
sulfation of hormones and BAs.
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4.2. Knowledge gap regarding the role of HNF4α in regulation
of lipid metabolism, inflammation, and cell death

The conversion of cholesterol to bile acids for biliary excretion is a
major pathway for the excretion of excess cholesterol. A common
feature in patients with chronic cholestatic liver disease is
hyperlipidemia manifested by a marked increase of low-density
lipoprotein (LDL) and variable high-density lipoprotein (HDL)
cholesterol levels190. In contrast, in adult mice with liver-specific
knockout of Hnf4α, the severe cholestasis is associated with
markedly lower blood levels of triglycerides and more than 50%
lower blood cholesterol than the wild-type mice3. Likewise,
knockdown of Hnf4α in adult mouse liver also result in markedly
decreased blood levels of triglycerides and cholesterol191. There
are no signs of apoptosis or inflammation in Hnf4α-deficient
livers of adult mice6. The marked deceases in blood levels of
triglycerides and cholesterol and lack of increases in apoptosis and
inflammation in Hnf4α-deficient livers of adult mice is in a sharp
contrast to the hyperlipidemia and increases in apoptosis and
inflammation in most chronic liver diseases such as alcoholic and
non-alcoholic steatohepatitis, cholestatic liver injury, viral hepati-
tis, and liver cirrhosis, diseases in which HNF4α is often markedly
down-regulated in both patients and animal models12–15. Thus,
there is apparently a key knowledge gap regarding the role of
HNF4α in the regulation of lipid metabolism, cell death, and
inflammatory responses during chronic liver diseases. Is such
discrepancy due to a partial loss of HNF4α in humans and mice
with liver diseases versus a nearly complete loss of HNF4α in
Hnf4α-null mouse livers? Alternatively, is such discrepancy due to
the differences in the causes of Hnf4α deficiency, namely
environmental insults (by inflammatory cytokines, viral proteins,
ethanol metabolites, etc.) versus genetic deletion? It is noteworthy
that various hormones and cytokines are dysregulated in chronic
liver diseases. As aforementioned, these hormones and cytokines
crosstalk extensively with HNF4α in the liver. Hepatocytes and
hepatoma cells are resistant to LPS-induced cell death. Knock-
down of HNF4α in immortalized human hepatocytes decreases
apoptosis169. Interestingly, the dedifferentiated hepatoma cells that
have been selected for the loss of the liver-enriched HNF4α/
HNF1α are very sensitive to LPS-induced apoptosis192. In this
regard, targeted deletion of Hnf4α in mouse intestines, where the
epithelial cells are exposed to LPS released from the gut bacteria,
increases both cell proliferation and apoptosis193. Moreover, when
challenged with dextran sulfate sodium, mice with intestine-
specific knockout of Hnf4α have markedly more severe colitis,
manifested by the absence of epithelium and intensive submucosal
infiltration of inflammatory cells194. Thus, loss of HNF4α might
provide cells the proliferative and survival advantage under
particular conditions, but might make cells more susceptible to
cell death induced by inflammation and/or metabolic stresses.

Alcohol consumption and fat ingestion are closely associated
and stimulated by each other195. Ethanol and fat consumption act
synergistically to increase blood triglycerides levels195. Alcohol-
induced hypertriglyceridemia is due to increased fat intake and
VLDL secretion, impaired lipolysis, and increased free fatty acid
fluxes from adipose tissue to the liver195,196. In contrast, the model
of ad libitum feeding with the Lieber–DeCarli diet that contains
ethanol, equal amount of fat (�30%–35% kcal fat) but much less
carbohydrate for 4 weeks has been widely used in animal models
of alcoholism; this model only induces mild steatosis and slight
elevation of serum ALT, with little or no liver inflammation197. In
comparison, feeding mice high-fat diet causes hepatic inflamma-
tion without hepatosteatosis198, whereas mice fed a high-fat
ethanol-containing diet followed by single dose of LPS injection
develop severe steatohepatitis manifested by marked elevation of
blood ALT, hepatic necrosis, accumulation of lipids, induction of
inflammatory cytokines such as TNFα and IL-1β, characteristics
that mimic human alcoholic steatohepatitis199.

Hepatic HNF4α activity is decreased in mice by chronic ethanol
consumption, partly due to the depletion of zinc as a key cofactor
for HNF4α15. In view of the inhibitory effects of ethanol, high-fat,
and inflammatory cytokines on the expression and/or activity of
HNF4α, it is conceivable that HNF4α is markedly down-regulated
in human alcoholic and non-alcoholic steatohepatitis16. It is likely
that the marked hypolipidemia and lack of apoptosis or inflamma-
tion in the adult regular-chow-fed mice with liver-specific knock-
out of Hnf4α might not reflect the role of HNF4α in the regulation
of lipid metabolism, apoptosis, and inflammation in patients and
animal models of alcoholic or non-alcoholic steatohepatitis, when
profound interactions among high-fat intake, LPS exposure, and/or
ethanol are factored in. Interestingly, after challenged with the
hepatic carcinogen diethylnitrosamine (DEN), adult Hnf4α-defi-
cient mice have more liver tumors, which is associated with
increases in inflammatory foci61. Future studies of mice with liver-
specific knockout of Hnf4α under these stress conditions (e.g.,
high-fat diet, ethanol consumption, and endotoxin challenge) may
unveil surprising novel roles of HNF4α in the regulation of lipid
metabolism, inflammation, and cell death in alcoholic and non-
alcoholic steatohepatitis.
4.3. Knowledge gap in developmental-stage-specific effects of
HNF4α deficiency on liver transcriptome and pathophysiology

Targeted deletion of Hnf4α in fetal mouse livers results in dramatic
down-regulations of a large number of liver-enriched transcription
factors, such as HNF1α, HNF1β, HNF3β, HNF6, liver receptor
homolog-1 (LRH-1), FXR, PXR and CAR2. In contrast, targeted
deletion of HNF4α in young-adult mouse livers results in only
moderate down-regulations of HNF1α and HNF3β, no changes in
FXR and PXR, but induction of HNF1β and LRH-12. Loss of
Hnf4α in fetal liver blocks the induction of proteins required for
cell junction assembly and adhesion200, resulting in the failure of
morphological and functional differentiation of hepatocytes201.
Hnf4α-deficient fetal liver has dramatic down-regulation of
glycogen synthase GYS2 and key gluconeogenic enzymes glu-
cose-6-phosphatase, catalytic subunit (G6PC) and phosphoenol-
pyruvate carboxykinase (PCK1), and much lower glycogen201.
However, there are no changes in apoptotic cell death or cell
proliferation between Hnf4α-null and control fetal livers201. In
contrast, loss of HNF4α in adult mouse liver causes rapid cell
proliferation, which is associated with activation of β-catenin and
induction of c-Myc and cyclin D1, key factors in cell prolifera-
tion6,107. However, there is no increase of apoptosis, resulting in
marked hepatomegaly in Hnf4α-null mice6. Thus, loss of HNF4α
in fetal and adult liver causes distinct changes in hepatic
transcriptome and cell proliferation; the underlying mechanism
remains poorly understood.

Little is known about the role of HNF4α in postnatal liver
development and maturation. There is a remarkable metabolic
switch during postnatal liver development. The expression of most
DPGs are very low in fetal liver202. Upon birth, there is an
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immediate need for the clearance of metabolic waste and xeno-
biotics. Consequently, there is a postnatal surge in hepatic
expression of DPGs right after birth97,202,203. In humans, hepatic
expression of most DPGs reach near-adult levels by 1 year of
age202, whereas hepatic DPG expression in mice approaches adult
levels shortly after weaning97. The remarkable postnatal changes
in DPG expression is associated with marked alterations in energy
and lipid metabolism. In utero, the main energy substrate
transferred across the placenta is glucose204. However, after birth
there is a sudden change of energy substrate to fatty acids due to
the consumption of high-fat, low-carbohydrate milk, and this is
associated with marked hepatic induction of the fatty-acid receptor
PPARα and its target genes, such as Cyp4a14/10, acyl-CoA
thioesterases, and Cpt1a during suckling205. Interestingly, a recent
genome-wide analysis of inducible transcriptome by PPARα in
human hepatocytes demonstrates a novel role of PPARα in
inducing key DPGs such as CYP3A4 and CYP2C8 in humans85.
The suckling-weaning transition is also accompanied by a change
of the major energy source back to carbohydrates due to the intake
of higher-carbohydrate and lower-fat solid foods. Thus, the
postnatal peri-weaning period represents a key unique develop-
mental stage for hepatic expression of genes essential in drug and
lipid metabolism, in which the activation of PPARα and its
extensive crosstalk with HNF4α72 may play a major role.
Currently, little is known about the role of HNF4α in postnatal
liver development. In neonatal (1–2 weeks of age) double
transgenic mice with HBV transgene, Hnf4α floxed at exons
4 and 5, and the Alb-cre, Hnf4α deficiency is associated with
50% lower body weight, hypoglycemia, elevated serum bile acids,
and markedly decreased viral replication and viral RNA load206.
Thus, HNF4α is essential for postnatal liver development and
HBV replication; however, the role of HNF4α in regulating
hepatic expression of DPGs and lipid metabolism during postnatal
liver development remains largely unknown. We found that
targeted deletion of Hnf4α in the neonatal peri-weaning mice
markedly altered hepatic transcriptome and lipid metabolism, with
some key changes highly distinct from those in mice with either
fetal-liver- or adult-liver-specific knockout of Hnf4α (unpublished
results). Understanding the mechanism of the neonatal/peri-wean-
ing-specific role of HNF4α in regulating DPGs and lipid metabo-
lism is important in developmental pharmacology.
4.4. Knowledge gap in differential effects of HNF4α mutations
on plasma lipid profiles in humans

There are conflicting reports regarding the association of HNF4α
mutations with blood lipid profiles in diabetic patients who carry
various HNF4α mutations. In a maturity-onset diabetes of the
young (MODY1) family with a nonsense mutation (R154X) of
HNF4α, there is a paradoxical 3.3-fold increase in serum levels of
lipoprotein(A)207, which consists of an LDL-like particle and the
specific apolipoprotein(A) (ApoA). Lipoprotein(A) [Lp(A)] levels
are also elevated in three Japanese patients with MODY1 HNF4α
mutations208. Type 2 diabetic patients with a loss-of-function
T130I HNF4α mutation have lower blood levels of HDL
cholesterol209. In contrast, 24 members of the HNF4α/MODY1
pedigree (Q268X mutation) have decreased blood levels of
Lipoprotein(A) and triglycerides210. Moreover, 6 young MODY1
patients in Sweden have decreased blood levels of VLDL and LDL
but slightly elevated HDL211. Currently, the mechanism of the
differential effects of different HNF4α mutations on blood lipid
profiles remains unknown. Although some confounding factors,
such as individual variations, dietary factors, or drug treatments,
may contribute to such discrepancy, mutations of HNF4α at
different sites have been shown to exert differential effects on
their transactivation activity, cellular localization, and the interac-
tion with wild-type (WT) HNF4α and the co-repressor SHP. The
R154X mutant lacks the E domain but retains DNA binding
activity in vitro; R154X mutant has markedly decreased transacti-
vation activity and exerts dominant-negative effects on WT
HNF4α in β-cells212. In contrast, the Q268X mutant contains an
intact DBD but a truncated dimerization domain and LBD; the
Q268X mutant does not bind to DNA or form dimer, and it does
not exert dominant-negative effect on WT HNF4α in HepG2
cells213. Interestingly, the R154X mutant lacks the binding ability
to WT HNF4α or SHP, whereas the Q268X mutant can interact
with and alter the cellular distribution of WT HNF4α and SHP 214.
It remains to be determined whether the putative differential
effects of Q268X and R154X mutations on the mutant and WT
HNF4α as well as SHP may cause divergent changes in lipid
metabolism in MODY1 patients.
5. Conclusions and future perspectives

After intensive studies of HNF4α in the past two decades, much
have been known about the importance of HNF4α in liver
pathophysiology. HNF4α is critical in regulating all key aspects
of liver development and function, with particular importance in
regulating hepatic expression of DPGs and genes essential for the
metabolism of cholesterol, bile acids, and lipids. The expression
and activity of HNF4α are regulated by diverse extracellular and
intracellular signaling pathways, and HNF4α crosstalks exten-
sively with other transcription factors to dictate hepatic gene
expression. Thus, HNF4α sits in the center of the hierarchy of
liver transcriptional network to coordinate various extra- and
intra-cellular signaling to fine-tune the liver transcriptome during
hepatocyte proliferation, differentiation, and maturation. HNF4α
mutations cause MODY1 in humans, whereas reduced expression
and/or activity of HNF4α is associated with all major liver
diseases, such as alcoholic and non-alcoholic steatohepatitis,
viral hepatitis, liver cirrhosis, and liver cancer. Although the
activation ligands for HNF4α have not been definitively identi-
fied, it is very encouraging that overexpression of HNF4α mRNA
in hepatoma and/or the cirrhotic liver can not only inhibit liver
cancer but also improve liver function and ameliorate liver
cirrhosis. This means that approaches that boost the mRNA or
protein expression of HNF4α can not only inhibit liver cancer but
also improve liver function, which is highly desirable for the
treatment of liver cancer, a deadly disease that lacks effective
pharmacological treatment.

Despite decades of intensive research, there are still some
important knowledge gaps regarding how the expression and
activity of HNF4α is regulated, and how the deficiency of
HNF4α may differentially affect gene expression and patho-
physiology under various infectious/inflammatory and meta-
bolic stresses. It remains to be determined whether the various
HNF4α mutations and posttranslational modifications (e.g.,
methylation, acetylating, and phosphorylation) of HNF4α and
co-activators/co-repressors cause uniform or gene-specific
changes in the expression of HNF4α-target genes. HNF4α
deficiency results in hepatic induction of a large number
of genes; however, the mechanism of suppression of gene
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expression by HNF4α remains poorly understood. In view of the
extensive crosstalk of HNF4α with other signaling pathways,
many of which have a dual role in modulating liver pathophy-
siology, deficiency of HNF4α will likely shift the balance of
these signaling pathways toward detrimental outcomes. For
example, the JAK/STAT5 pathway can promote inflamma-
tion147, and the TGF-β/Smad2, but not the TGF-β/Smad3
pathway, promotes steatohepatitis in hepatocytes136. Thus, it is
important to understand how HNF4α deficiency alters these
signaling pathways so that we can better understand the
pathogenesis induced by HNF4α deficiency. Some MODY1
patients develop young-onset diabetes before puberty, and
HNF4α is likely down-regulated in various inflammatory and
viral liver diseases in children. How HNF4α deficiency in
neonates and adolescence affects liver pathophysiology, parti-
cularly the metabolism of drugs and lipids, is an important
knowledge gap to be bridged in pediatric pharmacology. To
fully understand the impact of HNF4α deficiency on the liver
and the whole body, Hnf4α-null mice need to be challenged
with various stresses (e.g. viral infection, inflammation, high-fat
diet, and xenobiotic treatment). Lastly, the development of
novel approaches that effectively enhance the expression and/
or activity of HNF4α may provide very promising novel therapy
for liver diseases, particularly liver cancer.
Acknowledgments

This study was partly supported by U. S. National Institute of
Health (NIH) Grant ES019487.
References

1. Li JX, Ning G, Duncan SA. Mammalian hepatocyte differentiation
requires the transcription factor HNF-4α. Genes Dev 2000;14:464–74.

2. Kyrmizi I, Hatzis P, Katrakili N, Tronche F, Gonzalez FJ, Talianidis I.
Plasticity and expanding complexity of the hepatic transcription factor
network during liver development. Genes Dev 2006;20:2293–305.

3. Hayhurst GP, Lee YH, Lambert G, Ward JM, Gonzalez FJ.
Hepatocyte nuclear factor 4α (nuclear receptor 2A1) is essential for
maintenance of hepatic gene expression and lipid homeostasis. Mol
Cell Biol 2001;21:1393–403.

4. Gonzalez FJ. Regulation of hepatocyte nuclear factor 4α-mediated
transcription. Drug Metab Pharmacokinet 2008;23:2–7.

5. Hwang-Verslues WW, Sladek FM. HNF4α—role in drug metabolism
and potential drug target? Curr Opin Pharmacol 2010;10:698–705.

6. Bonzo JA, Ferry CH, Matsubara T, Kim JH, Gonzalez FJ. Suppres-
sion of hepatocyte proliferation by hepatocyte nuclear factor 4α in
adult mice. J Biol Chem 2012;287:7345–56.

7. Inoue Y, Hayhurst GP, Inoue J, Mori M, Gonzalez FJ. Defective
ureagenesis in mice carrying a liver-specific disruption of hepatocyte
nuclear factor 4α (HNF4α). HNF4α regulates ornithine transcarba-
mylase in vivo. J Biol Chem 2002;277:25257–65.

8. Inoue Y, Yu AM, Inoue J, Gonzalez FJ. Hepatocyte nuclear factor 4α is a
central regulator of bile acid conjugation. J Biol Chem 2004;279:2480–9.

9. Inoue Y, Yu AM, Yim SH, Ma XC, Krausz KW, Inoue J, et al.
Regulation of bile acid biosynthesis by hepatocyte nuclear factor 4α.
J Lipid Res 2006;47:215–27.

10. Lu H, Gonzalez FJ, Klaassen C. Alterations in hepatic mRNA
expression of phase II enzymes and xenobiotic transporters after
targeted disruption of hepatocyte nuclear factor 4 alpha. Toxicol Sci
2010;118:380–90.

11. Holloway MG, Miles GD, Dombkowski AA, Waxman DJ. Liver-
specific hepatocyte nuclear factor-4α deficiency: greater impact on
gene expression in male than in female mouse liver. Mol Endocrinol
2008;22:1274–86.

12. Zhou ZX, Kang XQ, Jiang YC, Song ZY, Feng WK, McClain CJ,
et al. Preservation of hepatocyte nuclear factor-4α is associated with
zinc protection against TNF-α hepatotoxicity in mice. Exp Biol Med
2007;232:622–8.

13. Lazarevich NL, Cheremnova OA, Varga EV, Ovchinnikov DA,
Kudrjavtseva EI, Morozova OV, et al. Progression of HCC in mice is
associated with a downregulation in the expression of hepatocyte
nuclear factors. Hepatology 2004;39:1038–47.

14. Berasain C, Herrero JI, García-Trevijano ER, Avila MA, Esteban JI,
Mato JM, et al. Expression of Wilms' tumor suppressor in the liver
with cirrhosis: relation to hepatocyte nuclear factor 4 and hepatocel-
lular function. Hepatology 2003;38:148–57.

15. Kang XQ, Zhong W, Liu J, Song ZY, McClain CJ, Kang YJ, et al.
Zinc supplementation reverses alcohol-induced steatosis in mice
through reactivating hepatocyte nuclear factor-4α and peroxisome
proliferator-activated receptor-α. Hepatology 2009;50:1241–50.

16. Xu Y, Zalzala M, Xu JS, Li YY, Yin LY, Zhang YQ. A metabolic
stress-inducible miR-34a-HNF4α pathway regulates lipid and lipo-
protein metabolism. Nat Commun 2015;6:7466.

17. Sekiya S, Suzuki A. Direct conversion of mouse fibroblasts to
hepatocyte-like cells by defined factors. Nature 2011;475:390–3.

18. Ning BF, Ding J, Yin C, Zhong W, Wu K, Zeng X, et al. Hepatocyte
nuclear factor 4α suppresses the development of hepatocellular
carcinoma. Cancer Res 2010;70:7640–51.

19. Yue HY, Yin C, Hou JL, Zeng X, Chen YX, Zhong W, et al.
Hepatocyte nuclear factor 4α attenuates hepatic fibrosis in rats. Gut
2010;59:236–46.

20. Yin C, Lin Y, Zhang X, Chen YX, Zeng X, Yue HY, et al.
Differentiation therapy of hepatocellular carcinoma in mice with
recombinant adenovirus carrying hepatocyte nuclear factor-4α gene.
Hepatology 2008;48:1528–39.

21. Hertz R, Magenheim J, Berman I, Bar-Tana J. Fatty acyl-CoA
thioesters are ligands of hepatic nuclear factor-4α. Nature
1998;392:512–6.

22. Walesky C, Apte U. Role of hepatocyte nuclear factor 4α (HNF4α)
in cell proliferation and cancer. Gene Expr 2015;16:101–8.

23. Babeu JP, Boudreau F. Hepatocyte nuclear factor 4-alpha involve-
ment in liver and intestinal inflammatory networks. World J
Gastroenterol 2014;20:22–30.

24. Chiang JY. Hepatocyte nuclear factor 4α regulation of bile acid and
drug metabolism. Expert Opin Drug Metab Toxicol 2009;5:137–47.

25. Lazarevich NL, Shavochkina DA, Fleishman DI, Kustova IF,
Morozova OV, Chuchuev ES, et al. Deregulation of hepatocyte
nuclear factor 4 (HNF4) as a marker of epithelial tumors progression.
Exp Oncol 2010;32:167–71.

26. Niehof M, Borlak J. EPS15R, TASP1, and PRPF3 are novel disease
candidate genes targeted by HNF4α splice variants in hepatocellular
carcinomas. Gastroenterology 2008;134:1191–202.

27. Briançon N, Bailly A, Clotman F, Jacquemin P, Lemaigre FP, Weiss
MC. Expression of the α7 isoform of hepatocyte nuclear factor
(HNF) 4 is activated by HNF6/OC-2 and HNF1 and repressed by
HNF4α1 in the liver. J Biol Chem 2004;279:33398–408.

28. Torres-Padilla ME, Sladek FM, Weiss MC. Developmentally regulated
N-terminal variants of the nuclear receptor hepatocyte nuclear factor
4α mediate multiple interactions through coactivator and corepressor-
histone deacetylase complexes. J Biol Chem 2002;277:44677–87.

29. Briançon N, Weiss MC. In vivo role of the HNF4α AF-1 activation
domain revealed by exon swapping. EMBO J 2006;25:1253–62.

30. Iyemere VP, Davies NH, Brownlee GG. The activation function
2 domain of hepatic nuclear factor 4 is regulated by a short C-terminal
proline-rich repressor domain. Nucleic Acids Res 1998;26:2098–104.

31. Chandra V, Huang PX, Potluri N, Wu DL, Kim Y, Rastinejad F.
Multidomain integration in the structure of the HNF-4α nuclear
receptor complex. Nature 2013;495:394–8.

32. Vuong LM, Chellappa K, Dhahbi JM, Deans JR, Fang B, Bolotin E,
et al. Differential effects of hepatocyte nuclear factor 4α isoforms on

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref1
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref1
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref2
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref2
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref2
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref3
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref3
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref3
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref3
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref4
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref4
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref5
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref5
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref6
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref6
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref6
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref7
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref7
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref7
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref7
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref8
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref8
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref9
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref9
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref9
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref10
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref10
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref10
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref10
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref11
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref11
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref11
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref11
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref12
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref12
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref12
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref12
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref13
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref13
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref13
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref13
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref14
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref14
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref14
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref14
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref15
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref15
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref15
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref15
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref16
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref16
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref16
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref17
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref17
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref18
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref18
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref18
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref19
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref19
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref19
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref20
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref20
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref20
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref20
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref21
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref21
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref21
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref22
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref22
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref23
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref23
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref23
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref24
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref24
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref25
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref25
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref25
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref25
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref26
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref26
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref26
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref27
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref27
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref27
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref27
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref28
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref28
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref28
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref28
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref29
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref29
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref30
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref30
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref30
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref31
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref31
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref31
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref32
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref32


Hong Lu404
tumor growth and T-cell factor 4/AP-1 interactions in human
colorectal cancer cells. Mol Cell Biol 2015;35:3471–90.

33. Thomas AM, Hart SN, Li GD, Lu H, Fang YP, Fang JW, et al.
Hepatocyte nuclear factor 4 alpha and farnesoid X receptor co-
regulates gene transcription in mouse livers on a genome-wide scale.
Pharm Res 2013;30:2188–98.

34. Bolotin E, Liao HL, Ta TC, Yang CH, Hwang-Verslues W, Evans
JR, et al. Integrated approach for the identification of human
hepatocyte nuclear factor 4α target genes using protein binding
microarrays. Hepatology 2010;51:642–53.

35. Cicchini C, de Nonno V, Battistelli C, Cozzolino AM, De Santis
Puzzonia M, Ciafrè SA, et al. Epigenetic control of EMT/MET
dynamics: HNF4α impacts DNMT3s through miRs-29. Biochim
Biophys Acta 2015;1849:919–29.

36. Zhang QH, Lei XH, Lu H. Alterations of epigenetic signatures in
hepatocyte nuclear factor 4α deficient mouse liver determined by
improved ChIP-qPCR and (h)MeDIP-qPCR assays. PLoS One
2014;9:e84925.

37. Jiang GQ, Sladek FM. The DNA binding domain of hepatocyte
nuclear factor 4 mediates cooperative, specific binding to DNA and
heterodimerization with the retinoid X receptor α. J Biol Chem
1997;272:1218–25.

38. Dhe-Paganon S, Duda K, Iwamoto M, Chi YI, Shoelson SE. Crystal
structure of the HNF4α ligand binding domain in complex with
endogenous fatty acid ligand. J Biol Chem 2002;277:37973–6.

39. Yuan XH, Ta TC, Lin M, Evans JR, Dong YC, Bolotin E, et al.
Identification of an endogenous ligand bound to a native orphan
nuclear receptor. PLoS One 2009;4:e5609.

40. Hertz R, Kalderon B, Byk T, Berman I, Za'tara G, Mayer R, et al.
Thioesterase activity and acyl-CoA/fatty acid cross-talk of hepatocyte
nuclear factor-4α. J Biol Chem 2005;280:24451–61.

41. McIntosh AL, Petrescu AD, Hostetler HA, Kier AB, Schroeder F.
Liver-type fatty acid binding protein interacts with hepatocyte
nuclear factor 4α. FEBS Lett 2013;587:3787–91.

42. Barrero MJ, Malik S. Two functional modes of a nuclear receptor-
recruited arginine methyltransferase in transcriptional activation. Mol
Cell 2006;24:233–43.

43. Hornbeck PV, Zhang B, Murray B, Kornhauser JM, Latham V.
Skrzypek E. PhosphoSitePlus, 2014: mutations, PTMs and recalibra-
tions. Nucleic Acids Res 2015;43 D512-20.

44. Soutoglou E, Katrakili N, Talianidis I. Acetylation regulates tran-
scription factor activity at multiple levels. Mol Cell 2000;5:745–51.

45. Guo HT, Gao CJ, Mi ZY, Zhang JP, Kuo PC. Characterization of the
PC4 binding domain and its interactions with HNF4α. J Biochem
2007;141:635–40.

46. Xu ZM, Tavares-Sanchez OL, Li QZ, Fernando J, Rodriguez CM,
Studer EJ, et al. Activation of bile acid biosynthesis by the p38
mitogen-activated protein kinase (MAPK): hepatocyte nuclear factor-
4α phosphorylation by the p38 MAPK is required for cholesterol 7α-
hydroxylase expression. J Biol Chem 2007;282:24607–14.

47. Chellappa K, Jankova L, Schnabl JM, Pan SQ, Brelivet Y, Fung
CLS, et al. Src tyrosine kinase phosphorylation of nuclear receptor
HNF4α correlates with isoform-specific loss of HNF4α in human
colon cancer. Proc Natl Acad Sci U S A 2012;109:2302–7.

48. Sun K, Montana V, Chellappa K, Brelivet Y, Moras D, Maeda Y,
et al. Phosphorylation of a conserved serine in the deoxyribonucleic
acid binding domain of nuclear receptors alters intracellular localiza-
tion. Mol Endocrinol 2007;21:1297–311.

49. Viollet B, Kahn A, Raymondjean M. Protein kinase A-dependent
phosphorylation modulates DNA-binding activity of hepatocyte
nuclear factor 4. Mol Cell Biol 1997;17:4208–19.

50. Dankel SN, Hoang T, Flågeng MH, Sagen JV, Mellgren G. cAMP-
mediated regulation of HNF-4α depends on the level of coactivator
PGC-1α. Biochim Biophys Acta 2010;1803:1013–9.

51. Yoon JC, Puigserver P, Chen GX, Donovan J, Wu ZD, Rhee J, et al.
Control of hepatic gluconeogenesis through the transcriptional
coactivator PGC-1. Nature 2001;413:131–8.
52. Hong YH, Varanasi US, Yang WB, Leff T. AMP-activated protein kinase
regulates HNF4α transcriptional activity by inhibiting dimer formation
and decreasing protein stability. J Biol Chem 2003;278:27495–501.

53. Wang JC, Stafford JM, Granner DK. SRC-1 and GRIP1 coactivate
transcription with hepatocyte nuclear factor 4. J Biol Chem
1998;273:30847–50.

54. Lee YK, Dell H, Dowhan DH, Hadzopoulou-Cladaras M, Moore
DD. The orphan nuclear receptor SHP inhibits hepatocyte nuclear
factor 4 and retinoid X receptor transactivation: two mechanisms for
repression. Mol Cell Biol 2000;20:187–95.

55. Martinez-Jimenez CP, Kyrmizi I, Cardot P, Gonzalez FJ, Talianidis I.
Hepatocyte nuclear factor 4α coordinates a transcription factor network
regulating hepatic fatty acid metabolism.Mol Cell Biol 2010;30:565–77.

56. Kim SC, Kim CK, Axe D, Cook A, Lee M, Li TG, et al. All-trans-
retinoic acid ameliorates hepatic steatosis in mice by a novel
transcriptional cascade. Hepatology 2014;59:1750–60.

57. Zhang YX, Hagedorn CH, Wang L. Role of nuclear receptor SHP in
metabolism and cancer. Biochim Biophys Acta 2011;1812:893–908.

58. Zhang YX, Wang L. Characterization of the mitochondrial localization
of the nuclear receptor SHP and regulation of its subcellular distribu-
tion by interaction with Bcl2 and HNF4α. PLoS One 2013;8:e68491.

59. Zhang YX, Soto J, Park K, Viswanath G, Kuwada S, Abel ED, et al.
Nuclear receptor SHP, a death receptor that targets mitochondria, induces
apoptosis and inhibits tumor growth. Mol Cell Biol 2010;30:1341–56.

60. Lee J, Padhye A, Sharma A, Song GS, Miao J, Mo YY, et al. A
pathway involving farnesoid X receptor and small heterodimer
partner positively regulates hepatic sirtuin 1 levels via microRNA-
34a inhibition. J Biol Chem 2010;285:12604–11.

61. Walesky C, Edwards G, Borude P, Gunewardena S, O'Neil M, Yoo
B, et al. Hepatocyte nuclear factor 4 alpha deletion promotes
diethylnitrosamine-induced hepatocellular carcinoma in rodents.
Hepatology 2013;57:2480–90.

62. Kliewer SA, Mangelsdorf DJ. Bile acids as hormones: the FXR-
FGF15/19 pathway. Dig Dis 2015;33:327–31.

63. Staudinger JL, Goodwin B, Jones SA, Hawkins-Brown D, MacK-
enzie KI, LaTour A, et al. The nuclear receptor PXR is a lithocholic
acid sensor that protects against liver toxicity. Proc Natl Acad Sci
U S A 2001;98:3369–74.

64. Iwazaki N, Kobayashi K, Morimoto K, Hirano M, Kawashima S,
Furihata T, et al. Involvement of hepatocyte nuclear factor 4α in
transcriptional regulation of the human pregnane X receptor gene in
the human liver. Drug Metab Pharmacokinet 2008;23:59–66.

65. Kamiya A, Inoue Y, Gonzalez FJ. Role of the hepatocyte nuclear
factor 4α in control of the pregnane X receptor during fetal liver
development. Hepatology 2003;37:1375–84.

66. Jung D, Mangelsdorf DJ, Meyer UA. Pregnane X receptor is a target
of farnesoid X receptor. J Biol Chem 2006;281:19081–91.

67. Amador-Noguez D, Dean A, Huang W, Setchell K, Moore D,
Darlington G. Alterations in xenobiotic metabolism in the long-lived
Little mice. Aging Cell 2007;6:453–70.

68. Wiwi CA, Gupte M, Waxman DJ. Sexually dimorphic P450 gene
expression in liver-specific hepatocyte nuclear factor 4α-deficient
mice. Mol Endocrinol 2004;18:1975–87.

69. Caron S, Huaman Samanez C, Dehondt H, Ploton M, Briand O, Lien
F, et al. Farnesoid X receptor inhibits the transcriptional activity of
carbohydrate response element binding protein in human hepato-
cytes. Mol Cell Biol 2013;33:2202–11.

70. Claudel T, Inoue Y, Barbier O, Duran-Sandoval D, Kosykh V,
Fruchart J, et al. Farnesoid X receptor agonists suppress hepatic
apolipoprotein CIII expression. Gastroenterology 2003;125:544–55.

71. Pineda Torra I, Jamshidi Y, Flavell DM, Fruchart JC, Staels B.
Characterization of the human PPARα promoter: identification of a
functional nuclear receptor response element. Mol Endocrinol
2002;16:1013–28.

72. Chamouton J, Latruffe N. PPARα/HNF4α interplay on diversified
responsive elements. Relevance in the regulation of liver peroxisomal
fatty acid catabolism. Curr Drug Metab 2012;13:1436–53.

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref32
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref32
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref33
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref33
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref33
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref33
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref34
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref34
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref34
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref34
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref35
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref35
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref35
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref35
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref36
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref36
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref36
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref36
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref37
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref37
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref37
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref37
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref38
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref38
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref38
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref39
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref39
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref39
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref40
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref40
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref40
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref41
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref41
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref41
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref42
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref42
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref42
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref43
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref43
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref43
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref44
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref44
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref45
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref45
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref45
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref46
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref46
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref46
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref46
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref46
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref47
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref47
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref47
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref47
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref48
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref48
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref48
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref48
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref49
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref49
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref49
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref50
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref50
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref50
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref51
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref51
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref51
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref52
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref52
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref52
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref53
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref53
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref53
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref54
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref54
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref54
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref54
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref55
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref55
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref55
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref56
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref56
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref56
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref57
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref57
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref58
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref58
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref58
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref59
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref59
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref59
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref60
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref60
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref60
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref60
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref61
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref61
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref61
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref61
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref62
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref62
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref63
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref63
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref63
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref63
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref64
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref64
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref64
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref64
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref65
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref65
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref65
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref66
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref66
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref67
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref67
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref67
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref68
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref68
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref68
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref69
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref69
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref69
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref69
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref70
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref70
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref70
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref71
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref71
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref71
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref71
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref72
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref72
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref72


HNF4α in drug and lipid metabolism 405
73. Nishiyama C, Hi R, Osada S, Osumi T. Functional interactions
between nuclear receptors recognizing a common sequence element,
the direct repeat motif spaced by one nucleotide (DR-1). J Biochem
1998;123:1174–9.

74. Dongol B, Shah Y, Kim I, Gonzalez FJ, Hunt MC. The acyl-CoA
thioesterase I is regulated by PPARα and HNF4α via a distal
response element in the promoter. J Lipid Res 2007;48:1781–91.

75. Winrow CJ, Marcus SL, Miyata KS, Zhang B, Capone JP,
Rachubinski RA. Transactivation of the peroxisome proliferator-
activated receptor is differentially modulated by hepatocyte nuclear
factor-4. Gene Expr 1994;4:53–62.

76. Cheng XG, Klaassen CD. Critical role of PPAR-α in perfluorooctanoic
acid-and perfluorodecanoic acid-induced downregulation of Oatp
uptake transporters in mouse livers. Toxicol Sci 2008;106:37–45.

77. Rakhshandehroo M, Knoch B, Müller M, Kersten S. Peroxisome
proliferator-activated receptor alpha target genes. PPAR Res
2010;2010:612089.

78. Klaassen C, Lu H. Xenobiotic receptors CAR and PXR. In: Bunce
CM, Campbell MJ, editors. Nuclear receptors: current concepts and
future challenges. Netherlands: Springer; 2010. p. 287–305.

79. Ding XS, Lichti K, Kim I, Gonzalez FJ, Staudinger JL. Regulation of
constitutive androstane receptor and its target genes by fasting, cAMP,
hepatocyte nuclear factor α, and the coactivator peroxisome proliferator-
activated receptor γ coactivator-1α. J Biol Chem 2006;281:26540–51.

80. Chen YP, Kissling G, Negishi M, Goldstein JA. The nuclear receptors
constitutive androstane receptor and pregnane X receptor cross-talk
with hepatic nuclear factor 4α to synergistically activate the human
CYP2C9 promoter. J Pharmacol Exp Ther 2005;314:1125–33.

81. Echchgadda I, Song CS, Oh T, Ahmed M, De La Cruz IJ, Chatterjee
B. The xenobiotic-sensing nuclear receptors pregnane X receptor,
constitutive androstane receptor, and orphan nuclear receptor hepa-
tocyte nuclear factor 4α in the regulation of human steroid-/bile acid-
sulfotransferase. Mol Endocrinol 2007;21:2099–111.

82. Miao J, Fang SS, Bae Y, Kemper JK. Functional inhibitory cross-talk
between constitutive androstane receptor and hepatic nuclear factor-4
in hepatic lipid/glucose metabolism is mediated by competition for
binding to the DR1 motif and to the common coactivators, GRIP-1
and PGC-1α. J Biol Chem 2006;281:14537–46.

83. Li TG, Chiang JYL. Mechanism of rifampicin and pregnane X
receptor inhibition of human cholesterol 7α-hydroxylase gene tran-
scription. Am J Physiol Gastrointest Liver Physiol 2005;288:G74–84.

84. Cave MC, Clair HB, Hardesty JE, Falkner KC, Feng WK, Clark BJ,
et al. Nuclear receptors and nonalcoholic fatty liver disease. Biochim
Biophys Acta 2016. Available from: http://dx.doi.org/10.1016/j.
bbagrm.2016.03.002.

85. Kandel BA, Thomas M, Winter S, Damm G, Seehofer D, Burk O,
et al. Genomewide comparison of the inducible transcriptomes of
nuclear receptors CAR, PXR and PPARα in primary human
hepatocytes. Biochim Biophys Acta 2016. Available from: http://dx.
doi.org/10.1016/j.bbagrm.2016.03.007.

86. Wang SH, Yeh SH, Lin WH, Yeh KH, Yuan Q, Xia NS, et al.
Estrogen receptor α represses transcription of HBV genes via
interaction with hepatocyte nuclear factor 4α. Gastroenterology
2012;142:989–98. e4.

87. Yamamoto Y, Moore R, Hess HA, Guo GL, Gonzalez FJ, Korach
KS, et al. Estrogen receptor α mediates 17α-ethynylestradiol causing
hepatotoxicity. J Biol Chem 2006;281:16625–31.

88. Rufibach LE, Duncan SA, Battle M, Deeb SS. Transcriptional
regulation of the human hepatic lipase (LIPC) gene promoter. J
Lipid Res 2006;47:1463–77.

89. You M, Fischer M, Cho WK, Crabb D. Transcriptional control of the
human aldehyde dehydrogenase 2 promoter by hepatocyte nuclear
factor 4: inhibition by cyclic AMP and COUP transcription factors.
Arch Biochem Biophys 2002;398:79–86.

90. Litchfield LM, Klinge CM. Multiple roles of COUP-TFII in cancer
initiation and progression. J Mol Endocrinol 2012;49:R135–48.
91. Stroup D, HNF4 Chiang JY. and COUP-TFII interact to modulate
transcription of the cholesterol 7α-hydroxylase gene (CYP7A1). J
Lipid Res 2000;41:1–11.

92. Ktistaki E, Talianidis I. Chicken ovalbumin upstream promoter
transcription factors act as auxiliary cofactors for hepatocyte nuclear
factor 4 and enhance hepatic gene expression. Mol Cell Biol
1997;17:2790–7.

93. Hwang-Verslues WW, Sladek FM. Nuclear receptor hepatocyte
nuclear factor 4α1 competes with oncoprotein c-Myc for control of
the p21/WAF1 promoter. Mol Endocrinol 2008;22:78–90.

94. Hanse EA, Mashek DG, Becker JR, Solmonson AD, Mullany LK,
Mashek MT, et al. Cyclin D1 inhibits hepatic lipogenesis via
repression of carbohydrate response element binding protein and
hepatocyte nuclear factor 4α. Cell Cycle 2012;11:2681–90.

95. Wang CG, Pattabiraman N, Zhou JN, Fu MF, Sakamaki T, Albanese C,
et al. Cyclin D1 repression of peroxisome proliferator-activated receptor
γ expression and transactivation. Mol Cell Biol 2003;23:6159–73.

96. Mullany LK, White P, Hanse EA, Nelsen CJ, Goggin MM, Mullany
JE, et al. Distinct proliferative and transcriptional effects of the D-
type cyclins in vivo. Cell Cycle 2008;7:2215–24.

97. Gunewardena SS, Yoo B, Peng L, Lu H, Zhong XB, Klaassen CD,
et al. Deciphering the developmental dynamics of the mouse liver
transcriptome. PLoS One 2015;10:e0141220.

98. Derdak Z, Villegas KA, Harb R, Wu AM, Sousa A, Wands JR.
Inhibition of p53 attenuates steatosis and liver injury in a mouse model
of non-alcoholic fatty liver disease. J Hepatol 2013;58:785–91.

99. Schäfer T, Scheuer C, Roemer K, Menger MD, Vollmar B. Inhibition
of p53 protects liver tissue against endotoxin-induced apoptotic and
necrotic cell death. FASEB J 2003;17:660–7.

100. Maeda Y, Seidel SD, Wei G, Liu X, Sladek FM. Repression of
hepatocyte nuclear factor 4α tumor suppressor p53: involvement of
the ligand-binding domain and histone deacetylase activity. Mol
Endocrinol 2002;16:402–10.

101. Maeda Y, Hwang-Verslues WW, Wei G, Fukazawa T, Durbin ML,
Owen LB, et al. Tumour suppressor p53 down-regulates the expres-
sion of the human hepatocyte nuclear factor 4α (HNF4α) gene.
Biochem J 2006;400:303–13.

102. Takagi S, Nakajima M, Kida K, Yamaura Y, Fukami T, Yokoi T.
MicroRNAs regulate human hepatocyte nuclear factor 4α, modulat-
ing the expression of metabolic enzymes and cell cycle. J Biol Chem
2010;285:4415–22.

103. Torre C, Perret C, Colnot S. Transcription dynamics in a physiolo-
gical process: β-catenin signaling directs liver metabolic zonation. Int
J Biochem Cell Biol 2011;43:271–8.

104. Colletti M, Cicchini C, Conigliaro A, Santangelo L, Alonzi T,
Pasquini E, et al. Convergence of Wnt signaling on the HNF4α-
driven transcription in controlling liver zonation. Gastroenterology
2009;137:660–72.

105. Braeuning A, Sanna R, Huelsken J, Schwarz M. Inducibility of drug-
metabolizing enzymes by xenobiotics in mice with liver-specific
knockout of Ctnnb1. Drug Metab Dispos 2009;37:1138–45.

106. Stanulović VS, Kyrmizi I, Kruithof-de Julio M, Hoogenkamp M,
Vermeulen JL, Ruijter JM, et al. Hepatic HNF4α deficiency induces
periportal expression of glutamine synthetase and other pericentral
enzymes. Hepatology 2007;45:433–44.

107. Walesky C, Gunewardena S, Terwilliger EF, Edwards G, Borude P,
Apte U. Hepatocyte-specific deletion of hepatocyte nuclear factor-4α
in adult mice results in increased hepatocyte proliferation. Am J
Physiol Gastrointest Liver Physiol 2013;304:G26–37.

108. Teo JL, Kahn M. The Wnt signaling pathway in cellular proliferation
and differentiation: a tale of two coactivators. Adv Drug Deliv Rev
2010;62:1149–55.

109. Lenz HJ, Kahn M. Safely targeting cancer stem cells via selective
catenin coactivator antagonism. Cancer Sci 2014;105:1087–92.

110. Eeckhoute J, Formstecher P, Laine B. Hepatocyte nuclear factor 4α
enhances the hepatocyte nuclear factor 1α-mediated activation of
transcription. Nucleic Acids Res 2004;32:2586–93.

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref73
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref73
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref73
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref73
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref74
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref74
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref74
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref75
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref75
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref75
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref75
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref76
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref76
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref76
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref77
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref77
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref77
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref78
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref78
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref78
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref79
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref79
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref79
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref79
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref80
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref80
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref80
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref80
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref81
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref81
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref81
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref81
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref81
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref82
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref82
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref82
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref82
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref82
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref83
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref83
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref83
http://dx.doi.org/10.1016/j.bbagrm.2016.03.002
http://dx.doi.org/10.1016/j.bbagrm.2016.03.002
http://dx.doi.org/10.1016/j.bbagrm.2016.03.007
http://dx.doi.org/10.1016/j.bbagrm.2016.03.007
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref86
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref86
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref86
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref86
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref86
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref87
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref87
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref87
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref88
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref88
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref88
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref89
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref89
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref89
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref89
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref90
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref90
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref91
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref91
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref91
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref92
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref92
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref92
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref92
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref93
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref93
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref93
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref94
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref94
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref94
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref94
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref95
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref95
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref95
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref96
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref96
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref96
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref97
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref97
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref97
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref98
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref98
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref98
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref99
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref99
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref99
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref100
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref100
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref100
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref100
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref101
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref101
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref101
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref101
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref102
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref102
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref102
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref102
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref103
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref103
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref103
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref104
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref104
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref104
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref104
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref105
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref105
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref105
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref106
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref106
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref106
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref106
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref107
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref107
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref107
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref107
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref108
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref108
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref108
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref109
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref109
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref110
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref110
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref110


Hong Lu406
111. Forhead AJ, Fowden AL. Thyroid hormones in fetal growth and
prepartum maturation. J Endocrinol 2014;221:R87–103.

112. van der Heide SM, Joosten BJ, Everts ME, Klaren PH. Activities of
UDP-glucuronyltransferase, β-glucuronidase and deiodinase types I
and II in hyper- and hypothyroid rats. J Endocrinol 2004;181:393–400.

113. Nishio N, Katsura T, Ashida K, Okuda M, Inui KI. Modulation of P-
glycoprotein expression in hyperthyroid rat tissues. Drug Metab
Dispos 2005;33:1584–7.

114. Rosenberg DW, Drummond GS, Smith TJ. Depletion of cytochrome
P-450 by thyroid hormone and cobalt-protoporphyrin IX in rat liver:
evidence that susceptibility varies among forms of the heme protein.
Pharmacology 1995;51:254–62.

115. Lu H, Klaassen C. Tissue distribution and thyroid hormone regulation
of Pept1 and Pept2 mRNA in rodents. Peptides 2006;27:850–7.

116. Huang YY, Gusdon AM, Qu S. Cross-talk between the thyroid and
liver: a new target for nonalcoholic fatty liver disease treatment.
World J Gastroenterol 2013;19:8238–46.

117. Tee MK, Huang NW, Damm I, Miller WL. Transcriptional regulation of
the human P450 oxidoreductase gene: hormonal regulation and influ-
ence of promoter polymorphisms. Mol Endocrinol 2011;25:715–31.

118. Ram PA, Waxman DJ. Thyroid hormone stimulation of NADPH
P450 reductase expression in liver and extrahepatic tissues. Regula-
tion by multiple mechanisms. J Biol Chem 1992;267:3294–301.

119. Selva DM, Hammond GL. Thyroid hormones act indirectly to
increase sex hormone-binding globulin production by liver via
hepatocyte nuclear factor-4α. J Mol Endocrinol 2009;43:19–27.

120. Foti D, Stroup D, Chiang JY. Basic transcription element binding
protein (BTEB) transactivates the cholesterol 7α-hydroxylase gene
(CYP7A). Biochem Biophys Res Commun 1998;253:109–13.

121. Imataka H, Sogawa K, Yasumoto K, Kikuchi Y, Sasano K,
Kobayashi A, et al. Two regulatory proteins that bind to the basic
transcription element (BTE), a GC box sequence in the promoter
region of the rat P-4501A1 gene. EMBO J 1992;11:3663–71.

122. Koh KH, Pan X, Zhang W, McLachlan A, Urrutia R, Jeong H.
Kruppel-like factor 9 promotes hepatic cytochrome P450 2D6
expression during pregnancy in CYP2D6-humanized mice. Mol
Pharmacol 2014;86:727–35.

123. Cvoro A, Devito L, Milton FA, Noli L, Zhang AJ, Filippi C, et al. A
thyroid hormone receptor/KLF9 axis in human hepatocytes and
pluripotent stem cells. Stem Cells 2015;33:416–28.

124. Ohguchi H, Tanaka T, Uchida A, Magoori K, Kudo H, Kim I, et al.
Hepatocyte nuclear factor 4α contributes to thyroid hormone home-
ostasis by cooperatively regulating the type 1 iodothyronine deiodi-
nase gene with GATA4 and Krüppel-like transcription factor 9. Mol
Cell Biol 2008;28:3917–31.

125. Sun JB, Wang BS, Liu Y, Zhang L, Ma AH, Yang ZJ, et al.
Transcription factor KLF9 suppresses the growth of hepatocellular
carcinoma cells in vivo and positively regulates p53 expression.
Cancer Lett 2014;355:25–33.

126. Kimura H, Fujimori K. Activation of early phase of adipogenesis through
Krüppel-like factor KLF9-mediated, enhanced expression of CCAAT/
enhancer-binding protein β in 3T3-L1 cells. Gene 2014;534:169–76.

127. Escalona-Nandez I, Guerrero-Escalera D, Estanes-Hernández A,
Ortíz-Ortega V, Tovar AR, Pérez-Monter C. The activation of
peroxisome proliferator-activated receptor γ is regulated by
Krüppel-like transcription factors 6 & 9 under steatotic conditions.
Biochem Biophys Res Commun 2015;458:751–6.

128. Chen AP, Davis BH. The DNA binding protein BTEB mediates
acetaldehyde-induced, jun N-terminal kinase-dependent αI
(I) collagen gene expression in rat hepatic stellate cells. Mol Cell
Biol 2000;20:2818–26.

129. Fabregat I, Moreno-Càceres J, Sánchez A, Dooley S, Dewidar B,
Giannelli G, et al. TGF-β signaling and liver disease. FEBS J 2016.
Available from: http://dx.doi.org/10.1111/febs.13665.

130. Karkampouna S, ten Dijke P, Dooley S, Kruithof-de Julio M. TGFβ
signaling in liver regeneration. Curr Pharm Des 2012;18:4103–13.

131. Cozzolino AM, Alonzi T, Santangelo L, Mancone C, Conti B,
Steindler C, et al. TGFβ overrides HNF4α tumor suppressing activity
through GSK3β inactivation: implication for hepatocellular carci-
noma gene therapy. J Hepatol 2013;58:65–72.

132. de Lucas S, López-Alcorocho JM, Bartolomé J, Carreño V. Nitric
oxide and TGF-β1 inhibit HNF-4α function in HEPG2 cells. Biochem
Biophys Res Commun 2004;321:688–94.

133. Chou WC, Prokova V, Shiraishi K, Valcourt U, Moustakas A,
Hadzopoulou-Cladaras M, et al. Mechanism of a transcriptional cross
talk between transforming growth factor-β-regulated Smad3 and
Smad4 proteins and orphan nuclear receptor hepatocyte nuclear
factor-4. Mol Biol Cell 2003;14:1279–94.

134. Kardassis D, Pardali K, Zannis VI. SMAD proteins transactivate the
human ApoCIII promoter by interacting physically and functionally
with hepatocyte nuclear factor 4. J Biol Chem 2000;275:41405–14.

135. Li TG, Chiang JY. A novel role of transforming growth factor β1 in
transcriptional repression of human cholesterol 7α-hydroxylase gene.
Gastroenterology 2007;133:1660–9.

136. Mizutani A, Koinuma D, Tsutsumi S, Kamimura N, Morikawa M,
Suzuki HI, et al. Cell type-specific target selection by combinatorial
binding of Smad2/3 proteins and hepatocyte nuclear factor 4α in
HepG2 cells. J Biol Chem 2011;286:29848–60.

137. Yang L, Roh YS, Song JY, Zhang B, Liu C, Loomba R, et al.
Transforming growth factor beta signaling in hepatocytes participates
in steatohepatitis through regulation of cell death and lipid metabo-
lism in mice. Hepatology 2014;59:483–95.

138. Chia SM, Lin PC, Yu H. TGF-β1 regulation in hepatocyte-NIH3T3
co-culture is important for the enhanced hepatocyte function in 3D
microenvironment. Biotechnol Bioeng 2005;89:565–73.

139. Friedbichler K, Themanns M, Mueller KM, Schlederer M, Kornfeld
JW, Terracciano LM, et al. Growth-hormone–induced signal trans-
ducer and activator of transcription 5 signaling causes gigantism,
inflammation, and premature death but protects mice from aggressive
liver cancer. Hepatology 2012;55:941–52.

140. Eicher EM, Beamer WG. Inherited ateliotic dwarfism in mice.
Characteristics of the mutation, little, on chromosome 6. J Hered
1976;67:87–91.

141. Hahn TM, Copeland KC, Woo SL. Phenotypic correction of
dwarfism by constitutive expression of growth hormone. Endocrinol-
ogy 1996;137:4988–93.

142. Noshiro M, Negishi M. Pretranslational regulation of sex-dependent
testosterone hydroxylases by growth hormone in mouse liver. J Biol
Chem 1986;261:15923–7.

143. Morgan ET, MacGeoch C, Gustafsson JA. Hormonal and develop-
mental regulation of expression of the hepatic microsomal steroid 16
alpha-hydroxylase cytochrome P-450 apoprotein in the rat. J Biol
Chem 1985;260:11895–8.

144. Sharma MC, Agrawal AK, Sharma MR, Shapiro BH. Interactions of
gender, growth hormone, and phenobarbital induction on murine
Cyp2b expression. Biochem Pharmacol 1998;56:1251–8.

145. Cheng XG, Buckley D, Klaassen CD. Regulation of hepatic bile acid trans-
porters Ntcp and Bsep expression. Biochem Pharmacol 2007;74:1665–76.

146. Cheng XG, Maher J, Lu H, Klaassen CD. Endocrine regulation of
gender-divergent mouse organic anion-transporting polypeptide
(Oatp) expression. Mol Pharmacol 2006;70:1291–7.

147. Baik M, Yu JH, Hennighausen L. Growth hormone-STAT5 regula-
tion of growth, hepatocellular carcinoma, and liver metabolism. Ann
NY Acad Sci 2011;1229:29–37.

148. Koschmieder S, Mughal TI, Hasselbalch HC, Barosi G, Valent P,
Kiladjian JJ, et al. Myeloproliferative neoplasms and inflammation:
whether to target the malignant clone or the inflammatory process or
both. Leukemia 2016;30:1018–24.

149. Park SH, Wiwi CA, Waxman DJ. Signalling cross-talk between
hepatocyte nuclear factor 4α and growth-hormone-activated STAT5b.
Biochem J 2006;397:159–68.

150. Holloway MG, Laz EV, Waxman DJ. Codependence of growth
hormone-responsive, sexually dimorphic hepatic gene expression on
signal transducer and activator of transcription 5b and hepatic nuclear
factor 4α. Mol Endocrinol 2006;20:647–60.

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref111
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref111
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref112
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref112
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref112
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref113
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref113
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref113
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref114
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref114
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref114
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref114
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref115
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref115
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref116
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref116
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref116
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref117
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref117
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref117
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref118
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref118
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref118
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref119
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref119
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref119
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref120
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref120
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref120
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref121
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref121
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref121
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref121
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref122
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref122
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref122
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref122
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref123
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref123
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref123
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref124
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref124
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref124
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref124
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref124
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref125
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref125
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref125
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref125
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref126
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref126
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref126
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref127
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref128
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref128
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref128
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref128
http://dx.doi.org/10.1111/febs.13665
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref130
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref130
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref131
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref131
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref131
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref131
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref132
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref132
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref132
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref133
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref133
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref133
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref133
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref133
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref134
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref134
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref134
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref135
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref135
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref135
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref136
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref136
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref136
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref136
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref137
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref137
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref137
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref137
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref138
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref138
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref138
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref139
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref139
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref139
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref139
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref139
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref140
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref140
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref140
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref141
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref141
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref141
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref142
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref142
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref142
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref143
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref143
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref143
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref143
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref144
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref144
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref144
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref145
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref145
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref146
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref146
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref146
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref147
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref147
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref147
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref148
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref148
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref148
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref148
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref149
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref149
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref149
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref150
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref150
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref150
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref150


HNF4α in drug and lipid metabolism 407
151. Rabkin R, Sun DF, Chen Y, Tan J, Schaefer F. Growth hormone
resistance in uremia, a role for impaired JAK/STAT signaling.
Pediatr Nephrol 2005;20:313–8.

152. Schaefer F, Chen Y, Tsao T, Nouri P, Rabkin R. Impaired JAK-
STAT signal transduction contributes to growth hormone resistance
in chronic uremia. J Clin Investig 2001;108:467–75.

153. Velenosi TJ, Feere DA, Sohi G, Hardy DB, Urquhart BL. Decreased
nuclear receptor activity and epigenetic modulation associates with
down-regulation of hepatic drug-metabolizing enzymes in chronic
kidney disease. FASEB J 2014;28:5388–97.

154. Dreisbach AW, Lertora JJ. The effect of chronic renal failure on drug
metabolism and transport. Expert Opin Drug Metab Toxicol
2008;4:1065–74.

155. Reiss AB, Voloshyna I, De Leon J, Miyawaki N, Mattana J.
Cholesterol metabolism in CKD. Am J Kidney Dis 2015;66:1071–82.

156. Engblom D, Kornfeld JW, Schwake L, Tronche F, Reimann A, Beug
H, et al. Direct glucocorticoid receptor–Stat5 interaction in hepato-
cytes controls body size and maturation-related gene expression.
Genes Dev 2007;21:1157–62.

157. Tronche F, Opherk C, Moriggl R, Kellendonk C, Reimann A, Schwake
L, et al. Glucocorticoid receptor function in hepatocytes is essential to
promote postnatal body growth. Genes Dev 2004;18:492–7.

158. Mueller KM, Kornfeld JW, Friedbichler K, Blaas L, Egger G,
Esterbauer H, et al. Impairment of hepatic growth hormone and
glucocorticoid receptor signaling causes steatosis and hepatocellular
carcinoma in mice. Hepatology 2011;54:1398–409.

159. Bailly A, Briançon N, Weiss MC. Characterization of glucocorticoid
receptor and hepatocyte nuclear factor 4α (HNF4α) binding to the
hnf4α gene in the liver. Biochimie 2009;91:1095–103.

160. Stafford JM, Wilkinson JC, Beechem JM, Granner DK. Accessory
factors facilitate the binding of glucocorticoid receptor to the
phosphoenolpyruvate carboxykinase gene promoter. J Biol Chem
2001;276:39885–91.

161. Onica T, Nichols K, Larin M, Ng L, Maslen A, Dvorak Z, et al.
Dexamethasone-mediated up-regulation of human CYP2A6 involves
the glucocorticoid receptor and increased binding of hepatic nuclear
factor 4α to the proximal promoter. Mol Pharmacol 2008;73:451–60.

162. Rulcova A, Krausova L, Smutny T, Vrzal R, Dvorak Z, Jover R, et al.
Glucocorticoid receptor regulates organic cation transporter 1 (OCT1,
SLC22A1) expression via HNF4α upregulation in primary human
hepatocytes. Pharmacol Rep 2013;65:1322–35.

163. Xie XF, Liao HL, Dang HX, Pang W, Guan YF, Wang X, et al.
Down-regulation of hepatic HNF4α gene expression during hyper-
insulinemia via SREBPs. Mol Endocrinol 2009;23:434–43.

164. Yamamoto T, Shimano H, Nakagawa Y, Ide T, Yahagi N, Matsuzaka
T, et al. SREBP-1 interacts with hepatocyte nuclear factor-4α and
interferes with PGC-1 recruitment to suppress hepatic gluconeogenic
genes. J Biol Chem 2004;279:12027–35.

165. Hirota K, Daitoku H, Matsuzaki H, Araya N, Yamagata K, Asada S,
et al. Hepatocyte nuclear factor-4 is a novel downstream target of
insulin via FKHR as a signal-regulated transcriptional inhibitor. J
Biol Chem 2003;278:13056–60.

166. Simó R, Barbosa-Desongles A, Hernandez C, Selva DM. IL1β down-
regulation of sex hormone-binding globulin production by decreasing
HNF-4α via MEK-1/2 and JNK MAPK pathways. Mol Endocrinol
2012;26:1917–27.

167. Mogilenko DA, Dizhe EB, Shavva VS, Lapikov IA, Orlov SV,
Perevozchikov AP. Role of the nuclear receptors HNF4α, PPARα,
and LXRs in the TNFα-mediated inhibition of human apolipoprotein
A-I gene expression in HepG2 cells. Biochemistry 2009;48:11950–60.

168. Nikolaidou-Neokosmidou V, Zannis VI, Kardassis D. Inhibition of
hepatocyte nuclear factor 4 transcriptional activity by the nuclear
factor κB pathway. Biochem J 2006;398:439–50.

169. Hatziapostolou M, Polytarchou C, Aggelidou E, Drakaki A, Poultsides
GA, Jaeger SA, et al. An HNF4α-miRNA inflammatory feedback
circuit regulates hepatocellular oncogenesis. Cell 2011;147:1233–47.
170. Liu HM, Lou GY, Li CY, Wang XD, Cederbaum AI, Gan LX, et al.
HBx inhibits CYP2E1 gene expression via downregulating HNF4α in
human hepatoma cells. PLoS One 2014;9:e107913.

171. Wu Q, Liu HO, Liu YD, Liu WS, Pan D, Zhang WJ, et al. Decreased
expression of hepatocyte nuclear factor 4α (Hnf4α)/microRNA-122
(miR-122) axis in hepatitis B virus-associated hepatocellular carci-
noma enhances potential oncogenic GALNT10 protein activity. J
Biol Chem 2015;290:1170–85.

172. Li XL, Jiang HF, Qu LB, Yao WX, Cai H, Chen L, et al. Hepatocyte
nuclear factor 4α and downstream secreted phospholipase A2 GXIIB
regulate production of infectious hepatitis C virus. J Virol
2014;88:612–27.

173. Qadri I, Iwahashi M, Kullak-Ublick GA, Simon FR. Hepatocyte
nuclear factor (HNF) 1 and HNF4 mediate hepatic multidrug
resistance protein 2 up-regulation during hepatitis C virus gene
expression. Mol Pharmacol 2006;70:627–36.

174. Wang Z, Ceniccola K, Florea L, Wang BD, Lee NH, Kumar A. Viral
non-coding RNA inhibits HNF4α expression in HCV associated
hepatocellular carcinoma. Infect Agent Cancer 2015;10:19.

175. Zhao J, Tang N, Wu KM, Dai WP, Ye CH, Shi J, et al. MiR-21
simultaneously regulates ERK1 signaling in HSC activation and
hepatocyte EMT in hepatic fibrosis. PLoS One 2014;9:e108005.

176. McDaniel K, Herrera L, Zhou TH, Francis H, Han YY, Levine P,
et al. The functional role of microRNAs in alcoholic liver injury. J
Cell Mol Med 2014;18:197–207.

177. Ning BF, Ding J, Liu J, Yin C, Xu WP, Cong WM, et al. Hepatocyte
nuclear factor 4α–nuclear factor-κB feedback circuit modulates liver
cancer progression. Hepatology 2014;60:1607–19.

178. Yang YM, Lee WH, Lee CG, An J, Kim ES, Kim SH, et al. Gα12 gep
oncogene deregulation of p53-responsive microRNAs promotes
epithelial-mesenchymal transition of hepatocellular carcinoma. Onco-
gene 2015;34:2910–21.

179. Yang YM, Lee CG, Koo JH, Kim TH, Lee JM, An J, et al. Gα12
overexpressed in hepatocellular carcinoma reduces microRNA-122
expression via HNF4α inactivation, which causes c-Met induction.
Oncotarget 2015;6:19055–69.

180. Wortham M, Czerwinski M, He L, Parkinson A, Wan YJ. Expression
of constitutive androstane receptor, hepatic nuclear factor 4α, and
P450 oxidoreductase genes determines interindividual variability in
basal expression and activity of a broad scope of xenobiotic
metabolism genes in the human liver. Drug Metab Dispos
2007;35:1700–10.

181. Kamiyama Y, Matsubara T, Yoshinari K, Nagata K, Kamimura H,
Yamazoe Y. Role of human hepatocyte nuclear factor 4α in the
expression of drug-metabolizing enzymes and transporters in human
hepatocytes assessed by use of small interfering RNA. Drug Metab
Pharmacokinet 2007;22:287–98.

182. Gonzalez FJ. The 2006 bernard B. Brodie Award lecture. CYP2E1.
Drug Metab Dispos 2007;35:1–8.

183. Alnouti Y. Bile acid sulfation: a pathway of bile acid elimination and
detoxification. Toxicol Sci 2009;108:225–46.

184. James MO, Ambadapadi S. Interactions of cytosolic sulfotransferases
with xenobiotics. Drug Metab Rev 2013;45:401–14.

185. Fang HL, Strom SC, Ellis E, Duanmu Z, Fu JQ, Duniec-Dmuchowski
Z, et al. Positive and negative regulation of human hepatic hydro-
xysteroid sulfotransferase (SULT2A1) gene transcription by rifampi-
cin: roles of hepatocyte nuclear factor 4α and pregnane X receptor. J
Pharmacol Exp Ther 2007;323:586–98.

186. Duanmu Z, Weckle A, Koukouritaki SB, Hines RN, Falany JL,
Falany CN, et al. Developmental expression of aryl, estrogen, and
hydroxysteroid sulfotransferases in pre- and postnatal human liver. J
Pharmacol Exp Ther 2006;316:1310–7.

187. Alnouti Y, Klaassen CD. Mechanisms of gender-specific regulation
of mouse sulfotransferases (Sults). Xenobiotica 2011;41:187–97.

188. Bathena SPR, Mukherjee S, Olivera M, Alnouti Y. The profile of bile
acids and their sulfate metabolites in human urine and serum. J
Chromatogr B 2013;942-943:53–62.

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref151
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref151
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref151
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref152
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref152
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref152
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref153
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref153
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref153
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref153
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref154
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref154
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref154
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref155
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref155
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref156
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref156
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref156
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref156
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref157
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref157
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref157
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref158
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref158
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref158
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref158
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref159
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref159
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref159
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref160
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref160
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref160
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref160
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref161
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref161
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref161
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref161
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref162
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref162
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref162
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref162
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref163
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref163
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref163
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref164
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref164
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref164
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref164
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref165
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref165
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref165
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref165
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref166
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref166
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref166
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref166
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref167
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref167
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref167
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref167
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref168
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref168
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref168
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref169
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref169
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref169
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref170
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref170
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref170
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref171
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref171
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref171
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref171
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref171
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref172
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref172
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref172
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref172
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref172
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref173
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref173
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref173
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref173
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref174
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref174
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref174
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref175
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref175
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref175
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref176
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref176
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref176
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref177
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref177
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref177
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref178
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref178
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref178
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref178
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref178
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref179
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref179
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref179
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref179
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref180
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref181
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref181
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref181
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref181
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref181
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref182
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref182
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref183
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref183
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref184
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref184
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref185
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref185
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref185
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref185
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref185
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref186
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref186
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref186
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref186
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref187
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref187
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref188
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref188
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref188


Hong Lu408
189. Huang JG, Bathena SP, Csanaky IL, Alnouti Y. Simultaneous
characterization of bile acids and their sulfate metabolites in mouse
liver, plasma, bile, and urine using LC–MS/MS. J Pharm Biomed
Anal 2011;55:1111–9.

190. Longo M, Crosignani A, Podda M. Hyperlipidemia in chronic
cholestatic liver disease. Curr Treat Options Gastroenterol
2001;4:111–4.

191. Yin LY, Ma HY, Ge XM, Edwards PA, Zhang YQ. Hepatic
hepatocyte nuclear factor 4α is essential for maintaining triglyceride
and cholesterol homeostasis. Arterioscler Thromb Vasc Biol
2011;31:328–36.

192. Bulla GA, Givens E, Brown S, Oladiran B, Kraus D. A common
regulatory locus affects both HNF4/HNF1α pathway activation and
sensitivity to LPS-mediated apoptosis in rat hepatoma cells. J Cell Sci
2001;114:1205–12.

193. Cattin AL, Le Beyec J, Barreau F, Saint-Just S, Houllier A, Gonzalez
FJ, et al. Hepatocyte nuclear factor 4α, a key factor for homeostasis,
cell architecture, and barrier function of the adult intestinal epithe-
lium. Mol Cell Biol 2009;29:6294–308.

194. Ahn SH, Shah YM, Inoue J, Morimura K, Kim I, Yim S, et al.
Hepatocyte nuclear factor 4α in the intestinal epithelial cells protects
against inflammatory bowel disease. Inflamm Bowel Dis
2008;14:908–20.

195. Barson JR, Karatayev O, Chang GQ, Johnson DF, Bocarsly ME,
Hoebel BG, et al. Positive relationship between dietary fat, ethanol
intake, triglycerides, and hypothalamic peptides: counteraction by
lipid-lowering drugs. Alcohol 2009;43:433–41.

196. Klop B, do Rego AT, Cabezas MC. Alcohol and plasma triglycerides.
Curr Opin Lipidol 2013;24:321–6.

197. Bertola A, Mathews S, Ki SH, Wang H, Gao B. Mouse model of
chronic and binge ethanol feeding (the NIAAA model). Nat Protoc
2013;8:627–37.

198. Cai DS, Yuan MS, Frantz DF, Melendez PA, Hansen L, Lee J, et al.
Local and systemic insulin resistance resulting from hepatic activa-
tion of IKK-β and NF-κB. Nat Med 2005;11:183–90.

199. Wieser V, Adolph TE, Enrich B, Kuliopulos A, Kaser A, Tilg H,
et al. Reversal of murine alcoholic steatohepatitis by pepducin-based
functional blockade of interleukin-8 receptors. Gut 2016. Available
from: http://dx.doi.org/10.1136/gutjnl-2015-310344.

200. Battle MA, Konopka G, Parviz F, Gaggl AL, Yang CH, Sladek FM,
et al. Hepatocyte nuclear factor 4α orchestrates expression of cell
adhesion proteins during the epithelial transformation of the devel-
oping liver. Proc Natl Acad Sci U S A 2006;103:8419–24.

201. Parviz F, Matullo C, Garrison WD, Savatski L, Adamson JW, Ning G,
et al. Hepatocyte nuclear factor 4α controls the development of a
hepatic epithelium and liver morphogenesis. Nat Genet 2003;34:292–6.
202. Saghir SA, Khan SA, McCoy AT. Ontogeny of mammalian
metabolizing enzymes in humans and animals used in toxicological
studies. Crit Rev Toxicol 2012;42:323–57.

203. Lu H, Gunewardena S, Cui JY, Yoo B, Zhong XB, Klaassen CD.
RNA-sequencing quantification of hepatic ontogeny and tissue
distribution of mRNAs of phase II enzymes in mice. Drug Metab
Dispos 2013;41:844–57.

204. Herrera E, Amusquivar E. Lipid metabolism in the fetus and the
newborn. Diabetes Metab Res Rev 2000;16:202–10.

205. Renaud HJ, Cui YJ, Lu H, Zhong XB, Klaassen CD. Ontogeny of
hepatic energy metabolism genes in mice as revealed by RNA-
sequencing. PLoS One 2014;9:e104560.

206. Li L, Oropeza CE, Sainz Jr B, Uprichard SL, Gonzalez FJ,
McLachlan A. Developmental regulation of hepatitis B virus bio-
synthesis by hepatocyte nuclear factor 4α. PLoS One 2009;4:e5489.

207. Lindner T, Gragnoli C, Furuta H, Cockburn BN, Petzold C, Rietzsch
H, et al. Hepatic function in a family with a nonsense mutation
(R154X) in the hepatocyte nuclear factor-4α/MODY1 gene. J Clin
Investig 1997;100:1400–5.

208. Iwasaki N, Ogata M, Tomonaga O, Kuroki H, Kasahara T, Yano N,
et al. Liver and kidney function in Japanese patients with maturity-
onset diabetes of the young. Diabetes Care 1998;21:2144–8.

209. Zhu Q, Yamagata K, Miura A, Shihara N, Horikawa Y, Takeda J,
et al. T130I mutation in HNF-4α gene is a loss-of-function mutation
in hepatocytes and is associated with late-onset Type 2 diabetes
mellitus in Japanese subjects. Diabetologia 2003;46:567–73.

210. Shih DQ, Dansky HM, Fleisher M, Assmann G, Fajans SS, Stoffel
M. Genotype/phenotype relationships in HNF-4α/MODY1: haploin-
sufficiency is associated with reduced apolipoprotein(AII), apolipo-
protein(CIII), lipoprotein(a), and triglyceride levels. Diabetes
2000;49:832–7.

211. Pramfalk C, Karlsson E, Groop L, Rudel LL, Angelin B, Eriksson M,
et al. Control of ACAT2 liver expression by HNF4α: lesson from
MODY1 patients. Arterioscler Thromb Vasc Biol 2009;29:1235–41.

212. Laine B, Eeckhoute J, Suaud L, Briche I, Furuta H, Bell GI, et al.
Functional properties of the R154X HNF-4α protein generated by a
mutation associated with maturity-onset diabetes of the young, type
1. FEBS Lett 2000;479:41–5.

213. Stoffel M, Duncan SA. The maturity-onset diabetes of the young
(MODY1) transcription factor HNF4α regulates expression of genes
required for glucose transport and metabolism. Proc Natl Acad Sci
U S A 1997;94:13209–14.

214. Ogata M, Awaji T, Iwasaki N, Fujimaki R, Takizawa M, Maruyama
K, et al. Localization of hepatocyte nuclear factor-4α in the nucleolus
and nucleus is regulated by its C-terminus. J Diabetes Investig
2012;3:449–56.

http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref189
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref189
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref189
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref189
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref190
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref190
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref190
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref191
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref191
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref191
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref191
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref192
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref192
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref192
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref192
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref193
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref193
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref193
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref193
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref194
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref194
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref194
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref194
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref195
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref195
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref195
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref195
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref196
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref196
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref197
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref197
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref197
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref198
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref198
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref198
http://dx.doi.org/10.1136/gutjnl-2015-310344
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref200
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref200
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref200
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref200
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref201
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref201
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref201
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref202
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref202
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref202
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref203
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref203
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref203
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref203
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref204
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref204
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref205
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref205
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref205
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref206
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref206
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref206
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref207
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref207
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref207
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref207
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref208
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref208
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref208
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref209
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref209
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref209
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref209
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref210
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref210
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref210
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref210
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref210
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref211
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref211
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref211
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref212
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref212
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref212
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref212
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref213
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref213
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref213
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref213
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref214
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref214
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref214
http://refhub.elsevier.com/S2211-3835(16)30125-3/sbref214

	Crosstalk of HNF4α with extracellular and intracellular signaling pathways in the regulation of hepatic metabolism of...
	Introduction
	Overview of key biological functions of hepatocyte nuclear factor 4α (HNF4α)
	HNF4α isoforms
	Regulation of gene expression by HNF4α

	Factors modulating HNF4α activity
	Modulation of the transcriptional activity of HNF4α by fatty acids
	Post-translational modifications of HNF4α
	Methylation
	Acetylation
	Phosphorylation

	Interaction with co-activators
	Physical interaction with co-repressors
	Interaction with Hes family bHLH transcription factor 6 (Hes6)
	Interaction with small heterodimer partner (SHP)

	Crosstalk with nuclear receptors
	Crosstalk with FXR
	Crosstalk with PPARα
	Crosstalk with PXR and CAR
	Crosstalk with estrogen receptor α (ERα)

	Physical interaction with other transcription factors
	Interactions with chicken ovalbumin upstream promoter transcription factors (COUP-TFs)
	Interactions with specificity protein 1 (SP1), c-Myc, and cyclin D1 (CCND1)
	Interaction with p53
	Interaction with β-catenin in “metabolic zonation”
	Interaction with thyroid hormone-responsive Kruppel-like factor 9 (KLF9)
	Interaction with transforming growth factor-beta (TGF-β) and SMAD
	Interaction with growth hormone (GH) and the JAK2/STAT5 pathway
	Interaction with glucocorticoids and glucocorticoid receptor (GR)
	Interaction with insulin-responsive transcription factors


	Factors modulating HNF4α expression
	Down-regulation by inflammation/infection and metabolic stresses
	Inhibition of protein expression of HNF4α by microRNAs
	Post-translational regulation by G protein Gα12

	Knowledge gaps in understanding the role of HNF4α in regulation of hepatic gene expression and pathophysiology
	Differential role of HNF4α in regulation of DPGs in mice and humans
	Knowledge gap regarding the role of HNF4α in regulation of lipid metabolism, inflammation, and cell death
	Knowledge gap in developmental-stage-specific effects of HNF4α deficiency on liver transcriptome and pathophysiology
	Knowledge gap in differential effects of HNF4α mutations on plasma lipid profiles in humans

	Conclusions and future perspectives
	Acknowledgments
	References




