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Objective

To determine whether a panel of plasma
proteins is associated with specific dietary
patterns and overweight / obesity



Subjects

Toronto Nutrigenomics and Health (TNH) study
n=1088
Men and women
Multi-ethnocultural population
Age 20 — 29 years

Exclusion criteria
Pregnant or breastfeeding
No blood sample provided



Data collection

196-item semi-quantitative food frequency
guestionnaire

— 179 items after exclusion of dietary supplements

General health and lifestyle questionnaire

Fasting blood sample

— Plasma for MRM analysis



Statistical analysis

Principal Components Analysis (PCA)

e Patterns of food intake

e Proteomic biomarker profiles

T-test

e Differences in proteomic profile scores between BMI groups

Linear regression

e Association between dietary pattern scores and proteomic
profile scores



Dietary patterns in the TNH population

‘Western’:

Processed, high salt and sugary foods, enriched white flour
products, high sugar/energy beverages

‘Prudent’:
Fruits and vegetables, nuts, dried beans, whole grains, water

‘Eastern’:
Seafood, vegetables, rice, organ meats

Brenner et al (submitted)



Protein panel — reproducibility
between runs

Coefficient of Variation (CV)

Total <10% 10-15% 20%  =20% o
Detected
No. 63 | 50 4 1 ) 6
Proteins
\ Y,
Y

55 proteins included in analyses



PCA — Protein panel
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Association between dietary pattern scores and
proteomic profile scores

Dietary Pattern Proteomic Profile
1 2 3 4
Western B -0.007 0.032
o) I 0.885 | 0.506
Prudent B 0.053 0.018 0.032 -0.025
o) 0.146 0.647 0.409 0.519
Eastern B -0.010 -0.017
o I 0.756 0.624

Models adjusted for age, sex, ethnocultural group and physical activity



Summary

Four main proteomic profiles
identified

Average protein loading scores
differ by BMI

- Profile 3 scores higher in
BMI > 25

Positive association between
Western diet and profile 3
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