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Effects of Escherichia coli Nissle 1917 
and Ciprofloxacin on small intestinal epithelial 
cell mRNA expression in the neonatal piglet 
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Abstract 

We evaluated the effects of the probiotic Escherichia coli Nissle 1917 (EcN) and the antibiotic Ciprofloxacin (Cipro) on 
mRNA expression of intestinal epithelial cells (IEC) in gnotobiotic (Gn) piglets colonized with a defined commensal 
microflora (DMF) and inoculated with human rotavirus (HRV) that infects IECs. We analyzed mRNA levels of IEC genes 
for enteroendocrine cells [chromogranin A (CgA)], goblet cells [mucin 2 (MUC2)], transient amplifying progenitor cell 
[proliferating cell nuclear antigen (PCNA)], intestinal epithelial stem cell (SOX9) and enterocytes (villin). Cipro treat‑
ment enhanced HRV diarrhea and decreased the mRNA levels of MUC2 and villin but increased PCNA. These results 
suggest that Cipro alters the epithelial barrier, potentially decreasing the numbers of mature enterocytes (villin) 
and goblet cells secreting protective mucin (MUC2). These alterations may induce increased IEC proliferation (PCNA 
expression) to restore the integrity of the epithelial layer. Coincidental with decreased diarrhea severity in EcN treated 
groups, the expression of CgA and villin was increased, while SOX9 expression was decreased representing higher epi‑
thelial integrity indicative of inhibition of cellular proliferation. Thus, EcN protects the intestinal epithelium from dam‑
age by increasing the gene expression of enterocytes and enteroendocrine cells, maintaining the absorptive function 
and, consequently, decreasing the severity of diarrhea in HRV infection.
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Background
Rotavirus infects intestinal epithelial cells (IECs) caus-
ing villous atrophy and malabsorptive diarrhea [1] and is 
a major cause of gastroenteritis in children worldwide, 
leading to more than 500,000 deaths annually [2]. Gno-
tobiotic (Gn) piglets are used as a model to study viru-
lent human rotavirus (VirHRV) infection due to their 

susceptibility to diarrhea and similarities in gastroin-
testinal physiology, micro- and macronutrient metabo-
lism, and immunity when compared to human infants 
[3]. In developing countries, the two currently licensed 
live attenuated HRV vaccines show reduced efficacy due 
to multiple factors, including micronutrient deficien-
cies, intestinal dysbiosis, and genetic variability among 
dominant RV strains [4, 5]. Indiscriminate use of anti-
biotics aggravates intestinal dysbiosis and is frequently 
associated with persistence of HRV-induced diarrhea 
[6]. Therefore, alternative strategies are important to 
alleviate infectious diarrhea and/or enhance oral vaccine 
efficacy.
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Commensal microbiota and probiotics interact with 
host metabolic activities and immune responses to pro-
tect the intestinal epithelium against enteric pathogens 
[7, 8]. Escherichia coli strain Nissle 1917 (EcN) is a Gram-
negative probiotic that acts as a potent immunostimulant 
of the host immune system [9], and its immunomodu-
latory and anti-inflammatory effects alleviate HRV-
induced diarrhea in Gn piglets [10, 11]. However, the 
effects of EcN on IEC dynamics during HRV infection 
have not been studied. It is well established that intestinal 
epithelial stem cells (IESCs) respond to intestinal dam-
age, maintaining a dynamic balance between the stem 
cell progenitors, secretory (goblet, enteroendocrine) 
cells and enterocytes [12]. Here, we evaluated the effects 
of EcN and/or Ciprofloxacin (Cipro), a fluoroquinolone 
antibiotic commonly used in infants and children to treat 
infectious diarrhea, on mRNA expression profiles of IEC 
specific genes for enteroendocrine cells [chromogra-
nin A (CgA)], goblet cells [mucin 2 (MUC2)], transient 
amplifying progenitor cell [proliferating cell nuclear anti-
gen (PCNA)], intestinal epithelial stem cell (SOX9) and 
enterocytes (villin) during HRV infection of Gn piglets 
colonized with a defined commensal microflora (DMF). 
The DMF, similar in composition to modified Schaedler’s 
flora used in mice, consists of seven bacterial species of 
swine origin (Bifidobacterium adolescentis, Bifidobacte-
rium longum, Bacteroides thetaiotaomicron, Enterococ-
cus faecalis, Lactobacillus brevis, Streptococcus bovis and 
Clostridium clostridioforme) [13].

Comparative assessment of the expression levels of IEC 
genes should reflect intestinal crypt dynamics in response 
to Cipro and/or EcN treatments in the context of HRV 
infection of IECs. The complexity of the intestinal micro-
environment of conventional neonatal piglets compli-
cates delineation of the specific effects of probiotics and 
antibiotics. To establish a simplified model of commensal 
microbiota, we used the DMF bacterial cocktail derived 
from the gut of healthy pigs. Like individual probiotic 
strains, each DMF bacterial strain colonizes Gn pigs after 
a single dose and influences early maturation of neonatal 
immune responses [14–17] which otherwise are naïve and 
functionally immature compared to adults [18, 19].

Methods
Experimental design
This study was approved by the Institutional Animal Care 
and Use Committee at Ohio State University (protocol 
#2010A00000088). Cesarean-derived Gn piglets from 
sows (Landrace ×  Yorkshire ×  Duroc cross-bred) were 
maintained in sterile isolators as described previously 
[20]. All piglets were colonized orally at 7  days of age 
with DMF with 105 colony-forming units (CFU) of each 

bacteria/piglet. DMF were kindly provided by Dr. David 
Francis from South Dakota State University, USA.

Piglets were randomly assigned to 4 groups: 
DMF  +  VirHRV (n  =  6), DMF  +  Cipro  +  VirHRV 
(n  =  6), DMF  +  EcN  +  VirHRV (n  =  3) and 
DMF + Cipro + EcN + VirHRV (n = 4). The piglets were 
orally treated or untreated with Cipro (60 mg/day) and/
or EcN (105 CFU/piglet daily) at post bacterial coloniza-
tion days (PBCD) 8–13. EcN inoculum was prepared as 
described previously [10]. All piglets were challenged 
with VirHRV at a dose of 2 ×  106  fluorescent-forming 
units (FFU) per piglet at PBCD 14. Post-VirHRV chal-
lenge, rectal swabs were collected to assess HRV shed-
ding by cell culture immunofluorescence infectivity 
(CCIF) assay and record fecal scores to assess the sever-
ity of diarrhea as described previously [21]. All piglets 
were euthanized by electrocution following anesthesia at 
PBCD 35/post-VirHRV challenge day (PCD) 21 and mid-
jejunum (10 cm) was collected to isolate IECs.

Isolation of IECs
The IECs were isolated from jejune (middle gut) using a 
modified protocol adapted from Pan et  al. [22]. Briefly, 
jejunum was cut into small pieces (1  cm) and placed in 
a 50  ml tube with 20  ml of Hanks balanced salt solu-
tion (Gibco BRL, Gaithersburg, MD, USA) containing 
5% fecal bovine serum (FBS) (Sigma-Aldrich, St. Louis, 
MO, USA) and 2.5 mM EDTA (Sigma-Aldrich, St. Louis, 
MO, USA). The tissue was processed twice in an orbital 
shaker at 300 RPM for 15 min and the resulting cell sus-
pension was filtered through a metal cell strainer. The 
IECs were spun down at 500 × g for 10 min at 4  °C and 
the pellet was resuspended in RPMI1640 (Gibco BRL, 
Gaithersburg, MD, USA) enriched with 8% FBS (Sigma-
Aldrich, St. Louis, MO, USA), 2 mM l-glutamine (Gibco 
BRL, Gaithersburg, MD, USA), 0.1  mM nonessential 
amino acids (Gibco BRL, Gaithersburg, MD, USA), 1 mM 
sodium pyruvate (Gibco BRL, Gaithersburg, MD, USA), 
20  mM HEPES (Gibco BRL, Gaithersburg, MD, USA), 
100 g of gentamicin (VetOne, Boise, ID, USA) per ml, and 
10 g of ampicillin (Gibco BRL, Gaithersburg, MD, USA) 
per ml (E-RPMI). The viability and numbers of IECs were 
determined by the Trypan Blue exclusion method. IECs 
were stored at −80 °C in 500 ul of RNA later tissue col-
lection buffer (Life technologies, Carlsbad, CA, USA) 
until further analysis.

Extraction of RNA
Total RNA from IECs was extracted using Direct-Zol 
RNA Miniprep (Zymo Research, Irvine, CA, USA) 
according to the manufacturer’s instructions. The 
RNA concentrations and purity were measured using 
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NanoDrop 2000c spectrophotometer (Thermo Scientific, 
Wilmington, DE, USA).

Real‑time quantitative RT‑PCR (qRT‑PCR)
qRT-PCR was performed using equal amounts of total 
RNA (75 ng) with Power SYBR Green RNA-to-CT 1 step 
RT-PCR kit (Applied Biosystems, Foster, CA, USA). The 
primers for CgA, MUC2, PCNA, SOX9, villin and β-actin 
were based on previously published data [23–25]. Rela-
tive gene expression of CgA, MUC2, PCNA, SOX9 and 
villin were normalized to β-actin and expressed as fold 
change using the 2ΔΔCt method [26].

Statistical analyses
Mean days to onset of virus shedding, mean dura-
tion of virus shedding, average peak virus shedding 
titer and mean duration of diarrhea were analyzed 
by the Kruskal–Wallis rank-sum test. Mean cumula-
tive fecal scores were analyzed by the area under the 
curve method as described previously [10]. A nonpara-
metric t test was used to detect significant differences 
(P  <  0.05) in the relative mRNA levels between the 
treatments and control group. Statistical analyses were 
performed by using GraphPad Prism 5 software (Graph 
Pad Software) for relative mRNA levels and SAS 9.4 
(SAS Institute Inc. Cary, NC) for shedding titers and 
diarrhea scores.

Results
Cipro increases diarrhea severity, while EcN induces 
protection against HRV‑induced diarrhea in Cipro treated 
piglets
Fecal virus shedding was confirmed for all DMF-col-
onized, VirHRV-challenged piglets (Fig.  1a). Mean 
days to onset of shedding were significantly longer 

in DMF  +  Cipro  +  EcN  +  VirHRV compared to 
DMF +  Cipro +  VirHRV piglets (Fig.  1A). Mean dura-
tion of diarrhea was longer in DMF + Cipro + VirHRV 
compared with DMF + VirHV piglets (Fig. 1b).

Cipro treatment resulted in a 25% increase in the 
proportion of diarrheic piglets post-VirHRV chal-
lenge when compared to DMF-colonized, non-Cipro 
treated animals. Notably, EcN-treatment greatly 
reduced the percentage of piglets with diarrhea in 
both Cipro and non-Cipro-treated, DMF-colonized 
groups. Furthermore, DMF  +  EcN  +  VirHRV and 
DMF + Cipro + EcN + VirHRV groups had significantly 
lower mean cumulative fecal diarrhea scores compared 
to groups not treated with EcN (Fig. 2).

Contrasting effects of Cipro and EcN treatments 
on the gene expression by goblet cells, enterocytes, 
enteroendocrine, transient amplifying progenitor 
and IESCs of HRV infected piglets
Gene expression levels of CgA, MUC2, PCNA, SOX9 
and villin were assessed. The relative mRNA lev-
els of CgA were significantly increased in EcN groups 
with or without Cipro (DMF  +  EcN  +  VirHRV, 
DMF  +  Cipro  +  EcN  +  VirHRV) when compared 
with DMF +  VirHRV piglets (Fig.  3a). Cipro treatment 
(DMF +  Cipro +  VirHRV) significantly downregulated 
MUC2 while upregulating PCNA mRNA levels when 
compared with the DMF +  VirHRV group (Fig.  3b and 
c). Gene expression of SOX9 was downregulated in all 
groups in comparison with DMF +  VirHRV, but more 
so in the EcN-treated groups (DMF +  EcN +  VirHRV, 
DMF  +  Cipro  +  EcN  +  VirHRV, Fig.  3d). Cipro 
treatment decreased the relative mRNA levels of 
villin in DMF  +  Cipro  +  VirHRV animals; how-
ever, EcN-treatment (DMF  +  EcN  +  VirHRV, 

a b

Fig. 1 Virus shedding (a) determined by CCIF and expressed as FFU/ml and duration of diarrhea (b) determined by number of days with 
fecal score >1 (fecal consistency was scored as follows: 0 = normal, on diarrhea: 1 = pasty/semiliquid, 2 = liquid) in DMF + VirHRV (n = 6), 
DMF + Cipro + VirHRV (n = 6), DMF + EcN + VirHRV (n = 3) and DMF + Cipro + EcN + VirHRV (n = 4) groups
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DMF + Cipro + EcN + VirHR) upregulated villin when 
compared with the DMF + VirHRV piglets (Fig. 3e).

Additional effects of Cipro on IECs were observed. Rel-
ative mRNA levels of CgA, MUC2 and villin decreased, 
whereas gene expression of PCNA and SOX9 increased 

in DMF + Cipro + EcN + VirHRV in comparison with 
DMF + EcN + VirHRV piglets (Fig. 4a).

The modulatory effects of EcN on IEC gene expres-
sion levels were further demonstrated. Increased relative 
expression of all genes (with the exception of SOX9) was 
observed in DMF + Cipro + EcN + VirHRV compared 
with DMF + Cipro + VirHRV piglets (Fig. 4b).

Discussion
In this study, we investigated the effects of the probiotic 
EcN, the antibiotic Cipro and their combined effects on 
VirHRV infection and IEC dynamics in DMF-colonized, 
VirHRV-challenged piglets. Cipro treatment increased 
the severity of VirHRV diarrhea as demonstrated by an 
increased incidence of diarrhea and mean fecal cumula-
tive diarrhea score. Cipro treatment in healthy humans 
decreased the taxonomic richness, diversity, and evenness 
of gut microbiota [27] as well as decreasing these param-
eters in Gn pigs in our study (Huang et al., unpublished).

We observed a negative effect of Cipro on MUC2 
mRNA levels suggesting decreased mucin secretion from 
goblet cells. In agreement with our results, antibiotic 
metronidazole decreased MUC2 production from goblet 
cells suggesting a potential depletion of the mucus layer, 
predisposing the host to enteric infection [28]. In addi-
tion, our results are supported by other studies that noted 

Fig. 2 Mean cumulative fecal score (daily fecal scores from PCD 
1–7/n) to assess the severity of diarrhea and percentage of diar‑
rhea in DMF + VirHRV (n = 6), DMF + Cipro + VirHRV (n = 6), 
DMF + EcN + VirHRV (n = 3) and DMF + Cipro + EcN + VirHRV 
(n = 4) groups. Means with different letters (a, b) in the same column 
differ significantly (determined by the Kruskal–Wallis rank sum test, 
P ≤ 0.05)

a b c

d e

Fig. 3 Relative mRNA levels of CgA (a), MUC2 (b), PCNA (c), SOX9 (d) and villin (e) in DMF + Cipro + VirHRV (n = 6), DMF + EcN + VirHRV (n = 3), 
DMF + Cipro + EcN + VirHRV (n = 4) groups measured by RT‑PCR, normalized to β‑actin gene and expressed as fold change relative to the 
DMF + VirHRV group (n = 6), which was normalized as 1. Graphs represent means ± SEM. (*P < 0.05, **P < 0.01, relative to DMF + VirHRV group)
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changes in the gut microbiota composition and intestinal 
homeostasis leading to decreased MUC2 secretion [29].

We found that Cipro treatment during HRV infection 
significantly upregulated mRNA levels of PCNA. This is 
likely due to increased intestinal damage that stimulates 
increased epithelial proliferation. Furthermore, Cipro 
treatment decreased the gene expression of villin dur-
ing HRV infection. Similarly, other researchers observed 
downregulation of other enterocyte genes including 
lactase, liver fatty acid-binding (L-FABP) and sodium-
dependent glucose transporter 1 (SGLT1) in the small 
intestine of mice during murine RV infection [30]. Our 
results suggest a negative feedback mechanism between 
numbers of mature enterocytes and the levels of IEC pro-
liferation [31]. We conclude that HRV infection might 
induce apoptosis of mature enterocytes as observed by 
others for murine RV [30] and, consequently, stimu-
late IEC proliferation. However, these cells are replaced 
by less differentiated enterocytes, leading to defective 
absorptive function and increased secretory HRV diar-
rhea [30, 32].

Probiotics provide a physical barrier to block 
pathogen entry into IECs [8], thereby reducing 
diarrhea duration and enhancing enterocyte prolif-
eration and villus repopulation [33]. In this study, the 
DMF +  Cipro +  EcN +  VirHRV piglets had decreased 
mean cumulative fecal diarrhea scores and diarrhea 
prevalence compared with DMF + Cipro + VirHRV pig-
lets. Our results suggest that EcN protects the intestinal 
epithelium from damage as confirmed by an increase in 
mRNA levels of CgA, and villin in addition to decreased 
diarrhea severity. Similarly, in a double-blind trial, EcN 
conferred beneficial effects by reducing diarrhea in 
young children [34]. EcN has also been used to alleviate 

the severity of diarrhea in gastrointestinal diseases such 
as ulcerative colitis [35], inflammatory bowel disease 
[36] and Crohn’s disease [37]. Our study corroborated 
our previous findings that demonstrated EcN protective 
effects against HRV [10, 11]. However, from our results 
we can only suggest a beneficial effect of EcN on IEC 
gene profile expression during HRV infection. Further 
evaluation of the intestinal epithelial layer and total cell 
numbers need to be confirmed by histopathological 
examination and/or immunohistochemistry.

The upregulation of CgA in EcN-treated piglets could 
be reflective of enhanced protection of the intestinal bar-
rier. Other studies have shown that enteroendocrine cells 
are activated after treatment with probiotics [38]. Enter-
oendocrine cells are regulated by Notch signaling and 
produce hormones that control various functions such 
as glucose metabolism, exocrine pancreatic secretion 
and repair of intestinal epithelium [39]. In addition, we 
observed a decrease in expression of the stem-cell spe-
cific-gene SOX9 in the EcN-treated groups. SOX9 plays 
an important role in control of the proliferative capacity 
of stem cells to replenish different lineages of IECs [40]. A 
decrease in SOX9 gene expression could be explained by 
the ability of probiotics to modulate cellular proliferation 
by Wnt signaling inhibition [41]. However, further stud-
ies are needed to elucidate the numbers of intestinal stem 
cells before and after treatment to clarify this question.

Our study demonstrated that EcN increases the mRNA 
levels of the enterocyte-specific gene villin. These results 
suggest that EcN modulates the effects of HRV and Cipro 
by increasing the villin gene expression of enterocytes 
and repairing/restoring functional enterocytes, result-
ing in increased barrier and absorptive functions during 
HRV-induced diarrhea. Additionally, treatment with the 

a b

Fig. 4 Effects of Cipro (a) on mRNA levels of CgA, MUC2, PCNA, SOX9 and villin in DMF + Cipro + EcN + VirHRV (n = 4) expressed as 
fold change relative to DMF + EcN + ViHRV (n = 3) piglets. Effects of EcN (b) on mRNA levels of CgA, MUC2, PCNA, SOX9 and villin in 
DMF + Cipro + EcN + VirHRV (n = 4) piglets expressed as fold change relative to DMF + Cipro + ViHRV (n = 6) group. Graphs represent means ± 
SEM
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probiotic LGG increased the number of villus cells in the 
jejunum of gnotobiotic rats [42].

In conclusion, our findings suggest that Cipro can 
enhance RV pathogenesis by disrupting intestinal home-
ostasis, affecting the IEC dynamics and potentiating 
the severity of diarrhea. To our knowledge, our current 
study is the first to demonstrate the beneficial effect of 
EcN in increasing the expression of the villin gene dur-
ing HRV infection. Thus administration of the probiotic 
EcN protects the intestinal epithelium and alleviates 
diarrhea during VirHRV infection of DMF-colonized Gn 
piglets. Further studies are necessary to investigate the 
role of EcN in enhancing rotavirus vaccines efficacy in 
conditions where children are exposed to antibiotics and 
malnutrition.

Authors’ contributions
FCP did the mRNA data analysis and wrote the manuscript. SNL did the data 
analysis for clinical signs and fecal shedding. ANV, LJS, SNL and DDF contrib‑
uted to manuscript drafting and data interpretation. All other authors were 
involved in the overall experimental design and read and approved the final 
manuscript.

Author details
1 Food Animal Health Research Program (FAHRP), The Ohio Agricultural 
Research and Development Center, Veterinary Preventive Medicine Depart‑
ment, The Ohio State University, 1680 Madison Avenue, Wooster, OH 44691, 
USA. 2 Present Address: Hillman Cancer Center, University of Pittsburgh, 4200 
Fifth Ave, Pittsburgh, PA 15260, USA. 3 Present Address: Genomics and Systems 
Biology, Bioscience Division, Los Alamos National Laboratory, Los Alamos, NM 
87545, USA. 

Acknowledgements
This work was supported by a grant from the NIAID NIH (grant # R01 
A1099451 to L.J.S.) and federal funds appropriated to the Ohio Agricultural 
Research and Development Center (OARDC) of The Ohio State University. We 
thank Dr. Abdul Rauf, Dr. J. Hanson, R. Wood, and J. Ogg, J. Chepngeno for their 
technical assistance.

Competing interests
The authors declare that they have no competing interests.

Availability of data and materials
Data and materials are available from the authors.

Ethics approval
This study was approved by the Institutional Animal Care and Use Committee 
at Ohio State University (protocol #2010A00000088).

Funding
This study was supported by grant from the National Institutes of Health (NIH) 
R01 A1099451 to Dr. L.J. Saif, PI and Dr. Vlasova and Dr. Rajashekara Co PIs.

Received: 12 November 2016   Accepted: 3 December 2016

References
 1. Lundgren O, Svensson L. Pathogenesis of rotavirus diarrhea. Microbes 

Infect. 2001;3:1145–56.
 2. World Health Organization. Global and national estimates of deaths 

under age five attributable to rotavirus infection: 2004. 2006. http://www.
who.int/immunization_monitoring/burden/rotavirus_estimates/en/. 
Accessed 10 Oct 2016.

 3. Saif LJ, Ward LA, Yuan L, Rosen BI, To TL. The gnotobiotic piglet as a model 
for studies of disease pathogenesis and immunity to human rotaviruses. 
Arch Virol Suppl. 1996;12:153–61.

 4. Verikari T, Matson DO, Dennehy P, Van Damme P, Santosham M, Rodrigez 
Z, Dallas MJ, Heyse JF, Goveia MG, Black SB. Safety and efficacy of a penta‑
valent human‑bovine (WC3) reassortant rotavirus vaccine. N Engl J Med. 
2006;354:23–33.

 5. Gray J. Rotavirus vaccines: safety, efficacy and public health impact. J 
Intern Med. 2011;270:206–14.

 6. Simpson E, Wittet S, Bonilla J, Gamazina K, Cooley L, Winkler JL. Use of 
formative research in developing a knowledge translation approach 
to rotavirus vaccine introduction in developing countries. BMC Public 
Health. 2007;7:281.

 7. Sullivan A, Nord CE. Probiotics and gastrointestinal diseases. J Intern Med. 
2005;257:78–92.

 8. Martín R, Miquel S, Ulmer J, Kechaou N, Langella P, Bermúdez‑Humarán 
LG. Role of commensal and probiotic bacteria in human health: a focus 
on inflammatory bowel disease. Microb Cell Fact. 2013;12:71.

 9. Behnsen J, Deriu E, Sassone‑Corsi M, Raffatellu M. Probiotics: properties, 
examples, and specific applications. Cold Spring Harb Perspect Med. 
2013;3:a010074.

 10. Kandasamy S, Vlasova AN, Fischer D, Kumar A, Chatta KS, Rauf A, Shao 
L, Langel SN, Rajashekara G, Saif LJ. Differential effects of Escherichia coli 
Nissle and lactobacillus rhamnosus strain gg on human rotavirus binding, 
infection, and B cell immunity. J Immunol. 2016;196:1780–9.

 11. Vlasova AN, Shao L, Kandasamy S, Fischer DD, Rauf A, Langel SN, Chattha 
KS, Kumar A, Huang HC, Rajashekara G, Saif LJ. Escherichia coli Nissle 1917 
protects gnotobiotic piglets against human rotavirus by modulating pDC 
and NK‑cell responses. Eur J Immunol. 2016;46:2426–37.

 12. Peterson LW, Artis D. Intestinal epithelial cells: regulators of barrier func‑
tion and immune homeostasis. Nat Rev Immunol. 2014;14:141–53.

 13. Laycok G, Sait L, Inman C, Lewis M, Smidt H, van Diemen P, Jorgensen F, 
Stevens M. A defined intestinal colonization microbiota for gnotobiotic 
pigs. Vet Immunol Immunopathol. 2012;149:216–24.

 14. Butler JE, Weber P, Sinkora M, Baker D, Schoenherr A, Mayer B, Francis D. Anti‑
body repertoire development in fetal and neonatal piglets. VIII. Colonization 
is required for newborn piglets to make serum antibodies to T‑dependent 
and type 2 T‑independent antigens. J Immunol. 2002;169:6822–30.

 15. Butler JE, Francis DH, Freeling J, Weber P, Krieg AM. Antibody repertoire 
development in fetal and neonatal piglets. IX. Three pathogen‑associated 
molecular patterns act synergistically to allow germfree piglets to 
respond to type 2 thymus‑independent and thymus‑dependent anti‑
gens. J Immunol. 2005;175:6772–85.

 16. Butler JE, Sun J, Weber P, Navarro P, Francis D. Antibody repertoire devel‑
opment in fetal and newborn piglets, III. Colonization of the gastroin‑
testinal tract selectively diversifies the preimmune repertoire in mucosal 
lymphoid tissues. Immunology. 2000;100:119–30.

 17. Macpherson AJ, Harris NL. Interactions between commensal intestinal 
bacteria and the immune system. Nat Rev Immunol. 2004;4:478–85.

 18. Zaghouani H, Hoeman CM, Adkins B. Neonatal immunity: faulty 
T‑helpers and the shortcomings of dendritic cells. Trends Immunol. 
2009;30:585–91.

 19. Siegrist CA, Aspinall R. B‑cell responses to vaccination at the extremes of 
age. Nat Rev Immunol. 2009;9:185–94.

 20. Meyer RC, Bohl EH, Kohler EM. Procurement and maintenance of 
germ‑free seine for microbiological investigations. Appl Microbiol. 
1964;12:295–300.

 21. Yuan L, Kang SY, Ward LA, To TL, Saif LJ. Antibody‑secreting cell responses 
and protective immunity assessed in gnotobiotic pigs inoculated orally or 
intramuscularly with inactivated human rotavirus. J Virol. 1998;72:330–8.

 22. Pan D, Das A, Liu D, Veazey RS, Pahar B. Isolation and characterization of 
intestinal epithelial cells from normal and SIV‑infected rhesus macaques. 
PLoS ONE. 2012;7:e30247.

 23. Gonzalez LM, Williamson I, Piedrahita JA, Blikslager AT, Magness ST. Cell 
lineage identification and stem cell culture in a porcine model for the 
study of intestinal epithelial regeneration. PLoS ONE. 2013;8:e66465.

 24. Nossol C, Diesing AK, Walk N, Faber‑Zuschratter H, Harting R, Post A, 
Kluess J, Rothkötter J, Kahlert S. Air‑liquid interface cultures enhance 
the oxygen supply and trigger the structural and functional differen‑
tiation of intestinal porcine epithelial cells (IPEC). Histochem Cell Biol. 
2011;136:103–15.

http://www.who.int/immunization_monitoring/burden/rotavirus_estimates/en/
http://www.who.int/immunization_monitoring/burden/rotavirus_estimates/en/


Page 7 of 7Paim et al. Gut Pathog  (2016) 8:66 

•  We accept pre-submission inquiries 

•  Our selector tool helps you to find the most relevant journal

•  We provide round the clock customer support 

•  Convenient online submission

•  Thorough peer review

•  Inclusion in PubMed and all major indexing services 

•  Maximum visibility for your research

Submit your manuscript at
www.biomedcentral.com/submit

Submit your next manuscript to BioMed Central 
and we will help you at every step:

 25. Collado‑Romero M, Arce C, Ramírez‑Boo M, Carvajal A, Garrido JJ. Quan‑
titative analysis of the immune response upon Salmonella typhimurium 
infection along the porcine intestinal gut. Vet Res. 2010;41:23.

 26. Livak KJ, Schmittgen TD. Analyzing real‑time PCR data by the compara‑
tive C (T) method. Nat Protoc. 2008;3:1101–8.

 27. Dethlefsen L, Huse S, Sogin ML, Relman DA. The pervasive effects of an 
antibiotic on the human gut microbiota, as revealed by deep 16s RRNA 
sequencing. PLoS Biol. 2008;6:e280.

 28. Wlodarska M, Willing B, Keeney KM, Menendez A, Bergstrom KS, Gill N, 
Russel SL, Vallence BA, Finlay BB. Antibiotic Treatment Alters the Colonic 
Mucus Layer and Predisposes the Host to Exacerbated Citrobacter 
rodentium‑induced colitis. Infect Immun. 2011;79:1536–45.

 29. Wlodarska M, Finlay BB. Host immune response to antibiotic perturbation 
of the microbiota. Mucosal Immunol. 2010;3:100–3.

 30. Boshuizen JA, Reimerink JH, Korteland‑van Male AM, van Ham VJ, Koop‑
mans MP, Büller HA, Dekker J, Einerhand AW. Changes in small intestinal 
homeostasis, morphology, and gene expression during rotavirus infec‑
tion of infant mice. J Virol. 2003;24:13005–16.

 31. Rijke RP, Hanson WR, Plaisier HM, Osborne JW. The effect of ischemic 
villi age on crypt cell proliferation in the small intestine: evidence for a 
feedback control mechanism. Gastroenterology. 1976;5:786–92.

 32. Honeyman MC, Laine D, Zhan Y, Londrigan S, Kirkwood C, Harrison LC. 
Rotavirus infection induces transient pancreatic involution and hypergly‑
cemia in weanling mice. PLoS ONE. 2014;9:e106560.

 33. Preidis GA, Saulnier DM, Blutt SE, Mistretta TA, Riehle KP, Major AM, 
Venable SF, Barrish JP, Finegold MJ, Petrosino JF, Guerrant RL, Conner 
ME, Versalovic J. Host response to probiotics determined by nutritional 
status of rotavirus‑infected neonatal mice. J Pediatr Gastroenterol Nutr. 
2014;55:299–307.

 34. Henker J, Laass MW, Blokhin BM, Maydannik VG, Bolbot YK, Elze M, Wolff 
C, Schreiner A, Schulze J. Probiotic Escherichia coli Nissle 1917 versus 
placebo for treating diarrhea of greater than 4 days duration in infants 
and toddlers. Pediatr Infect Dis J. 2008;27:494–9.

 35. Rembacken BJ, Snelling AM, Hawkey PM, Chalmers DM, Axon AT. Non‑
pathogenic Escherichia coli versus mesalazine for the treatment of ulcera‑
tive colitis: a randomised trial. Lancet. 1999;354:635–9.

 36. Schultz M. Clinical use of E. coli Nissle, in inflammatory bowel disease. 
Inflamm Bowel Dis. 1917;2008(7):1012–8.

 37. Boudeau J, Glasser AL, Julien S, Colombel JF, Darfeuille‑Michaud A. Inhibi‑
tory effect of probiotic Escherichia coli strain Nissle 1917 on adhesion 
to and invasion of intestinal epithelial cells by adherent‑invasive E. coli 
strains isolated from patients with Crohn’s disease. Aliment Pharmacol 
Ther. 2003;18:45–56.

 38. Nair GB, Takeda Y. ECAB health impact of probiotics: vision and opportu‑
nities. India: Elsevier; 2012.

 39. Skipper M, Lewis J. Getting to the guts of enteroendocrine differentiation. 
Nat Genet. 2000;1:3–4.

 40. Carulli AJ, Samuelson LC, Schnell S. Unraveling intestinal stem cell behav‑
ior with models of crypt dynamics. Integr Bio (Camb). 2014;6:243–57.

 41. Dubey V, Ghosh AR. Probiotics cross talk with multi cell signaling in colon 
carcinogenesis. J Prob Health. 2013;1:109.

 42. Banasaz M, Norin E, Holma R, Midtvedt T. Increased enterocyte produc‑
tion in gnotobiotic rats mono‑associated with Lactobacillus rhamnosus 
GG. Appl Environ Microbiol. 2002;68:3031–4.


	Effects of Escherichia coli Nissle 1917 and Ciprofloxacin on small intestinal epithelial cell mRNA expression in the neonatal piglet model of human rotavirus infection
	Abstract 
	Background
	Methods
	Experimental design
	Isolation of IECs
	Extraction of RNA
	Real-time quantitative RT-PCR (qRT-PCR)
	Statistical analyses

	Results
	Cipro increases diarrhea severity, while EcN induces protection against HRV-induced diarrhea in Cipro treated piglets
	Contrasting effects of Cipro and EcN treatments on the gene expression by goblet cells, enterocytes, enteroendocrine, transient amplifying progenitor and IESCs of HRV infected piglets

	Discussion
	Authors’ contributions
	References




