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Ramachandran plots of envelope glycoprotein GP2 from Ebola virus

Sora Yasri'", Viroj Wiwanitkit’
'KMT Primary Care Center, Bangkok, Thailand
’Hainan Medical University, China

To the editor,

Dear editor, the study of the protein of any new emerging
pathogen is an important step in finding of new drugs. For the
present emerging Ebola virus 2014 infection, there are only
a few information on its protein. An important basic study
on any protein is to find the Ramachandran plot. Basically,
Ramachandran plot is a basic plotting to represent the aspect
of potential energy surface, which was examined as a function
of the ¢/y dihedrall1-3]. The plot can be further referenced for
structural and pharmacophoric features(l]. Here, the authors
studied the envelope glycoprotein GP2 from Ebola virus
(crystal structure number 2EBO) and perform plotting for
Ramachandran plots. The online investigation tool proposed
by Jamie Al-Nasir (http://personal.rhul.ac.uk) was used
for manipulation and plotting of the Ramachandran plot.
According to the analysis, the finalized Ramachandran plot is
shown in Figure 1. From the plot, it can be seen that there are
few portions within the plot that is well contoured representing
the stable and conformed protein structure. This means that the
molecule of envelope glycoprotein GP2 from Ebola virus has
many portions that are labile protein part indicating risk for
variation, mutating or deformity. Of interest, the stable part of
the envelope glycoprotein GP2 from Ebola virus is previously
mentioned for its similarity to the envelope glycoproteinS of
HIV and influenzal4]. The stable portion is also mentioned to

the infectivity and cell invasion process of the virus[4l.

Figure 1. Ramachandran p.lots of envelope glycoprotein GP2 from Ebola
virus.

Conflict of interest statement

We declare that we have no conflict of interest.

References

[1] Carrascoza F, Zaric S, Silaghi-Dumitrescu R. Computational study of
protein secondary structure elements: Ramachandran plots revisited.
J Mol Graph Model 2014; 50: 125-133.

[2] Bertini I, Cavallaro G, Luchinat C, Poli I. A use of Ramachandran
potentials in protein solution structure determinations. J Biomol NMR
2003; 26(4): 355-366.

[3] Carugo O, Djinovi -Carugo K. A proteomic Ramachandran plot
(PRplot). Amino Acids 2013; 44(2): 781-790.

[4] Malashkevich VN, Schneider BJ, McNally ML, Milhollen MA, Pang
JX, Kim PS. Core structure of the envelope glycoprotein GP2 from
Ebola virus at 1.9-A resolution. Proc Natl Acad Sci U S A 1999,
96(6): 2662-2667.

*Corresponding author: SoraYasri, KMT Primary Care Center, Bangkok,
Thailand.
E-mail: sorayasri @outlook.co.th

Article history:

Received 9 Sep 2014
Accepted 20 Sep 2014
Available online 13 Oct 2014


https://core.ac.uk/display/82491866?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1

	Ramachandran plots of envelope glycoprotein GP2 from Ebola virus
	Conflict of interest statement
	References


