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GBrowse User Introductory Tutorial

This suite is part of a larger set of tutorials funded in a large part by NHGRI. Additional free tutorials on
model organism resources can be found at http:/‘'www.openhelix.com/model_organisms.shtml

Learn to use GBrowse, a web application that allows you to explore
genomic sequences together with annotated data. GBrowse is rapidly
becoming a genomic browser of choice amongst organism databases,
because the browser is both universal and yet customizable. Once you
learn to use GBrowse at one database, you'll be able to use it to view
any genome. Results can be customized to show only the data you
want to see. The tool is flexible to allow you to upload and incorporate
your own unpublished data into the genomic viewer. ¥ou'll have fun as
you explore a variety of genomes (from paramecia to personal genomics) with the new perspective and detailed
annotations that GBrowse provides.

Generic Genome Browser
(GBrowse)

You'll learn:

the basic layout and search methods at GBrowse

how to access detailed annotation data tied to genomic sequences

how to select and customize annotations using Tracks

how to upload and incorporate your own data or other external data sources
take a tour of different GBrowsy \ations at model org, Jatabases
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Download
Slide Handouts
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! Download
PowerPoint Slides

(Optimized for Windows*)

Online Tutorial Hands-on Exercises
P }

DF file]

Visit the Resource

More about the resource:

GBrowse stands for "Generic Genome Browser” It is a web application to view and explore annotated genomes. It
was developed by GMOD, the Generic Model Organism Database, which is a community of biologists and computer
programmers dedicated to the idea of making free, open-source software available to all model organism databases,
or MODs, with the goal of simplifying and standardizing the appearance and usage of these MODs. When new
genomes from different organisms are sequenced and a dedicated annotated database is created to serve that
genome, the curators can use GBrowse to get their MOD up and running in no time.

Click here far technical information an using OpenHelix tutarial and training materials

The rmaterlals and slides offered can not be resold or used for profit purposes. Reproduction, distribution andfor use
is strictly limited to instructional purposes only and can not be used for for rmonetany gain or wide distribution. 2009
CpenHeii LLC Al Hghts Reserved.

Other Online Tutorials
“iew a catalog of all OpenHelix tutorials

Ez009 OpenHalix, LLC. Al rights Reserved.

- http://peneix.com/sponsored.shtml

Modular Flash tutorial
with professionally
recorded audio
PowerPoint slides with
full script text included
Slide Handouts for
easy note taking
Step-by-step
exercises that lead
user through hands-on
experience

Link to Resource
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“Community Service” Efforts

Increase awareness of “ bioinformatics” resources:

« OpenHelix Blog
e Resource Search Tool
o Act as a Community Bridge

This will increase the resource’ s user base,
and thereby increase the community curation

(theoretically)
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Increasing Community Curation:

2 Community. Contribution_ Number of

2 Size X Rate = contributors
bydefaul: 500 X 1% = 5 people
§ Increased

s rate: 500 X 5% = 25 people
g iIncreased

8 community: 5000 X 1 9% — 50 people
§ both

: approaches: 5000 X 5% = 250 people

Complementary Approaches
to Increasing community curation!



Our Blog Community to Your Resource!

The OpenHelix Blog

ABOUT OH BLOG

ABOUT OPENHELIX GENOWICS RESOURCE TUTORIALS POLLS SEARCHING

o OpenHelix Presents UCSC
Genome Browser
Workshop at African
Virtual Conference

o Free Tulorials on Mode!
Organism Genomic
Databases Released by
OpenHelix

& “Genomic Data
Resources: Challenges.
and Promises” Published
in Hature Education

@ New and Updated Oniine
Tutorials for PROSITE,
InterPro, IntAct and
UniProt
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@ Photo of the Day #539:
Scimitar oryx [Laelaps]

2 THC Gives Cancer Cells
the Munchies Too [The
Scientific Activist]

What’s Your Problem? Open Thread

Welcome to the “What's Your Problem?® (WYP} open thread. The purpose of this entry is to
allow the community to ask onthe use of Think of us as
a virtual help desk. If you have a question about how 10 AcCess a certain kind of data, or
how to use a database, or what kind of resources there are for your particular research
problem, just ask in the comments. OpenHelix staff will keep watch on the comment
threads and answer those questions to the best of our knowledge. Additicnally, we
encourage readers to answer questions in the comments too. If you know the answer to
another reader's question, please chime in! The “WYP" thread will be posted every
Thursday and remain at the top of the blog for 24 hours Questions or problems asked on
Thursday will be answered on Thursday to the best of our ability. You can leave questions on other days of the
week, but the answer might not come that day.

You can keep up with this thread by remembering ta check back, by subscribing to the RSS comments feed to
this WYP postor by subscribing te be nofified by email of new comments to the post (use checkbox at end of
comment form, you can unsubscribe later). If you want to be notified of future WYP posts (every Thursday), you can
subscribe to the WYP feed.

Postedin n7, Tags. : Mary Edit

Tip of the Week: My NCBI Database Search Filters

In this week's tip | want to be sure you are aware of using MyHCBI database
filters to divide your Entrez searches into useful subsets of records. This feature has
been available from My NCBI for as long as | have been using it, but last week | was
| reminded again that not everyone is familiar with this handy utility. My NCBI filters are
available for each Entrez database and are very useful for subdividing your search
results into more manageable bits, or even as a quick means of finding records that
are contained in two different NCBI databases - that's what ended up woerking for

i< by: Jennifer

As an undergrad in the anatomy class | was fascinated. The structural complexity of
he brain was just wonderous to me. [twas also a giant pain to remember all the
Inames. Luckily my roommate was also in the same anatomy class and the sheep
brain we were keeping in the fridge didn't bother her either, and we both passed that
exam

[But you really probably don't need to keep a brain in your fridge any more. Just
esterday | was reading a post on ScienceBlogs about the Wired article on the Allen
[Brain Atlas.

| Jonah Lehrer has written an article about the Allen Brain Atlas project that is really
infermative. And has lots of pictures. Butthe photos are probably not-safe-for-breakfast if you aren't the type to
keep 3 brain in your fridge

Greattiming—we are just about to release a terrific tutorial on the ABA, | hope more people will be able to use it
effectively. It is complex, with some great ways to manipulate the images, but we can show you how to use it in
less than an hour

In a strange synchronicity an email came across the MGI mailing list today in response to a question about brain
atlases. An MGl lister replied that the “gold standard” is the Allen Brain Aflas. But also suggested these other

useful places to look if you want that kind of information:
High resolution mouse brain atlas at Harvard: hitp:/'www.hms.harvard.eduiresearch/brainindex.htmi
Brookhaven Natienal Laboratory C57BL/G. Adult mouse brain: hittp:iwww.bnl.govicinimouse!
ScienceBlogs post: http:/scienceblogs.com/cortex/2009/03findustrialized_science.php
Wired article and gallery: hittp:/www.wired.com/medtech/healthimagazine/17-04/f_brainatlas
hitp:ihwww wired. comimedtech/healthimultimedia/2009/03/f_brainatias_gallery

F’CIS‘Ed in

| bought my first robot last week. Realzing that I'll never get better at
cleaning my house on my own, | decided to hire help. But notthe
kmdthm would get me into Iruume wnh Cungress should \ ever end

2 Tip of the Week: My NCBI
Database Search Filters

2 Tip of the Week: Rice
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Targets Database
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+Rich Osborne

= Mary
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Open Thread
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Database Search Filters

&1 can haz brainz?

@ DNA robots?

@ Hi, I'm A-5661-2009

@ What's Your Problem?
Open Thread

@ Wanna code? Student
opportunities

@ Tip of the Week: Rice
Kinase Database
The Deadline is This
Friday for the Biocuration
Conference!

@ Margaret Dayhofl, a
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Research Search Tool

Easy keyword
§0penHe|ix_ S_egrching fpr
S Search [ Clear bioinformatics

Advanced search options Help
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NIEHS SNPs Program: http:llegp.gs.washingto
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[H'¥Webh pages from the resource that were relevant to your search
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SeattleSNPs: http:fipga.gs.washington.edul

a genetic variation discovery resource

Sporzomed by
SezifleSNPs

[=vWeh pages from the resource that were relevant to your search
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Tutorial movie
= Training materials

Mo matches in the training materials for this rezource.
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OpenHelix Blog posts relevant to your search
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Acting as a Bridge

“|ldon’ twantto *,v-'qw-.-{;,_
'|I i

ask a dumb [I ﬁ
guestion”

OpenHelix

| don’ t wantto
j bother them”

| doubt they’ |l
User do anything about Resource
my comments”

EtC.
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