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Proteomics Pioneer Award 2013: Professor Amos Bairoch, University 
of Geneva, Switzerland�

Amos Bairoch, born 22 
November 1957, is a pioneer 
scientist in bioinformatics 
applied to protein sequence 
analysis and curation. 

He is currently professor of 
Bioinformatics and chairman of 
the Department of Human Protein 
Sciences at the Faculty of Medicine 
of the University of Geneva. He is 
also group leader at the SIB, Swiss 
Institute of Bioinformatics. His 
current group, called CALIPHO 
(Computer Analysis and Laboratory 
Investigation of Proteins of Human 

Origin), combines bioinformatics and experimental efforts to 
functionally characterize human proteins.

Amos Bairoch has always been fascinated by computer 
science, genetics and biochemistry. His fi rst project, as a PhD 
student, was the development of PC/Gene, a MS-DOS based 
software package for the analysis of protein and nucleotide 
sequences. While working on this project, he realized that 
there was no single resource for protein sequences, and 
started to develop the fi rst annotated protein sequence 
database, which became Swiss-Prot and was fi rst released in 
July 1986. In 1988, he created PROSITE, a database of protein 
families and domains, and a little later ENZYME, an enzyme 
nomenclature database. 

Amos Bairoch led the Swiss-Prot group from its creation in 
1988 until 2009. During this period, Swiss-Prot became the 
primary protein sequence resource in the world and has 
been a key research instrument for both bioinformaticians 
and laboratory-based scientists, particularly in the fi eld of 
proteomics. He has collaborated with the Data Library group 

of the European Molecular Biology Laboratory (which later 
evolved into the European Bioinformatics Institute) from the 
very beginning of Swiss-Prot development, and, more recently 
with the US-based Protein Information Resource database. 
In 2002, Swiss-Prot joined the UniProt consortium to create 
UniProtKB, the world’s most comprehensive catalogue of 
information on proteins. 

In 1993, in collaboration with Ron Appel, he launched ExPASy, 
the fi rst life science WWW server. This prototype grew rapidly 
into a major site that provides access to the many databases 
produced partially or completely in Switzerland, as well as 
many tools for protein analysis.

In 1998, he co-founded the SIB Swiss Institute of 
Bioinformatics, which is a federation of academic research, 
service and infrastructure groups that coordinates and 
unites the activities and knowledge developed in the fi eld of 
bioinformatics in Switzerland. 

Since 2009, Amos Bairoch’s group is developing neXtProt, a 
knowledgebase specifi cally dedicated to human proteins. 
neXtProt has been chosen as the reference protein database 
for the HUPO Human Proteome Projects.

For his major contributions in the fi eld of proteomic databases, 
Amos Bairoch received the Friedrich Miescher Award from 
the Swiss Society of Biochemistry in 1993, the Helmut Horten 
Foundation Incentive Award in 1995, the Pehr Edman award 
and the European Latsis Prize in 2004, the Otto Naegeli prize 
in 2010, and the HUPO Distinguished Achievement Award in 
Proteomic Sciences in 2011.
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