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Introduction

The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is a consortium of laboratories working to provide the
scientific and medical community with gene expression data and tools to facilitate research (www.gudmap.org).

GUDMAP Gene Expression Data Disease Resource

The data provided by GUDMAP include large in situ screens and expression A searchable database of associations between:
microarray analysis of components of the developing mouse urogenital system.| |[¢ Genes & OMIM Diseases (with GU component)
These data can be summarized as follows: e Genes & Mammalian Renal/Urinary Phenotypes

e Genes & Mammalian Reproductive Phenotypes

In situ data
e In situ hybridization screens (wholemount and section) - | | - -

] . . Select the OMIM genitourinary disease of interest from the pull-down menu. Then click 'Search’ - the query will bring back a table
e In situ analysis of transgenic reporter screens (wholemount) Jof genes that are associated with the chosen disease.
e Immunohistochemistry (section)

1. To search for genes associated with a genitourinary disease:
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cDNA Microarray data Associations are obtained from
e Array analysis of laser-captured components of the developing GU system 1. NCBI mim2gene file download fp://ftp.ncbi.nim.nih.gov/gene/ATA/
e Array analysis of FACS-isolated cells from transgenic reporter mice 2. Matching gene symbols in the main text of the OMIM entry
i : Disease-gene associations are searchable with results
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To facilitate integration of in situ data, microarray expression profiles, and
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Items in my Genes: 3
e S Collections > [adtomy Genes oul edt view
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find similarities and differences.
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