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NEW SPECIES
‘Halomonas massiliensis’ sp. nov., a new halotolerant bacterium isolated
from the human gut
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Abstract
We report here the main characteristics of ‘Halomonas massiliensis’ strain Marseille-P2426T (CSUR P2426), a new species of the Halomonas

genus that was isolated from the stool sample of a healthy 24-year-old Senegalese man.
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A new bacterium named strain Marseille-P2426, was isolated
from a stool sample of a healthy Senegalese man in May 2016.

This isolate is part of a wider culturomics study aiming to
cultivate bacterial diversity colonizing the human gut [1]. The

study was approved by the Institut Fédératif de Recherche 48
(Faculty of Medicine, Marseille, France), under agreement
number 09-022 and the patient gave an informed consent. No

identification was obtained for the strain Marseille-P2426 using
our systematic matrix-assisted laser desorption– ionization

time-of-flight mass spectrometry (MALDI-TOF-MS) screening
on a MicroFlex spectrometer (Bruker Daltonics, Bremen,

Germany) [2]. The strain Marseille-P2426 was cultured in a
homemade liquid medium [3] incubated for 2 days in an aer-

obic atmosphere at 37°C. Optimal growth for the strain
Marseille-P2426 was obtained at 37°C at pH 7; strain
Marseille-P2426 is halotolerant and tolerates NaCl concen-

tration up to 20%. Strain Marseille-P2426 is a Gram-negative
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bacterium, motile non-spore-forming and does not exhibit

catalase or oxidase activities. The growing colonies on our
homemade culture medium were orange, circular, entire,

smooth, convex, with a diameter of 1.0–2.0 mm. Individual
cells have a slightly curved form with a flagellum and exhibited

2 μm in length and 0.6 μm in diameter under electron mi-
croscopy. We sequenced the complete 16S rRNA gene using

universal primers FD1 and RP2 (Eurogentec, Angers, France)
as previously described [4], using a 3130-XL sequencer
(Applied Biosciences, Saint Aubin, France). Strain Marseille-

P2426 exhibited a 16S rRNA gene sequence identity of
97.5% with Halomonas alkaliantarctica strain CRSST (GenBank

Accession number, NR_114902), the phylogenetically closest
species with standing in nomenclature (Fig. 1), which classifies

it as a member of a new species within the Halomonas genus in
the family Halomonadaceae [5]. So far, the genus Halomonas

includes more than 80 species with validly published names [6].
Halomonas species are described as halotolerant or halophilic,
Gram-negative, aerobic and rod-shaped bacteria [7]. Strain

Marseille-P2426 exhibited a 16S rRNA sequence divergence
>1.3% with Halomonas alkaliantarctica, the closest related

species with standing in nomenclature [8], which classifies it as
a new representative of the Halomonas genus isolated from

human gut. Based on the information reported here, we
New Microbe and New Infect 2016; 14: 19–20
sevier Ltd on behalf of European Society of Clinical Microbiology and Infectious Diseases
cle under the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/)

http://dx.doi.org/10.1016/j.nmni.2016.07.013

https://core.ac.uk/display/82311941?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
mailto:khelaifia_saber@yahoo.fr
http://creativecommons.org/licenses/by-nc-nd/4.0/
http://dx.doi.org/10.1016/j.nmni.2016.07.013


FIG. 1. Phylogenetic tree highlighting the position of ‘Halomonas massiliensis’ strain Marseille-P2426T (in red) relative to other phylogenetically closest

members of the Halomonas genus. Numbers at the nodes are percentages of bootstrap values obtained by repeating 500 times the analysis to generate

a majority consensus tree. Only values > 95% were displayed. The scale bar represents a 2% nucleotide sequence divergence.
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propose the creation of ‘Halomonas massiliensis’ sp. nov.,
(mas.si.li.en’sis. L. masc. adj. massiliensis of Massilia, the old

Roman name for Marseille, where the strain was isolated) and
the strain Marseille-P2426T is the type strain.
MALDI-TOF-MS spectrum accession number
The MALDI-TOF-MS spectrum of “H. massiliensis” is available

at: http://www.mediterranee-infection.com/article.php?
laref=256&titre=urms-database.
Nucleotide sequence accession number
The 16S rRNA gene sequence of the strain Marseille-P2426T

was deposited in GenBank under Accession number LT223576.
Deposit in a culture collection
Strain Marseille-P2426T was deposited in the Collection de
Souches de l’Unité des Rickettsies (CSUR, WDCM 875) under

number P2426.
Conflict of Interest
None declared.
© 2016 The Author(s). Published by Elsevier Ltd on behalf of European Society of Clinical Micr
This is an open access article under the CC BY-NC-ND license (http://creativecommons.org/lice
Acknowledgments
This research was funded by the Mediterranee-Infection

Foundation.
References
[1] Lagier JC, Hugon P, Khelaifia S, Fournier PE, La Scola B, Raoult D. The
rebirth of culture in microbiology through the example of culturomics
to study human gut microbiota. Clin Microbiol Rev 2015;28:237–64.

[2] Seng P, Abat C, Rolain JM, Colson P, Lagier JC, Gouriet F, et al. Iden-
tification of rare pathogenic bacteria in a clinical microbiology labora-
tory: impact of matrix-assisted laser desorption ionization-time of flight
mass spectrometry. J Clin Microbiol 2013;51:2182–94.

[3] Khelaifia S, Croce O, Lagier JC, Robert C, Couderc C, Di Pinto F, et al.
Noncontiguous finished genome sequence and description of Virgiba-
cillus massiliensis sp. nov., a moderately halophilic bacterium isolated
from human gut. New Microbes New Infect 2015;8:78–88.

[4] Drancourt M, Bollet C, Carlioz A, Martelin R, Gayral JP, Raoult D. 16S ri-
bosomal DNA sequence analysis of a large collection of environmental and
clinical unidentifiable bacterial isolates. J Clin Microbiol 2000;38:3623–30.

[5] Polia A, Espositoa E, Orlandoc P, Lamaa L, Giordanoa A, Appoloniab F.
Nicolausa B,Gambacortaa A,Halomonas alkaliantarctica sp. nov., isolated from
saline lake Cape Russell in Antarctica, an alkalophilic moderately halophilic,
exopolysaccharide-producing bacterium. Syst.Appl.Microbiol 2007;30:31–8.

[6] Euzeby J. Validation list N°143. Int J Syst Evol Microbiol 2012;62:1–4.
[7] Chaohua M, Fangfang J, Yusong W, Wei Z, Min L, Wujun J. Halomonas

huangheensis sp. nov., a moderately halophilic bacterium isolated from a
saline–alkali soil. Int J Syst Evol Microbiol 2014;64:915–20.

[8] Kim M, Oh HS, Park SC, Chun J. Towards a taxonomic coherence
between average nucleotide identity and 16S rRNA gene sequence
similarity for species demarcation of prokaryotes. Int J Syst Evol
Microbiol 2014;64:346–51.
obiology and Infectious Diseases, NMNI, 14, 19–20
nses/by-nc-nd/4.0/).

http://www.mediterranee-infection.com/article.php?laref=256&amp;titre=urms-database
http://www.mediterranee-infection.com/article.php?laref=256&amp;titre=urms-database
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref1
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref1
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref1
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref2
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref2
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref2
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref2
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref3
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref3
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref3
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref3
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref4
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref4
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref4
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref5
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref5
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref5
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref5
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref6
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref7
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref7
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref7
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref8
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref8
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref8
http://refhub.elsevier.com/S2052-2975(16)30084-1/sref8
http://creativecommons.org/licenses/by-nc-nd/4.0/

	‘Halomonas massiliensis’ sp. nov., a new halotolerant bacterium isolated from the human gut
	MALDI-TOF-MS spectrum accession number
	Nucleotide sequence accession number
	Deposit in a culture collection
	Conflict of Interest
	Acknowledgments
	References


