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An improved method for co - localization immunofluorescence
staining of plasma proteins in T cell membrane
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ZHUANG Guo —hong'” YAN Guo - liang""

(1. Department of Medical College Xiamen University Xiamen 361000 China; 2. Fuzhou Medical College
of Nanchang University Fuzhou 344000 China; 3. Xiamen Medical College Xiamen 361000 China)

Abstract  Objective The flow cytometry staining method was improved for the confocal microscopy detection of cytomem—
brane — cytoplasmic protein co — location for a special T cell which had TIPE2 protein expressed in cytoplasm of CD4 " T cells.

This method had more efficient than the conventional immunofluorescence staining method. Method Take the mouse spleen T
cells replace the normal immunostaining method in the laboratory according to the staining method of flow cytometry dye the
CD4 on the cell membrane and the TIPE2 protein in the cytoplasm observe under the laser confocal microscope. Result The
results showed that TIPE2 protein co — expression appeared within mouse spleen CD4 * T cells which was consistent with previ—
ous reports. The experimental efficiency was updated from 10% to 90% . Conclusion This promoted staining method breaks
through the limitations of the conventional immunofluorescence staining on the slides with suitable operation the result showed
the effectiveness of the experiment.
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Fig.1 Mice spleen cells CD4 and TIPE2 protein co - located immunofluorescence staining
Note: DAPI( up) At low magnification nuclear DAPI staining; DAPI( down) At high magnification nuclear DAPI staining; CD4( up) At low magnifi—
cation CD4 protein fluorescence staining; CD4( down) At high magnification CD4 protein fluorescence staining; TIPE2( up) At low magnification
fluorescence staining of TIPE2 protein; TIPE2( down) At high magnification fluorescence staining of TIPE2 protein; Merge( up) At low magnifica—

tion combination of three stained pictures; Merge( down) At high magnification combination of three stained pictures.
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Tab. 1 Comparison of two immunofluorescence staining methods
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