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vectors in Europe, but limited information is available on spittle-
bugs as vectors of Xf. In this work, eleven transmission experiments 
were performed in 2015 from late spring to late autumn, when adult 
spittlebugs were present in the Xf-infected olive groves. Insects 
were collected by sweeping net on the olive canopies of two selected 
Xf-infected olive groves and transferred in groups of five on to the 
following recipient plants: olive, oleander, citrus, grapevine, GF677 
(Prunus persica × Prunus amygdalus) and periwinkle. Following an in-
oculation access period (IAP) of 7-days, the insects were recovered 
from the cages in order to estimate i) the survival rates ii) the pres-
ence of Xf by real-time qPCR in single insects. Transmissions were 
determined by testing with qPCR the recipient plants. The results 
showed that the proportion of P. spumarius that tested positive for 
Xf ranged from 25 to 71%. P. spumarius transmitted Xf to all the 
recipient plants except grapevine; however, citrus and stone fruit 
plants were not systemically infected. More than 75% of the insects 
survived the 7-day IAP on olive, grapevine, GF677 and periwinkle. 
A lower survival rate was recorded on citrus and on oleander. These 
data show that field-collected P. spumarius in the Salentinian olive 
groves have high rates of X. fastidiosa and are able to transmit the 
bacterium to different hosts. 
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While different sources of natural resistance to Xylella fastidiosa 
(Xf) have been described in grapevines and citrus, lack of consoli-
dated information exists on the wide panel of cultivars character-
izing the vast olive germplasm. Preliminary observations on few 
cultivars, support the evidence that differential cultivar responses to 
Xf infections may exist. To explore the response of a larger panel of 
cultivars, in April 2015, an experimental olive plot, located within 
the Xf-heavily affected olive groves, was established in the Apulia 
Region (Italy). Twenty-four trees for each of the ten different culti-
vars were planted in randomized blocks. Each tree was caged with 
15-20 specimens of Philaenus spumarius collected from the neigh-
boring infected olive groves. Upon removing the cages, the trees 
are then continuously exposed to the natural vector populations 
occurring in the area. Nine and 12-months after planting, the trees 
were sampled, tested for Xf and inspected for symptoms. The first 
data confirmed the infectivity of the vector populations occurring 
in the Apulian contaminated area and the Xf susceptibility of the 
olive cultivars tested. Almost 50% of the trees tested positive, with 
an infection incidence ranging from 25% (Leccino) to 78% (Ko-
roneiki). Symptoms of shoot dieback started to appear 1-year after 
planting, limitedly on few replicates of Cellina di Nardò. In April 
2016, the number of cultivars has been increased up to 30. Periodi-
cal surveys for symptoms and quantitative analyses to monitor the 
differential bacterial titer and expression of target genes involved 
in the host response, are underway. 
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‘Candidatus Liberibacter solanacearum’ (CaLsol) has been re-
cently shown to be seed-borne in carrot (Daucus carota), family 
Apiaceae. Therefore, exclusion of infected seedlots is necessary to 
prevent its introduction in new areas, such as Italy. Here, we tested 
seedlots of five carrot varieties sold in Italy during 2015 for CaLsol 
by i) real-time PCR assay (rtPCR) of the 16S rRNA locus; ii) PCR 
assay of the intergenic region between the 16S and 23S rRNA genes 
(ISR16/23S); and iii) PCR assay of the 50S rpIJ/rpIL ribosomal 
protein genes (50SrpIJ/L). CaLsol DNA was detected in seedlots 
of four varieties regardless of the method used. Sequence analysis 
of PCR-derived 50SrpIJ/L DNA and ISR16/23S DNA amplicons 
identified two homogeneous groups of CaLsol isolates. The single-
nucleotide polymorphism analysis revealed that the first group was 
closely related to the CaLsol haplotype-E (except for having A at 
nucleotides 1620 and 1632 of ISR16/23S), while the second to the 
haplotype-D (except for having A at nucleotide 1648 of ISR16/23S, 
and T at nucleotides 920 and 1068 of 50SrpIJ/L). The identification 
of CaLsol in carrot seeds prompted us to investigate its presence 
in seedlots of another Apiaceae, the parsley (Petroselium crispum). 
Of note, rtPCR and PCR analyses identified CaLsol in seedlots of 
all three parsley varieties analyzed. Our data indicate that CaLsol-
infected seedlots of different carrot and parsley varieties are com-
mercialized in Italy, a country where the presence of CaLsol has 
not been reported yet, thus highlighting the requirement of coor-
dinated and harmonized measure to limit its spread.
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Bull’s eye rot is one of the main post harvest disease of pome 
fruits. It is caused by four species of Neofabraea spp., however in 
Italy the most common species is N. vagabunda. Recently, an isolate 
of N. malicorticis was isolated for the first time from Italian ‘Cripps 
Pink’ apple. In order to characterized this isolate, its biological 
traits and its pathogenicity were compared with two representa-
tive isolates of N. vagabunda derived from our collection. Both 
Neofabraea species produced more conidia at low temperatures 
(0-10°C, depending on isolate) than at 25-30°C, while their highest 
mycelial growth was observed at 20°C. Neofabraea vagabunda and 
N. malicorticis isolates, artificially inoculated in wounded apple, 
after 60 days of storage at 0°C, showed a high disease incidence. 
In addition, the two species of Neofabraea increased the ambient 
pH in vitro and in vivo trials. The main differences between N. 
vagabunda and N. malicorticis observed in colony morphology and 
symptoms on fruit were discussed. The increased knowledge on 
the biology of two Neofabraea species is crucial for an efficient 
control of bull’s eye rot. 
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