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Abstract

PCR-based detection of Simian virus 40 (SV40) in various human tumors has been reported, but
there were unusua reproducibility difficulties. Especialy, the risk of false-positive results due to
contamination by SV 40 containing laboratory plasmids has been proposed. To reveal the cause of this
false-positivity, we have constructed 2 sets of nested PCR system on SV 40 regulatory region detecting
up to 1 molecule of input template. The non-coding regulatory region has structural variation among
strains and was known to exert a significant influence on tumor incidence. False positivity using the
first primer sets (RA4/RA3, RA2/RA1) was 28%, and those of second sets (RA4/RA3, RAS/RAS) was
13.5%, respectively. The sequence of the latter false-positive product was identical to most common
experimental SV40 776 (2E) strain. These results suggest that even the smallest amount of
contaminating DNA from experimental circumstance can be amplified and the strategies of the
prevention of nucleic acid contamination should be strictly considered.
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