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Evaluation of convective PCR for the detection of influenza A virus
YANG Kun-yu", CHEN Fan, ZHANG Shi-yin, ZHANG Yi, LI Shu-gan, ZHENG Yan-ping, LIN Qing
Xiamen International Travel Healthcare Center, Xiamen, Fujian 361012, China
Abstract: Objective To evaluate the efficiency of convective PCR on rapid detection of influenza A virus at frontier
ports. Methods The convective PCR primers and probe were designed for the detection of influenza A virus.
Influenza A virus strains,influenza B virus strain and nasopharyngeal swabs of entry travelers with fever were used to
analyze the sensitivity,specificity and stability of convective PCR. The detection efficiency of convective PCR was
compared with commercial Real —time PCR kit. Results A broad detection spectrum of convective PCR was
observed in testing 8 influenza A virus strains with different genotypes (HI .H3 and HS5)and 1 influenza B virus
strain,the detection limit of convective PCR for influenza A virus strain was 0.001~0.005HAU. There was no cross
reaction with influenza B virus. When convective PCR was applied to the detection of 155 nasopharyngeal swabs,
comparison with Real—time PCR,the detection sensitivity was 94.74% ,the detection specificity was 97.44% ,and the
detection stability was good. Conclusion Convective PCR had a high sensitivity and specificity ,was fit for the rapid

detection for influenza A virus at frontier ports.
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