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ABSTRACT

In the first weeks of life young chickens are highly susceptible to infectious diseases due to immaturity of
the immune system. Little is known about the expression of host defense peptides (HDPs) during this
period. In this study we examined the expression pattern of two chicken HDPs, the cathelicidin CATH-2
and the B-defensin AvBD9 by immunohistochemistry in a set of organs from embryonic day 12 until four
weeks posthatch. AvBD9 was predominantly found in enteroendocrine cells throughout the intestine, the
first report of in vivo HDP expression in this cell type, and showed stable expression levels during
development. CATH-2 was exclusively found in heterophils which decreased after hatch in most of the
examined organs including spleen, bursa and small intestine. In the lung CATH-2 expression was biphasic
and peaked at the first day posthatch. In short, CATH-2 and AvBD9 appear to be expressed in cell types
strategically located to respond to infectious stimuli, suggesting these peptides play a role in embryonic
and early posthatch defense.

Cathelicidin © 2017 The Authors. Published by Elsevier Ltd. This is an open access article under the CC BY license

Defensin

(http://creativecommons.org/licenses/by/4.0/).

1. Introduction

During the neonatal period chickens are highly susceptible to
infectious diseases that cause relatively few problems later in the
life of the animals. Chickens younger than 2 weeks often develop
clinically apparent disease and severe symptoms when infected
with Escherichia coli or Salmonella (Gast and Beard, 1989; Goren,
1978; Johnson et al., 2001). This susceptibility is reflected in high
antibiotic usage in broilers during the first week of life (GD Animal
Health, 2014). When chicks hatch, their immune system is imma-
ture and marked development occurs over the first weeks of life.
During this period partial protection is offered by maternal anti-
bodies, transferred to chicks via the yolk. Most of these antibodies
are depleted by 10 days posthatch (Gharaibeh and Mahmoud,
2013). Though neonatal and even embryonic chicks are able to
mount humoral responses of their own, these are generally very
low. Antibody titers against orally or intramuscularly administered
BSA were higher in vaccinated animals older than 10 days
compared to animals vaccinated in the first week posthatch (Bar-
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Shira et al., 2003; Mast and Goddeeris, 1999). Additionally, at
hatch the gut-associated lymphoid tissue is only poorly developed.
The numbers of lymphocytes in the intestinal wall are low at hatch,
but increase rapidly during the first week (Bar-Shira et al., 2003).
Germinal centers in the cecal tonsils are not identified until two
weeks posthatch (Gomez Del Moral et al., 1998). Development of
the innate immune system in neonatal chicks is less well described,
though heterophils of 1 day old chicks show lower phagocytic and
bactericidal capacities compared to cells of animals of 4 and 7 days
old (Wells et al., 1998).

Host defense peptides (HDPs) are important multifunctional
effector molecules of the innate immune system. Two of the main
classes of HDPs are cathelicidins and defensins. In mammals, these
peptides are believed to be very important in neonatal defense
(Kai-Larsen et al., 2014). Expression of the human cathelicidin LL-37
and its murine counterpart CRAMP is higher in neonatal compared
to adult skin (Dorschner et al., 2003). In contrast, the expression of
intestinal a-defensins is lower in newborns, possibly predisposing
neonates to intestinal infections such as necrotizing enterocolitis
(Mallow et al., 1996). In the chicken, four cathelicidins and 14 B-
defensins have been described. Expression analysis of chicken
HDPs showed clear differences over the course of development.
Cathelicidin-1, -2 and -3 showed a strongly increased expression in

0145-305X/© 2017 The Authors. Published by Elsevier Ltd. This is an open access article under the CC BY license (http://creativecommons.org/licenses/by/4.0/).
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the cecum and tonsils at 4 weeks posthatch (Achanta et al., 2012).
Intestinal expression of the B-defensins 1, 2, 4 and 6 decreased in
the first week posthatch, but increased again in the second week
(Bar-Shira and Friedman, 2006; Crhanova et al., 2011). However,
this research was solely based on mRNA levels and did not take into
account the cell types expressing these peptides and possible
changes herein during development.

In this work we aimed to elucidate the cellular localization and
developmental expression pattern of two chicken HDPs,
cathelicidin-2 (CATH-2) and B-defensin 9 (AvBD9, previously also
named GAL6) at the protein level, hereby increasing the knowledge
about the role of HDPs during chicken development.

2. Materials and methods
2.1. Animals and tissue sampling

This animal experiment was conducted in accordance with a
protocol approved by the Dutch Animal Experimental Licensing
Committee (DEC). Twelve-day incubated Ross 308 broiler eggs
were obtained from a commercial hatchery (Lagerwey, Lunteren,
The Netherlands) and further incubated at the research facility of
the Department of Farm Animal Health (Utrecht University). After
hatch, chickens were housed in a ground stable under controlled
hygienic conditions. Chickens were fed a commercial broiler diet
without antibiotics or coccidostats and were given access to water
and food ad libitum. At multiple embryonic (ed12, 14, 16, 18, 20) and
posthatch (d1, 4, 7, 14, 21, 28) timepoints, eggs/chickens (n = 4/5)
were chosen at random for sample collection. Animals were
euthanized by cervical dislocation until posthatch day 7 and by
electrocution and bleeding at later timepoints.

Organs in contact with the external environment (intestine,
lung, skin) and a selection of lymphoid organs (spleen, bursa) were
chosen for analysis. Additional organs (yolk, pancreas, thymus,
kidney) were also sampled, but only perfunctory analysis on the
absence or presence of CATH-2 and AvBD9 expression was per-
formed for this study. During the experiment no symptoms of
disease were noticed in live birds or at post-mortem. Birds were
free of infectious bronchitis virus based on serology at d28.

2.2. Antibodies

Rabbit polyclonal antibodies against CATH-2 and AvBD9 were
generated at Biogenes (Berlin, Germany). CATH-2 antibody pro-
duction was previously described (van Dijk et al., 2009a). For the
production of AvBD9 antibody, two short peptides derived from the
AvBD9 sequence (CSFVASRAPSVD and LASRQSHGSC) were conju-
gated to Limulus polyphemus hemocyanin (LPH) at the cysteine
residue and the mixture of peptides was used to immunize two
rabbits. Antiserum was collected from the immunized animals and
purified by affinity chromatography on CNBr-Sepharose columns
coated with the peptides. Monospecific IgG was eluted from the
columns with 0.2 M Glycine-HCI buffer (250 mM NaCl, pH 2.2),
neutralized with 1 M Tris-HCI (pH 7.5) and centrifuged to remove
remaining debris. Antibodies were aliquoted and stored at —80 °C.
For the staining of enteroendocrine cell (EEC) products, commercial
rabbit antibodies were used which had previously been shown to
work on chicken tissue samples: anti-glucagon-like peptide 1 (GLP-
1, GA1176, Enzo, Farmingdale, USA), anti-gastric inhibitory peptide
(GIP, T-4340, Peninsula Laboratories, San Carlos, USA) and anti-
serotonin (5-HT, 20080, Immunostar, Hudson, USA). Antibodies
were used in the following dilutions: 1:50 for anti-AvBD9, 1:100 for
anti-CATH-2 and anti-5-HT, 1:200 for anti-GLP-1 and 1:500 for
anti-GIP.

2.3. Tissue processing and sectioning

Tissue samples were fixed in 4% paraformaldehyde (w/v) in
phosphate buffer (pH 7.2) for 24 h and subsequently paraffin-
embedded. Sections (5 pm for single or sequential staining or
2 um for serial sections) were mounted on glass slides, deparaffi-
nized and rehydrated.

2.4. Immunohistochemistry

For antigen retrieval, sections were boiled in citrate buffer (pH
6.0) for 10 min (AvBD9, GLP-1 and GIP staining). Endogenous
peroxidase activity was blocked by incubating the sections for
30 min in 1% H0, in methanol. Subsequently, sections were
blocked with 10% normal goat serum and 2.5% BSA for 1 h before
incubation with the primary antibody (see section 2.2). Incubation
times of the primary antibodies were as follows: CATH-2, 1 h;
AvBD9, GLP-1, GIP and 5-HT overnight (16—20 h). Immunostaining
with rabbit serum or in absence of the primary antibody served as
the negative control. Sections for CATH-2 staining were then
incubated with the Horse Radish Peroxidase labelled anti-rabbit
polymer from the EnVision + system (Dako, Glosstrup, Denmark).
All other sections were incubated with a biotinylated goat-anti-
rabbit antibody (1:250, Vector Laboratories, Burlingame, USA) for
30 min followed by incubation with ABC reagent (Vector Labora-
tories). Staining was visualized by incubating the sections with
diaminobenzidine (DAB) for 5—10 min. Finally, sections were
counterstained with hematoxylin, dehydrated and mounted with
Pertex.

2.5. Sequential stain with HE or Giemsa

Sections were sequentially stained with hematoxylin and eosin
(HE) followed by anti-AvBD9 or Giemsa followed by anti-CATH-2 to
elucidate morphology of AvBD9 and CATH-2 expressing cells.
Routine HE staining was performed in a Leica Autostainer XL (Son,
The Netherlands). For Giemsa stain, tissue sections were incubated
for 1 h in 20% Giemsa's Azure Eosin Methylene Blue solution
(Merck, Darmstadt, Germany) and differentiated in diluted acetic
acid for 15 min. Subsequently, differentiation was stopped by dip-
ping sections in ethanol 96% followed by incubation in aceton.
Photographs of distinctive cells were taken and subsequently sec-
tions were incubated overnight in fresh xylene to remove the cover
slips. Sections were then destained by incubation in acidified
ethanol (27 ml HCI 37% and 973 ml ethanol 70%) for 5 min. After
rehydration, sections were stained with antibodies against CATH-2
or AvBD9 as described above (section 2.4).

2.6. Silver staining

Fontana-Masson silver stain was performed on gastro-intestinal
tissue sections as previously described (Grimelius, 2004). Briefly,
sections were incubated for 1 h in prewarmed ammoniacal silver
solution (5% AgNOs with NH40H) and rinsed in Milli-Q water.
Sections were counterstained with Nuclear Fast Red (Vector Labo-
ratories, Burlingame, USA), dehydrated and mounted with Vecta-
Mount (Vector Laboratories). Silver stained sections were
compared with serially cut sections stained with antibody against
AvBD9.

2.7. Quantitative analysis
Five to ten random photographs were made of each tissue sec-

tion using an Olympus BX51 microscope with movable table at
400x magnification (Field size 0.09 pm?). Images were analyzed
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using cellSens Dimension software (Olympus, Tokyo, Japan) to account for the variation in empty space in the field of view, a re-
obtain stained area percentages and stained cell numbers. To gion including tissue only was manually created. Cell numbers

Fig. 1. Identification of CATH-2 expressing cells as heterophils via sequential stain of sections with CATH-2 antibody (A,C) and Giemsa (B,D). Lung (A,B) and bursa (C,D) at d28.
Arrows denote examples of CATH-2 expressing cells overlapping with cells identified as heterophils.

Fig. 2. Localization of CATH-2 expressing heterophils in the gastro-intestinal tract during development. A: duodenum, ed18, B: duodenum, d28, C: cecum, d28, D: tonsil, d28. s:
serosa, Ip: lamina propria, f: lymphoid follicle.
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could not be obtained for CATH-2 stained sections because of the 2.8. Statistics

clustering of cells. The result of stained area percentage or stained

cell numbers for each tissue sample was calculated by taking the Statistical analysis was performed using SPSS 22 software (IBM,
average of the individual 5—10 image values. Armonk, USA). Differences between timepoints were evaluated

Fig. 3. Localization of CATH-2 expressing heterophils in multiple organs during development. Bursa (A: ed18, B: d21), spleen (C: ed18, D: d21), lung (E: ed16, F: d21), and skin (G:
ed18, H: d21).
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using a one-way analysis of variance (ANOVA) or non-parametric
Kruskal-Wallis test when data were non-normally distributed.
Differences were considered statistically significant if p < 0.05.

3. Results

3.1. Localization and identity of CATH-2 expressing cells and
developmental stage of heterophils

CATH-2 expressing cells were identified as heterophils based on
sequential staining with Giemsa (Examples of sequential staining in
bursa and lung shown in Fig. 1). All heterophils (mature and
developing) observed in this study expressed CATH-2. In all
analyzed tissues and in blood smears CATH-2 was never seen in
other cell types. CATH-2 expressing cells were observed from the
earliest timepoint (ed12) onwards in every organ investigated with
considerable variation in the numbers of CATH-2 expressing cells
between different organs.

In the gastro-intestinal tract, CATH-2 expressing heterophils

were sparsely present as single cells in the lamina propria of the
intestinal villi or in small groups at the base of the villi (Fig. 2A—C),
but hardly ever in the epithelial layer. In embryonic (Fig. 2A) or
neonatal samples (d1, d4, data not shown), CATH-2 expressing cells
were also found in the serosa. In the lymphoid tissue of the cecal
tonsils, CATH-2 expressing heterophils were quite numerous
around the developing lymphoid follicles (Fig. 2D).

In the bursa and spleen, CATH-2 expressing cells were very
numerous during embryonic and neonatal (d1) timepoints. Clusters
of these cells filled the bursal mesenchyme between the developing
lymphoid follicles (Fig. 3A) and the red pulp of the spleen (Fig. 3C).
From 1 week posthatch onwards, very few CATH-2 expressing cells
remained in the bursa and were seen only at the edge of some
follicles in small groups, but never in the follicular medulla (Fig. 3B).
In the spleen, CATH-2 expressing heterophils remained present in
relatively large numbers until the last timepoint (d28) scattered
throughout the red pulp (Fig. 3D). Throughout embryonic devel-
opment, clusters of CATH-2 expressing heterophils similar to those
observed in the bursa and spleen were also seen in the yolk,

Fig. 4. Overview of AvBD9 expressing cells in the gastro-intestinal tract. Expression was first seen in rare cells at ed14 (A), expressing cell numbers grew much more numerous in
later stages (B, ed18). AvBD9 expressing cells were seen in all parts of the intestine (jejunum, C and cecum, D). Typical shapes of AvBD9 expressing cells were spindle shaped in villi

(E, ileum) and round or pyramidal in crypts (F, duodenum).



Fig. 5. Identity of the AvBD9 expressing cells in the intestine. A-D: Sequential stain with AvBD9 antibody (A,C) and HE (B,D) of jejunum (A,B) and cecum (C,D). Serial stain of ileum
with AvBD9 antibody (E) and argentaffin Fontana-Masson silver stain (F). Arrows indicate overlap between AvBD9 expressing cells and silver stain.

Fig. 6. Identity of the AvBD9 expressing cells in the intestine. Serial intestinal sections stained with AvBD9 (A,CE) and enteroendocrine products 5-HT (B, cecum), GLP-1 (D,
jejunum) and GIP (F, jejunum). Arrows denote examples of overlapping cells, asterisks indicate non-overlapping cells.
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pancreas, thymus and kidney (data not shown).

In the embryonic lung at ed12 and ed14, only few dispersed
heterophils were found (data not shown). At ed16, clusters of
CATH-2 expressing cells were seen surrounding the blood vessels
(Fig. 3E). At all posthatch timepoints, CATH-2 expressing hetero-
phils were observed throughout the entire lung parenchyme as
single cells or in small groups (Fig. 3F).

In the skin at all studied timepoints, small numbers of CATH-2
expressing cells were seen scattered throughout the dermis as
single cells, but in embryonic and neonatal (d1, d4) samples the
cells also occurred as small clusters (Fig. 3H). Only from ed14 to
ed20 heterophils could also be observed in the pulp of the feather
follicles (Fig. 3G).

The developmental stage of heterophils (based on descriptions
in (Lucas and Jamroz, 1961)) in spleen, bursa and cecum was
defined by assessment of the morphology of heterophils in Giemsa
stained sections at ed18 and d28. At ed18, the majority of hetero-
phils seen in spleen, bursa and cecum were identified as immature
cells, mainly meso- and metamyelocytes with round granules and a
large nucleus (Fig. S1A—C). A small number of promyelocytes with
pale granules were also present in the spleen, but blast forms were
not observed. Mature heterophils, characterized by rod-shaped
granules and a bi-lobed nucleus were only occasionally seen. Four
weeks posthatch, most of the heterophils in the spleen and the
cecum were compact mature cells, though a minority of meso-
myelocytes with round granules was still present (Fig. S1B,F). In
contrast, in the bursa at d28, among the small number of hetero-
phils present, the majority were of an immature phenotype
(Fig. S1D).

3.2. Localization and identity of AvBD9 expressing cells

AvBD9 expression was mainly found in the intestine. Cells
expressing AvBD9 were observed in all examined parts of the

intestine, from the duodenum to the colon. Rare AvBD9 expressing
cells were first seen at ed14, numerous stained cells were observed
from ed16 onwards (Fig. 4A—B). Single AvBD9 expressing cells were
spread throughout the villi (more frequently in the lower half) and
crypts (Fig. 4C,D), always located basally in the epithelial layer. Two
different cell morphologies of AvBD9 expressing cells were
observed. Bottle-shaped or elongated cells were seen in the villi of
the small intestine, often with a slender apical process reaching the
luminal surface (Fig. 4E). Round or pyramid shaped AvBD9
expressing cells were found in the cecum and in crypts throughout
the intestine (Fig. 4F). AvBD9 staining was cytoplasmic with a
granular pattern and a clearly non-staining nucleus.

By staining intestinal sections sequentially with HE followed by
AvBD9 antibody, we assessed the morphology of AvBD9 expressing
cells (Fig. 5A—D). In HE stained sections, AvBD9 expressing cells
showed a basal concentration of bright pink staining granules
(Fig. 5B,D). These morphological characteristics gave reason to
believe that AvBD9 expressing cells were enteroendocrine cells
(EECs). To confirm this, intestinal sections were stained with the
argentaffin Fontana-Masson silver stain, traditionally used to detect
EECs. When comparing serial sections stained with Fontana-
Masson and AvBD9, silver-stained cells were shown to overlap
with AvBD9 expressing cells in all parts of the intestine (Fig. 5E,F).

To further characterize the identity of this AvBD9 expressing cell
type, serial intestinal sections were stained pairwise with AvBD9
antibody and antibodies against three EEC products: serotonin (5-
HT), gastric-inhibitory peptide (GIP), and glucagon-like peptide
(GLP-1). AvBD9 expressing cells overlapped strongly with cells
expressing 5-HT in all studied parts of the intestine, though cells
expressing only 5-HT and no AvBD9 were also observed (Fig. 6A,B).
AvBD9 expression displayed only partial overlap with GLP-1 and
GIP expressing cells. Overlap of AvBD9 and GLP-1 expressing cells
was most pronounced in the cecum, with only little overlap seen in
the small intestine (as shown for jejunum in Fig. 6C,D). In the case

Fig. 7. AvBD9 expression in cecal tonsils, lung and spleen. A-B: serial stain of cecal tonsil with AvBD9 antibody (A) and GLP-1 antibody (B). Representative examples of AvBD9

expression in spleen (C) and lung (D) at d28.
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of GIP, AvBD9 expressing cells overlapped in many cases with cells
displaying a weak GIP signal, while cells with a strong GIP signal did
not overlap with AvBD9 expressing cells (Fig. 6E,F).

In addition to EECs, intestinal AvBD9 expression was also seen in
the lymphoid tissue of the cecal tonsils. AvBD9 expressing cells
here were mostly found at the edges of the lymphoid follicles in
small clusters (Fig. 7A). Morphologically, these cells appeared large
and round with much cytoplasm and occasionally vacuoles. These
AvBD9 expressing cells also demonstrated faint Fontana-Masson
staining (data not shown) and overlapped with GIP (data not
shown) and GLP-1 stain (Fig. 7A—B).

Outside of the intestine, AvBD9 expression was only found in
rare instances in the spleen and lungs of 3 and 4 week old chickens
as single expressing cells or small clusters (Fig. 7C,D). In appear-
ance, these were small round cells. No clearly defined anatomical
location for this AvBD9 expression was apparent. AvBD9 expressing
cells were not found in the kidney, trachea, skin, bursa or in blood
smears.

3.3. Quantitative expression of CATH-2 during development

The developmental expression pattern of CATH-2 was different
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between the studied organs. In gastro-intestinal tissues, numbers
of CATH-2 expressing heterophils were low in general, but a pattern
of higher expression in embryos and neonatal animals compared to
older animals was seen in the small intestine (Fig. 8A—C). In the
duodenum, expression at d7 was lower compared to all previous
measured days (Fig. 8A). In the ileum and jejunum, expression at d7
and 14 respectively was significantly lower compared to di
(Fig. 8B,C). In cecum and tonsils, no significant differences in CATH-
2 expression were seen during development (Fig. 8D,E).

In the spleen and bursa, CATH-2 expression was highest at ed18
(Fig. 9A,B). In the spleen, CATH-2 expressing heterophils covered
more than 20% of the measured area at this timepoint. As devel-
opment proceeds, a steady decline in expression was seen until d4
in the bursa and d7 in the spleen. After this, CATH-2 expression
remained relatively low and no further changes were seen.

In the lung, expression did not exceed 1% of the measured area
(Fig. 9C). CATH-2 expression was biphasic with an increase from
ed16 to d1, after which a decrease was seen until d14. Expression at
d1 is the highest and significantly higher than expression at ed16,
d4, 7 and 14. In the skin, CATH-2 expression was low at all
measured timepoints and no significant differences in expression
were seen (Fig. 9D).
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Expression is presented as percentage stained area, as an average of 10 fields (400x magnification, 0.09 pm?) per sample. Different characters at the top of the graphs indicate
statistically significant differences between developmental stages (p < 0.05). Data for lung, spleen and skin were analyzed by one-way ANOVA, data for bursa were analyzed using a

Kruskal-Wallis test.
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3.4. Quantitative expression of AvBD9 during development

AvBD9 expression was measured quantitatively only in the in-
testine. In general, about 5-15 AvBD9 expressing cells were seen per
field (Fig. S2). Very little difference in expression was seen over the
course of development, both in percentage of measured area and
cell numbers. In the jejunum, the percentage expression of
measured area was significantly lower at d14 compared to ed20,
while in the duodenum and ileum, an apparent lower expression
was seen at ed18 compared to later timepoints (Fig. 10).

4. Discussion

In this work, we report the expression patterns of two chicken
HDPs: CATH-2 and AvBD9, during embryonic and posthatch
development. Our group previously reported broad antimicrobial
activity for both CATH-2 and AvBD9, and for CATH-2 immuno-
modulatory activities were also described, in line with the
mammalian counterparts of these peptides (Coorens et al., 2015;
van Dijk et al., 2007; van Dijk et al., 2009a; van Dijk et al.,
2009b). In the present work, our earlier findings on CATH-2 local-
ization (van Dijk et al., 2009a) are extended by examining a large
set of tissues including intestinal, respiratory and lymphoid organs
of numerous developmental stages, only finding CATH-2 expressed
in heterophils, the avian counterpart of the mammalian neutrophil.
Cathelicidins of multiple animal species were first isolated from
neutrophils (Cowland et al., 1995; Larrick et al., 1991), but were
later found to be expressed in multiple cell types. In addition to
neutrophils, the human cathelicidin LL-37 is expressed amongst
others in monocytes, lymphocytes and epithelia of the skin and gut
(Agerberth et al., 2000; Dorschner et al., 2003; Hase et al., 2002). A
similar expression profile has been reported for the mouse cath-
elicidin CRAMP, and the porcine cathelicidin PR-39 was shown to
be expressed in multiple cell types of the lung (Hennig-Pauka et al.,

2012). To our knowledge, a cathelicidin with exclusive protein
expression in granulocytes has not been described to date. CATH-2
mRNA expression has a very broad tissue distribution, which cor-
responds well with expression in the ubiquitous heterophils (van
Dijk et al., 2005). There are indications however that mRNA
expression of CATH-2 may extend beyond heterophils (Sunkara
et al,, 2011). The chickens used in the present work were healthy
animals, so the question remains whether CATH-2 expression can
be induced in other cell types during infections. In young broilers
infected with Salmonella enteritidis or Campylobacter jejuni CATH-2
expression in cecum and jejunum was only seen in heterophils (van
Dijk et al., 2009a; van Dijk et al., 2012). If this exclusive heterophil
expression remains true in other infectious states, CATH-2 may be
considered as a heterophil marker, which could be very useful for
infection and immune related research in poultry.

Based on CATH-2 staining, we were able to elucidate develop-
mental distribution patterns of heterophils in multiple organs. In
many of the organs studied a decrease in CATH-2 expressing het-
erophil numbers is seen shortly after hatch, most strongly in the
bursa and the spleen. Bursa and spleen, but also kidney, pancreas
and thymus are known sites of extramedullary hematopoiesis in
the chicken embryo (Lucas and Jamroz, 1961; Romanoff, 1960;
Shiojiri and Takahashi, 1991) and small-scale granulopoiesis in
the intestine has also been reported (Bar-Shira and Friedman,
2006). This corresponds well with the presence of developing
heterophils in bursa, spleen and cecum in embryonic samples.
Posthatch, hematopoiesis in these organs largely seizes and is taken
over by the bone marrow. In chicks younger than 1 week of age,
very high heterophil numbers are seen in the blood, believed to be
caused by the efflux of heterophils from the spleen (Lucas and
Jamroz, 1961). These increased blood heterophil numbers may
compensate for the relative immaturity of the adaptive immune
system in this period. Interestingly, while in the spleen and cecum
at day 28 we saw mostly mature heterophils, the bursa still



T. Cuperus et al. / Developmental and Comparative Inmunology 61 (2016) 48—59 57

Duodenum
0.3-
9
g 0.2
5 =
®
% o1l I
8
[72]
0.0 NOox A B N
> O
A SHE e
lleum
0.5+

Stained area (%)
O
L Th
II;
{1+
T h
H )
—t—
— T}

(@]
q
q

0.4

0.3

?jgﬂgggfé

Stained area (%)

0.0
JOIE ORI

Jejunum
0.54 ab ab a ab ab b ab ab
< 04
©
o 03
©
2 0.2 B é
£
1]
5 o ==
@ 5 e=
00 N> A >N
& O @
- S - S S\ G ARG
S & & & 8
Cecum
0.6
<
© 0.4
g
(]
: é
£ 02
S
7] —_—
0.0
b S

Fig. 10. Quantitative expression of AvBD9 in the gastro-intestinal tract during development (n = 3—5): duodenum (A), jejunum (B), ileum (C), cecum (D) and tonsil (E). Expression is
presented as percentage stained area, as an average of 10 fields (400x magnification, 0.09 um?) per sample. Different characters at the top of the graphs indicate statistically
significant differences between developmental stages (p < 0.05). Data were analyzed by one-way ANOVA.

contained developing cells at this timepoint. The presence of
granulocytes around lymphoid follicles was previously described
for the bursa (Aita and Minella, 1983) and was also seen in the cecal
tonsils in our study. Heterophils might thus be involved in regu-
lating B and T cell functions as is known for mammalian neutrophils
(Mocsai, 2013). A biphasic expression pattern was found for CATH-2
expression in the lung. Possibly, the high CATH-2 expression at day
1 posthatch is due to heterophil recruitment resulting from the first
exposure of this organ to the external environment upon hatching.
The CATH-2 developmental expression reported here deviates from
a previously reported analysis based on mRNA (Achanta et al., 2012)
where an increase in the CATH-2 mRNA expression in the bursa,
cecum and cecal tonsils was seen in the period from 2 to 28 days
posthatch. As suggested above, mRNA expression of CATH-2 might
be broader than the heterophil specific protein expression and
therefore show a different developmental pattern.

The majority of AvBD9 expressing cells in the intestine could be
identified as EECs based on cell morphology, overlap with argen-
taffin silver stain and co-localization with EEC products. Among the
approximately 12 EEC cell types are enterochromaffin cells
expressing serotonin (Furness et al., 2013; Rindi et al., 2004), which
were found to be strongly co-localizing with AvBD9. As entero-
chromaffin cells are the most widely distributed of the EEC types,

this co-localization corresponds well with the wide distribution of
AvBD9 expressing cells in all parts of the chicken intestine. Some
AvBD9 expression was also found in EECs expressing GIP and GLP-1,
in mammals called K and L cells, respectively. Previously, mRNA
expression of AvBD9 was reported to be low in the gastro-intestinal
tract and high in the liver, kidney and bursa (van Dijk et al., 2007;
Xiao et al., 2004).

Here we report for the first time in vivo protein expression of a
defensin in EECs. Previously, expression of murine f-defensin 2 was
reported in the EEC cell line STC-1, but expression was not
confirmed in mouse tissues (Palazzo et al., 2007). EECs are well
described for their role in regulation of digestion, intestinal motility
and appetite, but a growing number of publications also ascribes to
them a role in host defense. EECs were reported to express TLRs and
respond to TLR ligands by secretion of both hormonal products and
innate immune molecules (Bogunovic et al., 2007; Palazzo et al.,
2007; Selleri et al., 2008). In addition, roles in defense have been
described for some EEC derived hormones. For example, GLP-2 and
cholecystokinin were shown to have anti-inflammatory effects in
in vivo models and somatostatin was able to inhibit IL-1f and IL-8
secretion from intestinal epithelial cells (Chowers et al., 2000;
Meng et al., 2002; Sigalet et al., 2007). In chickens, both somato-
statin and 5-HT were shown to influence immune responses to
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infectious challenges (Donato et al., 2015; Yang et al., 2007).
Interestingly, deletion of the GLP-2 receptor in mice reduced Pan-
eth cell a-defensin expression, showing another link between in-
testinal defensin expression and EECs (Lee et al., 2012).

EECs secrete their products basolaterally into the lamina prop-
ria, enabling interactions between these secreted compounds with
residing immune cells. Human and murine enteric defensins have
been shown to be chemotactic, to induce dendritic cell differenti-
ation and maturation and to increase T cell cytokine production
(Meisch et al., 2013; Presicce et al., 2009; Rohrl et al., 2010; Scudiero
et al., 2010; Yang et al., 1999). It is interesting to speculate that a
similar role may exist for AvBD9 released by chicken EECs.

In contrast to CATH-2, very little difference in AvBD9 expression
was seen over the course of development from ed18 onwards.
Though quantitative analysis was not possible before ed18, quali-
tatively a large increase in expression was seen after the first
observation of AvBD9 expressing cells at ed14. Expression of many
EEC products is also first seen around ed14, indicating functional
maturation of EECs at this timepoint (Rawdon and Andrew, 1999).
Previously, gene expression of avian intestinal defensins (AvBD1, -2,
-4 and -6) was measured in the gut of developing chickens,
showing clear developmental regulation with a decrease in the first
week posthatch followed by an increase in the second week (Bar-
Shira and Friedman, 2006; Crhanova et al., 2011). The expression
of human B-defensin 1 is constitutive and already present in fetal
intestines (O'Neil et al., 1999), it appears from our findings this is
also true for AvBD9.

Data about the expression of AvBD9 in infected animals are rare,
though infection with Salmonella enteritidis in geese increased
AvBD9 mRNA expression in cecal tonsils, but not in small intestine
(Ma et al.,, 2012). Even in the healthy chickens in our study, AvBD9
expression is not limited to EECs, as we also report expression in
the lung, the spleen and the lymphoid tissue of the cecal tonsils.
The AvBD9 mRNA expression has an even broader tissue distribu-
tion (Lynn et al., 2004; van Dijk et al., 2007; Xiao et al., 2004),
suggesting that, even though protein expression was only found in
a few organs in this study, expression might very well be induced in
more organs and cell types under certain conditions.

In short, this study describes protein expression of two chicken
host defense peptides during embryonic and posthatch develop-
ment and reports two very distinct patterns of expression. Both
peptides are constitutively expressed in specific cells, CATH-2 in
heterophils and AvBD9 in EECs, cell types strategically located to
quickly mount a response to infectious stimuli. CATH-2 and AvBD9
thus appear to be essential in host defense in both embryos and
neonates, as well as in older animals.

Additional information

This work was supported by the Immuno Valley ALTernatives to
ANTibiotics (ALTANT) Animal Specific Immuno-modulatory Anti-
microbials (ASIA) 2 program of the Dutch Ministry of Economic
Affairs.

Acknowledgments

We would like to thank Monique Tersteeg-Zijderveld of the
Division Veterinary Public Health, Faculty of Veterinary Medicine,
Utrecht University and José Nieuwenhuisen-van Wilgen of GD
Animal Health for all their technical help and input. Erik Weerts of
the Department of Pathobiology, Faculty of Veterinary Medicine,
Utrecht University is thanked for his histological insights. We are
grateful to Susanne Kirchhoff of the Department of Animals in
Science and Society, Faculty of Veterinary Medicine, Utrecht Uni-
versity for the use of the Olympus BX51 microscope and Naomi de

Bruijn of GD Animal Health for the use of the cellSens Dimension
software.

Appendix A. Supplemental figures

Supplemental figures related to this article can be found at
http://dx.doi.org/10.1016/j.dci.2016.03.008.

References

Achanta, M., Sunkara, LT., Dai, G., Bommineni, Y.R,, Jiang, W., Zhang, G., 2012. Tissue
expression and developmental regulation of chicken cathelicidin antimicrobial
peptides. J. Anim. Sci. Biotechnol. 3, 15.

Agerberth, B., Charo, J., Werr, ]., Olsson, B., Idali, F, Lindbom, L. Kiessling, R.,
Jornvall, H., Wigzell, H., Gudmundsson, G.H., 2000. The human antimicrobial
and chemotactic peptides LL-37 and alpha-defensins are expressed by specific
lymphocyte and monocyte populations. Blood 96, 3086—3093.

Aita, M., Minella, A.B., 1983. On the presence of granulocytes in the Bursa of Fab-
ricius. Cell Mol. Biol. 29, 323—326.

Bar-Shira, E., Friedman, A., 2006. Development and adaptations of innate immunity
in the gastrointestinal tract of the newly hatched chick. Dev. Comp. Immunol.
30, 930—941.

Bar-Shira, E., Sklan, D., Friedman, A., 2003. Establishment of immune competence in
the avian GALT during the immediate post-hatch period. Dev. Comp. Immunol.
27,147—-157.

Bogunovic, M., Dave, S.H,, Tilstra, ].S., Chang, D.T., Harpaz, N., Xiong, H., Mayer, L.F,
Plevy, S.E., 2007. Enteroendocrine cells express functional toll-like receptors.
Am. ]. Physiol. Gastrointest. Liver Physiol. 292, G1770—G1783.

Chowers, Y., Cahalon, L., Lahav, M., Schor, H., Tal, R., Bar-Meir, S., Levite, M., 2000.
Somatostatin through its specific receptor inhibits spontaneous and TNF-alpha-
and bacteria-induced IL-8 and IL-1 beta secretion from intestinal epithelial
cells. J. Immunol. 165, 2955—2961.

Coorens, M., van Dijk, A., Bikker, F, Veldhuizen, E.J., Haagsman, H.P., 2015. Impor-
tance of endosomal cathelicidin degradation to enhance DNA-induced chicken
macrophage activation. J. Immunol. 195, 3970—3979.

Cowland, ].B., Johnsen, A.H., Borregaard, N. 1995. hCAP-18, a cathelin/pro-
bactenecin-like protein of human neutrophil specific granules. FEBS Lett. 368,
173-176.

Crhanova, M., Hradecka, H., Faldynova, M., Matulova, M., Havlickova, H., Sisak, F.,
Rychlik, 1., 2011. Immune response of chicken gut to natural colonization by gut
microflora and to Salmonella enterica serovar enteritidis infection. Infect.
Immun. 79, 2755-2763.

Donato, T.C., Baptista, A.A., Garcia, K.C., Smaniotto, B.D., Okamoto, A.S., Sequeira, J.L.,
Andreatti Filho, R.L, 2015. Effects of 5-hydroxytryptophan and m-hydrox-
ybenzylhydrazine associated to Lactobacillus spp. on the humoral response of
broilers challenged with Salmonella Enteritidis. Poult. Sci. 94, 2081—-2087.

Dorschner, R.A,, Lin, K.H., Murakami, M., Gallo, R.L., 2003. Neonatal skin in mice and
humans expresses increased levels of antimicrobial peptides: innate immunity
during development of the adaptive response. Pediatr. Res. 53, 566—572.

Furness, J.B., Rivera, L.R., Cho, HJ., Bravo, D.M., Callaghan, B., 2013. The gut as a
sensory organ. Nat. Rev. Gastroenterol. Hepatol. 10, 729—740.

Gast, RK.,, Beard, C.W., 1989. Age-related changes in the persistence and pathoge-
nicity of Salmonella typhimurium in chicks. Poult. Sci. 68, 1454—1460.

GD Animal Health, 2014. Antibioticumgebruik pluimveesector in 2013 en trends van
afgelopen jaren, 2014-453-MOO57.

Gharaibeh, S., Mahmoud, K., 2013. Decay of maternal antibodies in broiler chickens.
Poult. Sci. 92, 2333—-2336.

Gomez Del Moral, M., Fonfria, |., Varas, A., Jimenez, E., Moreno, J., Zapata, A.G., 1998.
Appearance and development of lymphoid cells in the chicken (Gallus gallus)
caecal tonsil. Anat. Rec. 250, 182—189.

Goren, E., 1978. Observations on experimental infection of chicks with Escherichia
coli. Avian Pathol. 7, 213—224.

Grimelius, L., 2004. Silver stains demonstrating neuroendocrine cells. Biotech.
Histochem. 79, 37—44.

Hase, K., Eckmann, L., Leopard, ].D., Varki, N., Kagnoff, M.E,, 2002. Cell differentiation
is a key determinant of cathelicidin LL-37/human cationic antimicrobial protein
18 expression by human colon epithelium. Infect. Immun. 70, 953—963.

Hennig-Pauka, I, Koch, R., Hoeltig, D., Gerlach, G.F, Waldmann, K.H., Blecha, F,
Brauer, C., Gasse, H., 2012. PR-39, a porcine host defence peptide, is prominent
in mucosa and lymphatic tissue of the respiratory tract in healthy pigs and pigs
infected with Actinobacillus pleuropneumoniae. BMC Res. Notes 5, 539—0500-5-
539.

Johnson, L.C,, Bilgili, S.F,, Hoerr, FJ., McMurtrey, B.L., Norton, R.A., 2001. The influ-
ence of Escherichia coli strains from different sources and the age of broiler
chickens on the development of cellulitis. Avian Pathol. 30, 475—478.

Kai-Larsen, Y., Gudmundsson, G.H., Agerberth, B., 2014. A review of the innate
immune defence of the human foetus and newborn, with the emphasis on
antimicrobial peptides. Acta Paediatr. 103, 1000—1008.

Larrick, J.W., Morgan, ].G., Palings, I., Hirata, M., Yen, M.H., 1991. Complementary
DNA sequence of rabbit CAP18—a unique lipopolysaccharide binding protein.
Biochem. Biophys. Res. Commun. 179, 170—175.

Lee, SJ., Lee, ], Li, KK, Holland, D., Maughan, H. Guttman, D.S., Yusta, B.,


http://dx.doi.org/10.1016/j.dci.2016.03.008
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref1
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref1
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref1
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref2
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref2
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref2
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref2
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref2
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref3
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref3
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref3
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref4
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref4
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref4
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref4
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref5
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref5
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref5
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref5
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref6
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref6
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref6
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref6
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref7
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref7
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref7
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref7
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref7
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref8
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref8
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref8
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref8
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref9
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref9
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref9
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref9
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref10
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref10
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref10
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref10
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref10
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref11
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref11
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref11
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref11
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref11
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref12
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref12
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref12
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref12
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref13
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref13
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref13
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref14
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref14
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref14
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref15
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref15
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref16
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref16
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref16
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref17
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref17
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref17
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref17
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref18
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref18
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref18
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref19
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref19
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref19
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref20
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref20
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref20
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref20
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref21
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref22
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref22
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref22
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref22
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref23
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref23
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref23
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref23
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref24
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref24
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref24
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref24
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref24
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref25

T. Cuperus et al. / Developmental and Comparative Inmunology 61 (2016) 48—59 59

Drucker, D.J., 2012. Disruption of the murine Glp2r impairs Paneth cell function
and increases susceptibility to small bowel enteritis. Endocrinology 153,
1141-1151.

Lucas, A.M., Jamroz, C., 1961. Atlas of Avian Hematology, first ed. US Department of
Agriculture, Washington D.C.

Lynn, DJ., Higgs, R, Gaines, S., Tierney, J., James, T, Lloyd, A.T., Fares, M.A.
Mulcahy, G., O'Farrelly, C., 2004. Bioinformatic discovery and initial character-
isation of nine novel antimicrobial peptide genes in the chicken. Inmunoge-
netics 56, 170—177.

Ma, D., Zhou, C,, Zhang, M., Han, Z., Shao, Y., Liu, S., 2012. Functional analysis and
induction of four novel goose (Anser cygnoides) avian beta-defensins in
response to Salmonella enteritidis infection. Comp. Immunol. Microbiol. Infect.
Dis. 35, 197—207.

Mallow, E.B., Harris, A., Salzman, N., Russell, ]J.P., DeBerardinis, RJ., Ruchelli, E.,
Bevins, C.L., 1996. Human enteric defensins. gene structure and developmental
expression. J. Biol. Chem. 271, 4038—4045.

Mast, J., Goddeeris, B.M., 1999. Development of immunocompetence of broiler
chickens. Vet. Inmunol. Immunopathol. 70, 245—256.

Meisch, J.P., Vogel, RM., Schlatzer, D.M,, Li, X., Chance, M.R,, Levine, A.D., 2013.
Human beta-defensin 3 induces STAT1 phosphorylation, tyrosine phosphatase
activity, and cytokine synthesis in T cells. ]. Leukoc. Biol. 94, 459—471.

Meng, AH., Ling, Y.L, Zhang, X.P, Zhang, J.L., 2002. Anti-inflammatory effect of
cholecystokinin and its signal transduction mechanism in endotoxic shock rat.
World J. Gastroenterol. 8, 712—717.

Mocsali, A., 2013. Diverse novel functions of neutrophils in immunity, inflammation,
and beyond. ]. Exp. Med. 210, 1283—-1299.

O'Neil, D.A., Porter, EMM., Elewaut, D., Anderson, G.M., Eckmann, L., Ganz, T,
Kagnoff, M.E, 1999. Expression and regulation of the human beta-defensins
hBD-1 and hBD-2 in intestinal epithelium. J. Immunol. 163, 6718—6724.

Palazzo, M., Balsari, A., Rossini, A., Selleri, S., Calcaterra, C., Gariboldi, S., Zanobbio, L.,
Arnaboldi, F, Shirai, Y.F, Serrao, G., Rumio, C., 2007. Activation of enter-
oendocrine cells via TLRs induces hormone, chemokine, and defensin secretion.
J. Immunol. 178, 4296—4303.

Presicce, P., Giannelli, S., Taddeo, A., Villa, M.L, Della Bella, S., 2009. Human
defensins activate monocyte-derived dendritic cells, promote the production of
proinflammatory cytokines, and up-regulate the surface expression of CD91.
J. Leukoc. Biol. 86, 941-948.

Rawdon, B.B., Andrew, A., 1999. Gut endocrine cells in birds: an overview, with
particular reference to the chemistry of gut peptides and the distribution,
ontogeny, embryonic origin and differentiation of the endocrine cells. Prog.
Histochem. Cytochem. 34, 3—82.

Rindi, G., Leiter, A.B., Kopin, A.S., Bordi, C,, Solcia, E., 2004. The “normal” endocrine
cell of the gut: changing concepts and new evidences. Ann. N. Y. Acad. Sci. 1014,
1-12.

Rohrl, J., Yang, D., Oppenheim, J.J., Hehlgans, T., 2010. Human beta-defensin 2 and 3
and their mouse orthologs induce chemotaxis through interaction with CCR2.
J. Immunol. 184, 6688—6694.

Romanoff, A.L, 1960. The Avian Embryo: Structural and Functional Development.
Macmillan, New York.

Scudiero, O., Galdiero, S., Cantisani, M., Di Noto, R., Vitiello, M., Galdiero, M.,
Naclerio, G., Cassiman, JJ., Pedone, C., Castaldo, G., Salvatore, F.,, 2010. Novel

synthetic, salt-resistant analogs of human beta-defensins 1 and 3 endowed
with enhanced antimicrobial activity. Antimicrob. Agents Chemother. 54,
2312—-2322.

Selleri, S., Palazzo, M., Deola, S., Wang, E., Balsari, A., Marincola, FM., Rumio, C.,
2008. Induction of pro-inflammatory programs in enteroendocrine cells by the
Toll-like receptor agonists flagellin and bacterial LPS. Int. Immunol. 20,
961-970.

Shiojiri, N., Takahashi, M., 1991. Lymphoid follicle formation in the bursa of Fabricius
of the chick embryo. J. Anat. 175, 237—249.

Sigalet, D.L., Wallace, L.E., Holst, J.J., Martin, G.R., Kaji, T., Tanaka, H., Sharkey, KA.,
2007. Enteric neural pathways mediate the anti-inflammatory actions of
glucagon-like peptide 2. Am. ]. Physiol. Gastrointest. Liver Physiol. 293,
G211-G221.

Sunkara, LT, Achanta, M., Schreiber, N.B., Bommineni, Y.R., Dai, G., Jiang, W.,
Lamont, S., Lillehoj, H.S., Beker, A., Teeter, R.G., Zhang, G., 2011. Butyrate en-
hances disease resistance of chickens by inducing antimicrobial host defense
peptide gene expression. PLoS One 6, e27225.

van Dijk, A., Herrebout, M., Tersteeg-Zijderveld, M.H., Tjeerdsma-van Bokhoven, J.L.,
Bleumink-Pluym, N., Jansman, AJ., Veldhuizen, E.J., Haagsman, H.P, 2012.
Campylobacter jejuni is highly susceptible to killing by chicken host defense
peptide cathelicidin-2 and suppresses intestinal cathelicidin-2 expression in
young broilers. Vet. Microbiol. 160, 347—354.

van Dijk, A., Tersteeg-Zijderveld, M.H., Tjeerdsma-van Bokhoven, J.L., Jansman, AJ].,
Veldhuizen, E.J., Haagsman, H.P., 2009a. Chicken heterophils are recruited to the
site of Salmonella infection and release antibacterial mature Cathelicidin-2
upon stimulation with LPS. Mol. Immunol. 46, 1517—1526.

van Dijk, A. Veldhuizen, EJ. Kalkhove, S.I., Tjeerdsma-van Bokhoven, ].L.,
Romijn, R.A., Haagsman, H.P., 2007. The beta-defensin gallinacin-6 is expressed
in the chicken digestive tract and has antimicrobial activity against food-borne
pathogens. Antimicrob. Agents Chemother. 51, 912—922.

van Dijk, A., Veldhuizen, E.J.A., van Asten, A.J.A.M., Haagsman, H.P., 2005. CMAP27, a
novel chicken cathelicidin-like antimicrobial protein. Vet. Immunol. Immuno-
pathol. 106, 321-327.

van Dijk, A., Molhoek, E.M., Veldhuizen, EJ.A., Tjeerdsma-van Bokhoven, ].L.M.,
Wagendorp, E., Bikker, F, Haagsman, H.P., 2009b. Identification of chicken
cathelicidin-2 core elements involved in antibacterial and immunomodulatory
activities. Mol. Immunol. 46, 2465—2473.

Wells, L.L., Lowry, V.K,, DeLoach, J.R., Kogut, M.H., 1998. Age-dependent phagocy-
tosis and bactericidal activities of the chicken heterophil. Dev. Comp. Immunol.
22,103-109.

Xiao, Y., Hughes, A.L, Ando, J., Matsuda, Y., Cheng, J.F.,, Skinner-Noble, D., Zhang, G.,
2004. A genome-wide screen identifies a single beta-defensin gene cluster in
the chicken: implications for the origin and evolution of mammalian defensins.
BMC Genomics 5, 56.

Yang, D., Chertov, O., Bykovskaia, S.N., Chen, Q., Buffo, MJ., Shogan, J., Anderson, M.,
Schroder, ].M., Wang, ].M., Howard, O.M., Oppenheim, J.J., 1999. Beta-defensins:
linking innate and adaptive immunity through dendritic and T cell CCR6. Sci-
ence 286, 525—528.

Yang, Q., Lian, G., Gong, X., 2007. Enhancement of mucosal immune responses in
chickens by oral administration of cysteamine. Poult. Sci. 86, 1323—1328.


http://refhub.elsevier.com/S0145-305X(16)30088-X/sref25
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref25
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref25
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref25
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref26
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref26
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref27
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref27
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref27
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref27
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref27
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref28
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref28
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref28
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref28
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref28
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref29
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref29
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref29
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref29
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref30
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref30
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref30
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref31
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref31
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref31
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref31
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref32
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref32
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref32
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref32
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref33
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref33
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref33
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref34
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref34
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref34
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref34
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref35
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref35
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref35
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref35
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref35
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref36
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref36
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref36
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref36
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref36
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref37
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref37
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref37
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref37
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref37
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref38
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref38
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref38
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref38
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref39
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref39
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref39
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref39
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref40
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref40
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref41
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref42
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref42
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref42
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref42
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref42
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref43
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref43
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref43
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref44
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref44
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref44
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref44
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref44
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref45
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref45
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref45
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref45
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref46
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref47
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref47
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref47
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref47
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref47
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref48
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref48
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref48
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref48
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref48
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref49
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref49
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref49
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref49
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref50
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref50
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref50
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref50
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref50
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref51
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref51
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref51
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref51
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref52
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref52
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref52
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref52
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref53
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref53
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref53
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref53
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref53
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref54
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref54
http://refhub.elsevier.com/S0145-305X(16)30088-X/sref54

	Localization and developmental expression of two chicken host defense peptides: cathelicidin-2 and avian β-defensin 9
	1. Introduction
	2. Materials and methods
	2.1. Animals and tissue sampling
	2.2. Antibodies
	2.3. Tissue processing and sectioning
	2.4. Immunohistochemistry
	2.5. Sequential stain with HE or Giemsa
	2.6. Silver staining
	2.7. Quantitative analysis
	2.8. Statistics

	3. Results
	3.1. Localization and identity of CATH-2 expressing cells and developmental stage of heterophils
	3.2. Localization and identity of AvBD9 expressing cells
	3.3. Quantitative expression of CATH-2 during development
	3.4. Quantitative expression of AvBD9 during development

	4. Discussion
	Additional information
	Acknowledgments
	Appendix A. Supplemental figures
	References


