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Erratum
The original version of this article [1] unfortunately
contained a mistake in the section entitled “Nucleotide
sequence accession numbers”. The accession numbers of
two housekeeping genes (clpX and pyrG)used in this
study were wrongly provided. KR078446-KR078647
should read KU512980 - KU513181 and KR079456 -
KR079657 should read KU513182 - KU513383.
The correct text is provided below:

Nucleotide sequence accession numbers
The partial sequences of the 11 MLST loci used in
this study have been deposited in the GenBank/EMBL
databases under accession numbers KR078648-
KR079455,KR079658-KR080061,KP224504-KP225109,
KU512980 - KU513181 and KU513182 - KU513383.

Received: 15 February 2016 Accepted: 2 March 2016

Reference
1. Dan T, Liu W, Song Y, Xu H, Menghe B, Zhang H and Zhihong Sun.

BMC Microbiology. 2015;15:107. doi:10.1186/s12866-015-0447-z.

* Correspondence: sunzhihong78@163.com
†Equal contributors
Key Laboratory of Dairy Biotechnology and Engineering, Education Ministry
of P. R. China, Department of Food Science and Engineering, Inner Mongolia
Agricultural University, Hohhot 010018, P. R. China

© 2016 Dan et al. Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to
the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.

Dan et al. BMC Microbiology  (2016) 16:52 
DOI 10.1186/s12866-016-0651-5

CORE Metadata, citation and similar papers at core.ac.uk

Provided by Springer - Publisher Connector

https://core.ac.uk/display/81099883?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
http://crossmark.crossref.org/dialog/?doi=10.1186/s12866-016-0651-5&domain=pdf
http://dx.doi.org/10.1186/s12866-015-0447-z
mailto:sunzhihong78@163.com
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/

	Erratum
	Nucleotide sequence accession numbers
	Reference



