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T
wo recent twin studies provide

some fascinating insights into just

how much of a role genes play in

determining variation in female sexual

behavior and debunk the common as-

sumption that such behaviors are not

heritable.

Twin researchers have always shown a

keen interest in exploring the causes of

variation in a broad range of human traits

and disorders. Two papers in the December

2004 and February 2005 issues of Twin

Research & Human Genetics that might

attract some attention from a wider audi-

ence focus on the heritability of infidelity

in a large sample of female twins from the

UK, and on orgasm in Australian women.

Both papers go some way beyond the

simple estimation of heritability. Specifi-

cally they include multivariate measures

of the behavior under study and try to

come up with evolutionary explanations

for their findings. Moreover the UK paper

reports on a genome-wide linkage scan,

and examines the association of infidelity

with a candidate gene suggested by ani-

mal studies.

In the UK study, Cherkas et al1 surveyed

over 1600 pairs of female twins about

episodes of infidelity, lifetime number of

sexual partners and their attitudes to-

wards infidelity. The average age of the

women was 50 years and a quarter of these

were divorced. Around 40% of the varia-

tion in the number of sexual partners and

infidelity was due to genetic factors. The

genetic correlation between the two traits

was estimated at 0.47. Interestingly, genes

influenced the variation in actual beha-

vior, but genetic factors did not appear to

influence women’s attitudes to infidelity.

Women who had been faithful had about

four sexual partners, compared to eight in

the infidelity group. This number is quite

large compared to a previous study’s

estimate of the number of lifetime part-

ners that women desire.2 For a time

interval of the next 30 years, women

worldwide averaged a desire for 2.5 part-

ners (by contrast men expressed a desire

for an average of 13 partners).

Based on research in pair-bonding ani-

mals, the authors tested for association

with a single tandem repeat marker in one

of the exons of the argentine vasopressin

1A receptor gene in 149 dizygotic pairs.

No significant results were found. How-

ever, given that there are 18 alleles at this

marker the power of these tests might be

limited so the lack of significant associa-

tions might not be so surprising. The

linkage scan (in 515 dizygotic twin pairs)

showed a maximum LOD score of 2.46 to

chromosome 7 for number of sexual

partners and a LOD of 1.93 at chromo-

some 20 for infidel behavior.

Dawood et al3 surveyed an even larger

sample of twins from the Australian twin

register. In a truly anonymous study

(twins from the same pair had to agree

together on a 10-digit number that served

as an identifier) 3080 women responded

to three questions about the frequency

with which they reached orgasm during

sexual intercourse, during other activities

with their partner and during masturba-

tion. Significant twin correlations were

found for all three variables with correla-

tions in monozygotic twins higher than in

dizygotic twins. Broad-sense heritabilities

were between 29% (orgasm during inter-

course) and 40% (masturbation). Correla-

tions among the three phenotypes were

not very high, and neither were genetic

correlations, which may be derived from

the path diagrams that summarize the

multivariate analyses.

Both sets of authors discussed their

findings in the context of sexual behavior

as a fitness trait and addressed the com-

mon assumption that such traits should

show zero heritabilities. Previous papers

from the Australian twin register have

already demonstrated that this is not

necessarily true.4 However, it is surprising

that neither paper tried to relate their

phenotype to fitness indicators such as

number of offspring.

Remarkably, after the demonstration of

significant heritability in females, neither

paper in its discussion, speculates on the

possible expression of these genes in males.

It is unlikely that the UK study has

collected data in males, as the UK twin

register consists almost entirely of female

twins, but the Australian study might have

collected data in male twins, including

twins from opposite-sex pairs. Nonethe-

less, as the first studies to show significant
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heritability for individual differences in

female sexual behavior these papers are

likely to be widely read and cited. The

reactions that these findings will provoke

in those that read them will doubtless be

diverse. As suggested by the UK study, the

diversity in attitudes shows no genetic

basis, whereas actual behavior does’
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