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Evolution 2015 is the joint annual meeting of the Society for the Study of Evolution
(http://www.evolutionsociety.org/) (SSE), the Society of Systematic Biologists

(http://systbiol.org/) (SSB), and the American Society of Naturalists (http://www.amnat.org/) (ASN). The
meeting this year will be held on June 26-30 at the Casa Grande Resort
(http://www.casagrandehotel.com.br/pt/Eventos-e-Convencoes) in Guaruja, Brazil. Evolution 2015 in
Brazil will be a great opportunity for the international scientific community of Evolutionary Biologists to interact
with Brazilians to foster scientific cooperation programs and discuss their research.

This meeting is the premier annual opportunity for sharing scientific research related to evolution. Symposia
presentations, concurrent contributed papers, and poster sessions will be presented by the 1,500 expected
participants. Product and service providers will contribute to the meeting through their exhibits.
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Sunday June 28, 19:00 - 21:00 PM
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BREEDING SYSTEM EVOLUTION INFLUENCED THE GEOGRAPHIC EXPANSION AND DIVERSIFICATION
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Phylogenetic signal of nematocysts in Staurozoa (Cnidaria)

Miranda, L.S.%; Collins, A.G.%; Marques, A.C.**
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Description of cnidome is considered important information for taxonomic studies of
Cnidaria, although their value in identifying species has been recently questioned.
Staurozoa has the least diverse cnidome among medusozoan cnidarians, with two types
of nematocysts, euryteles and isorhizas. These nematocysts are concentrated in two
main regions: the secondary tentacles and the white spots on the subumbrella. The aim
of this study is to assess the taxonomic and evolutionary information contained by the
cnidome from 17 species of Staurozoa. We employ our working hypothesis of
evolutionary relationships within Staurozoa to comparatively analyze the phylogenetic
signal of nematocysts from secondary tentacles and white spots of nematocysts, as
measured with traditional and geometric morphometrics. Additionally, we generate a
phylogenetic hypothesis based exclusively on continuous characters derived from
nematocysts, as an independent test of the molecular hypothesis. Our results suggest
that there is significant phylogenetic signal in the nematocysts from secondary tentacles,
and the combined use of nematocysts from secondary tentacles and white spots can be
useful to distinguish species. The possible relationship of phylogenetic signal and
development of nematocysts in Staurozoa is discussed, as well as the possible
evolutionary pressures involved in the presence and absence of phylogenetic signal.



