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Correlations on the maps
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Correlations on the maps
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Correlations on the maps
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Correlation curves across the maps
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Representation of Omics Data
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Procedure for Omics data representation

A
(arrayexp)
(rep)
Atlg01 010
Al g1 020
A1 201030
Al g0 040
A1 201050
Al g 050

[ e R ey R ) e T

Logging-in, and
Uploading

Preparation of data files

B

C

D

Sample Ath A Sample Ath B Sample A

1
—082847516
—1.32244895
1118873452
121811202
—066453581

1

0546501 255
-052435562
1411155659
-0.96145002
0126151787

1 566740565

—1.1804
—0.14658
-1 2666

00746
117505
057303

sssss

Selecting data sets
for representation

sssss

KaPPA-View4 Classic:

L | Toreoran Uplosd | dnairis | b vew | Ssarch | Dewniost

[ L e ) IR o ) i

A B [ O
(compexp) Sample Atk A Sample Ath B Sample Ath B S
(rep) 1 1 2
KPDO000 657 124 125
KPCO0002 I 9967 10274
KPCO0003 241184 864 864
KPCO0004 122 18 18
K.PCO0005 5140 372 377

463 51 51

KPC 00005

KaPPA - View 4

Kaausa Plant Pathway Views:




Bird's Eye View

Arabidopsis thaliana metabolic pathway

§ = = : e

¢ == Tl S

S | — & ===— Numbers:

S weTmmT o e Smm e Existin Input Data /
£ e e i Exist on the Map

z Color indicator:

(T 14/15 |M 1/11 Proportion of Genes or
~ —~ — N~ ~— Metabolites painted with

Genes Metabolites the color

\\a

KaPPA-View4 Classic: kpv.kazusa.or.jp/kpv4/ KaPPA-View4 KEGG: kpv.kazusa.or.jp/kpv4-kegg/



Qutline

1. About KaPPA-View4

2. Advanced Data Analysis

3. Perspectives




Non-omics data representation

Experimental value of gene expression
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Analysis with evidence code (1)
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Analysis with evidence code (2)
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Comparative Omics Analysis
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Omics data comparison between the species
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Procedure for Omics data representation

Preparation of data files
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Comparative Correlation Analysis
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- KaPPA-View4 can represent gene co-expressions,
metabolite co-accumulations, and omics data on
the pathway maps.

- Non-omics data such as evidence codes of GO
can be represented with correlation data and omics
data.

- Omics data for different species can be
represented on the same pathway map.
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