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Cell-free display technology for optimization of antibody drugs
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MR R OB (330) : In this study, we performed in vitro evolution of a humanized
single-chain antibody against a cyclic peptide that mimics the extracellular loop-2 of CCRS5,
which is a key target of inhibitory drugs for the entry of HIV (Human Immunodeficiency
Virus), by using mRNA display developed in our laboratory. Consequently, we obtained
higher-affinity mutants with consensus mutations in CDR1 of VL domain.
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