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Abbreviation Full Name
7SK snRNP 7SK small nuclear ribonucleoprotein, HEXIM1/7SK/
LARP7/BINCD3/P-TEFb
BCDIN3 Bicoid-interacting protein-3
BET Bromodomains and extraterminal
BPV Bovine Papilloma Virus
Brd4 Bromodomain-containing protein 4
ChIP Chromatin ImmunoprecipiTation
ChIP-seq Chromatin Immunoprecipitation sequencing
Cal A Calyculin A
CaM calmodulin
CaMK calmodulin dependent kinase
CaMKK calmodulin-dependent protein kinase kinase
CBP CREB-binding protein
CDKs Cyclin-dependent kinases
CsA Cyclosporine A
CTD C-terminal domain
DRB 5,6-dichloro-1-b-D-ribofuranosyl-benzimidazole
DSIF DRB-sensitivity inducing factor
EAF ELL-associated factor
ELL eleven-nineteen lysine-rich protein
GRO-seq Global Run-On Sequencing
GTF General transcription factor
HDAC Histone deacetylase
HIV-1 Human immunodeficiency virus type 1
HMBA Hexamethylene bisacetamide




Abbreviation

HPV Human papillomavirus

HSEN High Salt Extracted Nucleic

HSF High salt fraction

JINK C-Jun N-terminal kinase

LSEN Low Salt Extracted Nucleic

LSF Low salt fraction

LTCC L-type calcium channels

LTR Long terminal repeats

Med1 Mediator subunitl

Med23 Mediator subunit23

Med26 Mediator subunit26

MLR Microcystin LR

MePCE Methylphosphate Capping Enzyme
mTOR Mammalian target of rapamycin
NELF Negative elongation factor

NFAT Nuclear factor of activated T cells
NLS Nuclear localization signal

PCR Polymerase Chain Reaction
PDK1 Phosphoinositide-dependent kinase- 1
pA site PolyA site

PI Propidium lodide

PI3K Phosphoinositide-3 kinase

PIC Preinitiation complex

PKA cAMP-dependent protein kinase
PKB Protein kinase B

PKC Protein kinase C

Pol IT RNA polymerase 11

Pol IIpausing

RNA polymerase Il pausing




Abbreviation

PPla Protein phosphatase 1a

PP2B / CaN Protein phosphatase 2B /Calcineurin
PRGS Primary response genes

P-TEFb Positive transcription elongation factor b
Pafl Polymerase II associate factor -1
RNA-seq RNA Sequencing

S6K1 S6 kinase-1

SKIP Splicing-associated c-Ski-interacting protein
snRNP Small nuclear ribonucleoprotein particle
SEC Super elongation complex

SRGs Secondary response genes

TAR Transacting-response

TBP TATA box-binding protein

TEC Transcription elongation complex

TFII (D, B, E, F, & H)

General transcription factor II (D, B, E, F, & H)
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