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We aimed to identify drug resistance gene in ovarian cancer cell line using a novel wide gene
screening method. We also examined the association between single nucleotide polymorphisms
(SNPs) and genetic markers involved in stress response or drug resistance.

We were able to obtain drug-resistant colonies of ovarian cancer cell lines for screening drug
resistant genes and obtain basic data, and to verify experimental condition setting. However, it
was difficult to stably establish colonies in cell lines derived from some histological types, leaving
a problem in applying this method widely. In addition, a correlation between SNPs on taxane
metabolism-related genes and sensitivity to cytotoxic drugs was suggested.
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We aimed to identify drug resistance gene_in ovarian cancer cell line using
a novel wide gene screening method. We also examined the association between single nucleotide
polymorphisms (SNPs) and genetic markers involved in stress response or drug resistance.

We were able to obtain drug-resistant colonies of ovarian cancer cell lines for screening drug
resistant genes and obtain basic data, and to verify experimental condition setting. However, it was
difficult to stably establish colonies in cell lines derived from some histological types, leaving
a problem in applying this method widely. In addition, a correlation between SNPs on taxane

metabolism-related genes and sensitivity to cytotoxic drugs was suggested.
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