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High concentration of glucose causes impairment of the function of the
glutathione redox cycle in human vascular smooth muscle cells
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Abstract We demonstrated that high glucose reduced H,O-
scavenge activity in human vascular smooth muscle cells. In the
cells exposed to high glucose, the intracellular glutathione
content decreased, although the NADPH content was un-
changed. The rate of uptake of cystine, which is a rate-limiting
precursor of the glutathione synthesis, decreased in the high
glucose group compared with the control group. These decreases
were shown to be dependent on glucose concentration. It was
suggested that high glucose causes impairment of the function of
the glutathione redox cycle in human vascular smooth muscle
cells, resulting in reduced H>O, scavenge activity.
© 1998 Federation of European Biochemical Societies.
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1. Introduction

Reactive oxygen species are always generated in the process
of energy metabolism and biophylaxis [1,2]. Although there
are defense systems against reactive oxygen species inside
cells, when the free radicals generated exceed the capability
of the defense systems, excessive harmful molecules can locally
induce cell or tissue damage [3]. Since reactive oxygen species
are emitted by leukocytes, such as macrophages and neutro-
phils, vascular cells are particularly susceptible to oxidative
stress [4]. Increased production and reduced degradation of
reactive oxygen species have been reported in diabetes mellitus
[5]. It has been proposed that such increased oxidative stress
causes cellular injury and results in diabetic complications
[6,7]. H2 O is eliminated by catalase and the glutathione redox
cycle. The glutathione redox cycle plays a major role in scav-
enging H,O, under physiological conditions. It consists of
glutathione, glutathione peroxidase (GPX), glutathione reduc-
tase (GR) and NADPH [8,9]. Thus, any decrease or dysfunc-
tion in these components may cause impairment of the deg-
radation activity of HsO,. In the present study, we
investigated the glutathione redox cycle in human vascular
smooth muscle cells exposed to high concentrations of glucose
in culture.

2. Materials and methods

2.1. Cell culture
Human aortic vascular smooth muscle cells were purchased from
Kurabo Co. (Osaka, Japan). Cells were cultured in a HuMedia-SG2
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(Kurabo Co., Osaka, Japan) medium with 5% fetal calf serum, human
epithelium growth factor (0.5 ng/ml), human fibroblast growth factor
(2 ng/ml), insulin (5 pg/ml), gentamycin (50 ug/ml), and amphotericin
B (50 ng/ml) in an atmosphere of 95% air and 5% CO; at 37°C as
previously described [12]. This medium contained L-cysteine HCI-H,O
(110 uM) and r-glutamic acid (72 uM). Media were changed twice
weekly. Cells from the 8th to the 10th passage were used in the
present experiment.

2.2. Measurement of degradation of H,0,

Confluent vascular smooth muscle cells in 12-well plates were cul-
tured in media containing 5.5 mM glucose, 11 mM glucose, 27.5 mM
glucose, and 5.5 mM glucose plus 22 mM mannitol for 7 days. In
order to measure glutathione redox cycle-dependent HyO, degrada-
tion, cells were preincubated for 6 h in media containing 10 mM 3-
amino-1,2,4-triazole, a catalase inhibitor. Then culture media were
changed to Dulbecco’s PBS containing 20 pM H50O-, and cells were
further incubated for 1 h at 37°C. Dulbecco’s PBS contains 137 mM
NacCl, 3 mM KCl, 0.01% CaCl, 0.01% MgCl,-6H50, 0.1% glucose, 1.5
mM KH,PO,, and 8 mM Na,HPO,. HyO, was measured by the
method by Root et al. [13] with slight modifications. Briefly, 1 ml
of the PBS containing HyO, was incubated in the presence of 2.0
UM scopoletin and 12.0 nM horseradish peroxidase at 37°C for
5 min. The decrease in fluorescence intensity of scopoletin by perox-
idase reaction with H,O, was measured at an excitation wave length
of 366 nm and emission wave length of 460 nm.

2.3. Measurement of the NADPH

Confluent vascular smooth muscle cells in a dish 35 mm in diameter
were cultured in media containing 5.5 mM glucose (NG) or 27.5 mM
glucose (HG) for 7 days and then incubated in the presence or ab-
sence of 200 uM H5O, for 1 h. The cells were disrupted by sonication
in 500 pl of extraction buffer (3 mM potassium phosphate buffer
containing 70% ethanol at pH 8.5) and then centrifuged at
15000 g for 5 min. A 100 ul aliquot of the supernatant was sub-
jected to high-performance liquid chromatography (HPLC). HPLC
was performed using a Toso DEAE-5pw anion exchange column
equilibrated with 318 mM potassium phosphate buffer containing
3% ethanol and 7% methanol at pH 7.4 [14]. The cell extract was
eluted by the same buffer at a flow rate of 1 ml/min. The fluorescence
intensity of the effluent was detected by a fluorescence spectropho-
tometer (F2000, Hitachi, Japan) with excitation at 340 nm and emis-
sion at 450 nm. The retention times of NADH and NADPH were 190
s and 520 s, respectively.

2.4. Determination of intracellular GSH

Cells in a dish 35 mm in diameter were rinsed three times in PBS,
and glutathione was extracted with 1.2 ml of 5% trichloroacetic acid.
The acid extract was treated four times with 2 ml of 0.01 N HCI-
saturated diethyl ether to remove trichloroacetic acid. The resulting
solution was used for the assay of glutathione. Glutathione was meas-
ured enzymatically by the method of Tietze [15]. This method meas-
ures total glutathione, the reduced form (GSH) and the oxidized form
(GSSG), but in the present experiment almost all glutathione in
smooth muscle cells existed as GSH.

2.5. Determination of GSH efflux
Cells in a dish 35 mm in diameter were quickly washed twice with
PBS, and then incubated with 1.2 ml of PBS at 37°C for 10 min. The
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Table 1
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Effects of glucose concentration on intracellular NADPH content and GSH efflux in cultured human aortic smooth muscle cells

NADPH content (mol/mg protein)

GSH efflux rate

H>0, (—) H>0, (+) (mol/10 min/mg protein) % of the initial cellular GSH effluxed in 10 min
NG group 0.266 +0.004 0.249+0.011 13.1£1.8 43.6+0.8
HG group 0.243£0.001 0.249£0.011 10.8+1.1 44.5+0.8

Cells were cultured for 7 days in 5.5 mM glucose (NG) or 27.5 mM glucose (HG).

The data are expressed as mean + S.E.M. (n=4).

PBS was then removed and the GSH in cells and in PBS was meas-
ured [15].

2.6. Determination of cystine uptake

The initial rate of uptake of cystine was measured as described
previously [16]. Cells in a dish 35 mm in diameter were rinsed three
times in PBS. The cells were then incubated in 0.5 ml of warm uptake
medium for 2 min at 37°C. The uptake medium contained 0.05 mM t-
cystine and 0.4 pCi/ml “C-labeled cystine (New England Nuclear,
Boston, MA, USA) in the PBS used in rinsing the cells. Uptake
was terminated by rapidly rinsing the dish three times in 1.5 ml of
ice-cold PBS which did not contain CaCl,, MgCl,, or glucose. Then,
0.5 ml of 0.5 N NaOH was added to each dish to dissolve the cells. Of
the solution, 0.1 ml was used for the assay of protein [17], and 0.2 ml
was used for determining radioactivity.

2.7. Statistical analysis

The values obtained from the experiments were indicated using
mean* S.E.M. Student’s t-test was used for the determination of
the significance of the difference between the two groups, and Fisher’s
Protected Least Significant Difference method was used to compare
differences among more than four groups. Differences with a proba-
bility of 5% (P <0.05) or less were considered to be statistically sig-
nificant.
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Fig. 1. Effects of glucose concentrations on degradation activity of
H>0, (A), GSH content (B) and cystine uptake (C) in cultured hu-
man aortic smooth muscle cells. Cells were cultured for 7 days in
the presence of 5.5 mM glucose, 11 mM glucose, 27.5 mM glucose,
and 5.5 mM glucose plus 22 mM mannitol. GSH content (B) was
determined two days after the last exchange of the media. The data
are expressed as mean*S.EM. (A: n=11, B: n=8, C: n=5).
*P<0.05 and **P<0.0l vs. 5.5 mM glucose, #P <0.05 and
##P <0.01 vs. 5.5 mM glucose plus 22 mM mannitol.

3. Results

3.1. Degradation activity of H,0,

As shown in Fig. 1A, glutathione redox cycle-dependent
degradation activity of H,O, in human aortic smooth muscle
cells was reduced by 25% (P < 0.05) in cells exposed to a high
glucose medium (HG; 27.5 mM) for 7 days compared with
control group cells (NG; 5.5 mM glucose). This reduction was
shown to be dependent on glucose concentration in the me-
dium. Although the degradation activity of HyO, in the high
glucose group decreased compared to that in the control
group, the activity in the hyperosmolar control group (5.5
mM glucose plus 22 mM mannitol) did not change compared
to that in the control group.

3.2. Intracellular NADPH content

To investigate whether the reduction of degradation activity
of HyO, was due to the decrease of NADPH content in the
glutathione redox cycle, we measured the intracellular
NADPH content by HPLC. As shown in Table 1, NADPH
content did not differ significantly between the NG group and
HG group in the absence or presence of HyOs.

3.3. Intracellular GSH content

As shown in Fig. 1B, intracellular GSH content decreased
by 13% (P <0.05) with 11 mM glucose and by 18% (P < 0.01)
with 27.5 mM glucose compared with values with 5.5 mM
glucose. In the hyperosmolar control group, intracellular
GSH content was not reduced. This high glucose effect was
manifested as early as 2 days after exposure of cells to the
high glucose condition and was maintained to day 7 in the
high glucose medium (Fig. 2).
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Fig. 2. Time course of GSH content in cultured human aortic
smooth muscle cells. Cells were cultured in media containing 27.5
mM glucose for the indicated periods of time. GSH content was de-
termined one day after the last exchange of the media. The data are
expressed as mean = S.E.M. (n=3 dishes). ¥*P <0.01 vs. the starting
point.
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3.4. GSH efflux

To study the mechanism of the decrease of intracellular
GSH content, GSH efflux was examined. As shown in Table
1, there was no significant difference in the rate of GSH efflux
between the NG group and HG group.

3.5. Cystine uptake

The rate of uptake of cystine decreased by 15% (P <0.05)
with 11 mM glucose and by 18% (P <0.05) with 27.5 mM
glucose compared with values for 5.5 mM glucose (Fig. 1C).
In the hyperosmolar control group, rate of uptake of cystine
was not decreased.

4. Discussion

The present study demonstrated the following: (1) Degra-
dation activity of HyOy was reduced significantly in vascular
smooth muscle cells exposed to a high glucose medium com-
pared with the control group. (2) In the cells exposed to high
glucose, intracellular GSH content decreased, although the
NADPH content was unchanged. (3) The rate of uptake of
cystine was decreased in the high glucose group compared
with the control group.

It has been thought that HyO, produced in the vascular
system is degraded first in erythrocytes and endothelial cells
which are in direct contact with blood [4]. The function of the
glutathione redox cycle as a scavenger of HyO, has been
studied with regard to mechanisms of diabetic complications
only in erythrocytes and endothelial cells [10,11,14,18,19].
However, because the cell membrane is permeable to HyOs,
if a large amount of HyO, is produced in the blood vessels it
probably reaches the vascular smooth muscle cells through
thin stratified endothelial cells. Since the total anatomical vol-
ume taken up by smooth muscle cells in blood vessels is much
greater than that of endothelial cells, smooth muscle cells are
considered to play a more important role in the degradation
of HyO, than endothelial cells. Therefore, we investigated the
effects of high glucose concentrations on the function of the
glutathione redox cycle in human vascular smooth muscle
cells. In the present experiment, we measured the glutathione
redox cycle-dependent H,O, degradation activity by inhibit-
ing catalase activity with amino-triazole. We showed that deg-
radation activity of HoO, was reduced significantly in the cells
exposed to a high glucose medium compared with the control
group. This reduced degradation activity was shown to be
dependent on the glucose concentration of the medium. This
suggests that glutathione redox cycle-dependent degradation
activity of HyO, may be decreased in smooth muscle cells
exposed to hyperglycemia in diabetes mellitus.

Kashiwagi et al. [14] reported that degradation activity of
H>0; in endothelial cells was reduced significantly when the
cells were exposed to high glucose levels and that a decrease of
such activity was accompanied by a decrease in NADPH con-
tent. The decrease in GSH content was reported in erythro-
cytes exposed to a high glucose culture medium [11] and in
erythrocytes from diabetic patients [10], but not in endothelial
cells [14]. We found that although the NADPH content did
not differ significantly between the NG and HG groups, intra-
cellular GSH in cells exposed to high glucose decreased sig-
nificantly. The effect of exposure to a high glucose concentra-
tion was relatively rapid because intracellular GSH reached a
plateau by 2 days after exposure of cells to high glucose con-
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ditions. The concentrations of GSH in vascular smooth
muscle cells in the present study are close to the reported
K, value of GPX for GSH [20]. Thus, the degradation activ-
ity of HoO5 by GPX decreases with decreases in GSH content.
The impaired degradation activity of H,O, demonstrated in
the smooth muscle cells exposed to high glucose seems to be
caused by the decrease of GSH content in these cells.

GSH is not degraded in the cell, and the intracellular GSH
content is regulated by GSH synthesis within the cell and
GSH efflux from the cell [21]. GSH is synthesized intracellu-
larly by two processes [22]: (1) the formation of y-glutamyl-
cysteine from glutamate and cysteine, catalyzed by glutamyl-
cysteine synthetase, and (2) the synthesis of GSH from y-glu-
tamylcysteine and glycine catalyzed by GSH synthetase.
Among the amino acids used in GSH synthesis, glutamate
and glycine are synthesized intracellularly and found abun-
dantly in the intracellular or extracellular fluid space. On
the other hand, cysteine is very sparse in most cells because
of lack of synthetic activity. Therefore, it is necessary for most
cells to take up cysteine from the medium, and it has been
shown that the intracellular cysteine content is a rate-limiting
factor in GSH synthesis [23,24]. Cysteine is easily autoxidized
to cystine in extracellular fluid, whereas cystine is rapidly re-
duced to cysteine once it enters the cells [16]. Thus, cystine in
the medium is a precursor of the intracellular GSH and its
uptake is a rate-limiting factor in maintaining GSH levels in
most cells, including vascular smooth muscle cells [21]. In the
present study, to investigate the mechanism of the decrease of
intracellular GSH content, we measured the uptake of cystine
by the cells and the efflux of GSH from the cells. The uptake
rate of cystine decreased in the HG group compared with that
of the control group. The synthesis of GSH seems to slow
down through an impaired cystine uptake capability in the
HG group. On the other hand, there was no difference in
the rate of efflux of GSH between the two groups.

There is a correlation between GSH efflux and GSH catab-
olism in cells [25]. GSH efflux has been investigated in kidney
cells [26], liver cells [26], fibroblasts [27], and endothelial cells
[28], and half lives of GHS are about 20 min, 1.5 h, 1.5 h, and
3 h, respectively. The half life of GSH observed in smooth
muscle cells in this study was about 10 min. This is the short-
est among the previous studies, meaning that the GSH turn-
over in vascular smooth muscle cells is very rapid compared
with that in other cells. Our study suggests that a large
amount of GSH in the vascular smooth muscle cells is re-
leased into the extracellular space, forming a defense system
against oxidative stress in the whole vascular system. GSH
plays an important role in the defense system against oxida-
tive stress as a reducing agent not only in the cells but also in
the plasma [29]. The possibility exists that if GSH synthesis is
decreased in cells exposed to high glucose concentrations for
long periods, such as in diabetes, the impaired defense system
against oxidative stress causes dysfunction not only in the
vascular smooth muscle cells but also in other vascular sys-
tems. Further investigations on GSH metabolism in vascular
smooth muscle cells will be necessary for understanding the
defense system against oxidative stress throughout the vascu-
lar system.
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