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Supplementary data:

Supplementary Fig. 1. Distribution of the proteins identified by mass-spectrometry. The
cellular localization of the proteins identified and quantified by mass-spectrometry were
predicted by LocateP (29). C: cytoplasmic proteins, M: membrane proteins, S: secreted
proteins. The bar diagram shows the data obtained by the comparison of MS001 and
MSO003 versus the wild type and a comparison between MS004 versus MS003 as

described in the results section.
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Supplementary Table 1

Overview of all identified and quantified proteins. All identified and quantified
proteins are listed according to their functional classification. Additionally, the protein
identification number, a brief protein description and the LocateP-predicted localization

are indicated. Changes in protein amounts are expressed as log2 ratios.



