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In preparing the article above, we inadvertently assigned the coordinates for elF3f to its homolog elF3h and vice versa within the
mammalian elF3 model during PDB database deposition. This error led to improper positioning of these subunits in Figures 3E,
7F, and S2B. We present below revised panels for Figures 3 and 7 with the correct assignment for elF3f and elF3h. These figures,
along with Figure S2, have been corrected online. The deposited PDB files have also been corrected and updated. In addition,
we have added the missing legend for Figure S2B online. We apologize for any confusion that these errors may have caused.
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Figure 3. Docking of elF3a/elF3c in the PCIeMPN Core Density of Mammalian 43S and 43SeIRES EM Maps
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Figure 7. Placement and Interactions of elF3 Components on 40S
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During the final revision process, we inadvertently removed a key reference to prior work linking ATRX to macroH2A. On page 871,
the sentence “ATRX caught our attention, as it was shown to be enriched on the Xi by immunofluorescence (Baumann and De La
Fuente, 2009) and has an ATPase and helicase domain (Clynes et al., 2013; Ratnakumar and Bernstein, 2013)” should have cited
the paper by Ratnakumar et al. (2012). The text and reference list have been corrected online.
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