
Spectra generated by LC-ESI-CID-MS/MS on the Bruker maXis HD system 

Ion types:
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(910.9512), 50.6eV, 79.3min #16672
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Retention time 79.3

Hex on peptide 1

e-value 0.0005

Site allocated? N
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Retention time 59.5

Hex on peptide 9

e-value 0.00083

Site allocated? N
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(1055.7543), 58.5eV, 24.1min #4470
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Time point 20 hr
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Precursor ion mass 1148.484985
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Retention time 25.1
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(1150.3926), 65.0eV, 25.1min #4707
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Time point 20 hr

SCO number SCO4739

Precursor ion mass 1229.501221

Charge 2

Retention time 24.8

Hex on peptide 5

e-value 0.0025

Site allocated? N
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(1229.5012), 65.0eV, 24.8min #4637
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(928.7089), 50.0eV, 24.1min #4477
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e-value 0.00025

Site allocated? N
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+MS2(928.7089), 50.0eV, 24.1min #4477
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(982.0595), 50.0eV, 23.8min #4403
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e-value 0.0018

Site allocated? N
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(1036.0814), 55.5eV, 23.6min #4343
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(1210.5563), 65.0eV, 75.7min #15897
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(919.7880), 50.0eV, 121.6min #27117
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B933 Keenan 20 min_2-C,1_01_1395.d: +MS2(853.3777), 45.4eV, 27.9min #5366
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(772.3414), 41.7eV, 27.4min #5245
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(853.3676), 47.7eV, 27.0min #5157
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(1055.7600), 58.5eV, 23.3min #4220
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(982.0628), 50.0eV, 23.3min #4233
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(1036.0841), 55.5eV, 23.1min #4168
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(723.3178), 35.8eV, 25.9min #4871
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298.1426
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B933 Keenan 35 min_2-C,3_01_1399.d: +MS2(910.9274), 50.6eV, 53.2min #12149
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319.1647
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B927 Glycosylated_2-F,7_01_1255.d: +MS2(1507.6690), 65.0eV, 127.6min #29509
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Hex on peptide 9
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323.1737
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B927 Glycosylated_2-F,7_01_1255.d: +MS2(1070.9986), 62.2eV, 73.2min #17115
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Charge 2

Retention time 73.2

Hex on peptide 1

e-value 0.012

Site allocated? N



317.1453

360.2264

394.1074 454.2144

507.2505
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B927 Glycosylated_2-F,7_01_1255.d: +MS2(853.3734), 47.7eV, 30.1min #5885
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Time point 43 hr
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B927 Glycosylated_2-F,7_01_1255.d: +MS2(992.7609), 50.0eV, 35.9min #7343
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e-value 0.013

Site allocated? N
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B933 Keenan 60 min_2-C,5_01_1403.d: +MS2(772.3501), 41.7eV, 27.7min #5353
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Ion types:

Spectra generated using HCD and ETD fragmentation techniques on the 
Thermo Orbitrap Fusion Tribrid mass spectrometer  
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e-value 0.00066
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Method ETD_OT
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Other variable mod Oxidation of M12

e-value 0.014

Site allocated? N

Method HCD_IT
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Site allocated? N

Method HCD_IT
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Site allocated? N
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474.35
2+

524.99
1+

577.35
1+

674.44
1+

783.17
1+

826.52
1+

890.42
1+

998.53
1+

1047.54
1+

1144.53
1+

1231.72
1+

1331.67 1416.52
1488.58 1585.47

b11 + Hex

y5

y6

y8

y9

y10

y11
y3 (0)

b2

b3

+MS2(890.42), 54.1min #1
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SCO Number SCO4013

Precursor m/z 890.4368

Charge 2

Retention time 54.1

Scan number 29320

Hex on peptide 1

e-value 0.023

Site allocated? N

Method HCD_IT



175.02
1+

227.12
1+

302.13
1+

331.17
1+

373.13
1+

402.14
1+

488.35
1+

529.32
1+

623.30
1+

724.01

786.19
2+

899.62
1+

935.49
1+

996.58
1+

1083.50
1+

1199.60
1+

1270.65
1+

1342.92

1417.68
1+

1473.57
1+

1570.88
1+

1699.77

1796.91
1+

y1

y3

y5

y7

y8

y9

y10

y11

y13

y14

y15

y16

b3

b4

y14 (++)
+MS2(1179.90), 109.3min #1
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SCO Number SCO4885

Precursor m/z 1180.5522

Charge 2

Retention time 109.3

Scan number 71923

Hex on peptide 1

e-value 0.00000081

Site allocated? N

Method HCD_IT



175.09
1+ 244.13

1+

276.15
1+

355.19
1+

429.19
1+

461.33
1+

526.36
1+

589.33
1+

688.41
1+

723.67
1+

801.45
1+

857.33
1+

900.58
1+

957.55
1+

995.69
1+

1035.48
1+

1070.56
1+

1170.49
1+

1286.78
1+

1428.57
1+

1641.86
1+

 b3

 b5

 y9

 y1

 y2  y4

 y5

 y6  y7

 y8

 y10  y12
 y13

+MS2(995.69), 98.4min #1
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SCO Number SCO3044

Precursor m/z 995.119

Charge 3

Retention time 98.4

Scan number 63503

Hex on peptide 3

e-value 0.000032

Site allocated? N

Method HCD_IT



200.06
1+

244.12
1+

354.19
1+

412.18
1+

454.31
1+

483.30
1+

527.26
1+

555.36
1+

625.37
1+

668.46
1+

726.41
1+

769.59
1+ 840.51

1+

872.61
1+

941.58
1+

1012.59
1+

1083.67
1+

1112.57
1+

1212.65
1+

1254.50

1313.77
1+

1441.63
1+

1529.43

1584.83

 b3

 y2
 y4

 y5

 y6

 y7  y8

 y9

 y10

 y11

 y12

y13

y14

+MS2(954.66), 57.4min #1
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SCO Number SCO3540

Precursor m/z 954.489

Charge 2

Retention time 57.4

Scan number 31744

Hex on peptide 2

e-value 0.0002

Site allocated? N

Method HCD_IT



143.09
1+

200.09
1+

244.13
1+

302.12
1+

327.21
1+

355.02
1+

454.28
1+

483.31
1+

555.44
1+

598.49
669.26

1+

712.82
1+

769.26
1+ 840.57

1+

888.51
1+

941.63
1+

1013.59
1+

1084.70
1+

1121.48
1175.77

1213.75
1+

1314.79
1+

1372.49

1441.91
1+

1560.82 1646.78 1747.54 1866.01

y2
y4

y5

y6

y7 y8

y9
y10

y11

y12

y13
y14

b3

+MS2(1036.36), 50.7min #1
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SCO Number SCO3540

Precursor m/z 1035.5149

Charge 2

Retention time 50.7

Scan number 26747

Hex on peptide 3

e-value 0.000022

Site allocated? N

Method HCD_IT



141.13
1+

169.08
1+

226.11
1+

275.13
1+

298.16
1+

386.17
1+

411.25
1+

498.37
1+

567.34
1+

640.30
1+

663.09
1+

730.45
1+

758.43
1+

783.92
1+

827.39
1+

911.53
1+

990.83

1027.53
1+

1156.49
1+

1227.55
1+

1265.57
1+

1325.66
1+

1371.77

1497.74
1+y2

y3

y4

y5

y6

y7

y8

y9

y10

y11

+MS2(911.53), 46.3min #1
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SCO Number SCO3540

Precursor m/z 910.9199

Charge 2

Retention time 46.3

Scan number 23511

Hex on peptide 2

e-value 0.00039

Site allocated? N

Method HCD_IT



169.13
1+

197.11
1+

244.25

301.18
1+

341.09
1+

416.24
1+443.23

2+ 499.29
1+ 534.88

1+
588.34

1+

659.48
1+

689.35
1+

758.40
1+788.42

1+

885.45
1+

984.47
1+ 1055.53

1+

1086.46
1+

1120.81
2+

1185.50
1+ 1256.62

1+

1355.68
1+

y2 y3
y4

b5
y7

y8

y9

y10
b1

b2

b4

b7
b8

b9

b10

b11 b12

b13

+MS2(909.73), 51.0min #1
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SCO Number SCO2096

Precursor m/z 909.4205

Charge 3

Retention time 51

Scan number 26945

Hex on peptide 3

e-value 0.0059

Site allocated? N

Method HCD_IT



159.05
204.15

288.06
357.10

414.29
1+

460.25504.23
1+ 555.33

1+

644.36
1+

715.36
1+

758.60
1+

814.39
1+

843.43
1+

887.24
1+

947.70

1027.34

1067.57
1+

1138.75
1+

1225.68

1334.62
1440.78

1561.80

y2
y5

y7

y8

y9

y11

y12

y13

y14

y15

b5
b3

+MS2(1027.34), 32.4min #1
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SCO Number SCO2035

Precursor m/z 1026.959

Charge 2

Retention time 32.4

Scan number 14239

Hex on peptide 2

e-value 0.0066

Site allocated? N

Method HCD_IT



175.10
1+

244.22
1+

315.14
1+

372.32
1+

473.37
1+

560.44
1+

659.35
1+

769.74
1+

871.38
1+

935.59
1+ 985.64

1+

1044.52
1+

1098.59 1258.71
1+

y2

y4
y5

y6

y7

y8

y9

y10

b1

+MS2(769.74), 53.3min #1
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SCO Number SCO3848

Precursor m/z 769.7249

Charge 3

Retention time 53.3

Scan number 28662

Hex on peptide 1

e-value 0.00047

Site allocated? N

Method HCD_IT



155.14
1+

200.13
1+

244.18
1+

270.15
1+

327.21
1+

385.24
1+

437.36
1+ 473.26

1+

560.42
1+

659.40
1+

702.03
1+ 758.42

1+

823.53
1+

856.30
1+ 985.61

1+

1064.66
1+

1125.47 1187.73
1+ 1272.73 1401.74

1+

y2

y5

y6

y7

y8

y10

y9

y13 y14

b1

+MS2(823.53), 52.2min #1
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SCO Number SCO3848

Precursor m/z 823.7414

Charge 3

Retention time 52.2

Scan number 27876

Hex on peptide 2

e-value 0.00053

Site allocated? N

Method HCD_IT



136.08
1+

189.01
1+

242.12
1+

343.20
1+

409.24
1+

519.25
1+

597.31
1+

655.52
1+

799.36
1+

856.37
1+

913.85
1+

969.40
1+

1040.45
1+

1110.35

1139.59
1+

1210.56
1+

1277.36

1370.91
1+

1487.85
1+

1572.23

y3
y5

y6

y7

y8

y9

y10

y11

y14b5

y12

[M+3H - Hex2]3+

b3 (0)

+MS2(1105.79), 91.9min #1
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SCO Number SCO4130

Precursor m/z 1109.5142

Charge 4

Retention time 91.9

Scan number 58511

Hex on peptide 2

e-value 0.00036

Site allocated? N

Method HCD_IT



173.12
1+

268.16
1+

297.16
1+

327.16
1+

372.19
1+

396.22
1+

460.28
1+

499.24
1+

559.28
1+

600.17
2+

663.40
1+

708.53
1+

754.52
1+

810.45
1+

857.74
1+

903.45
1+

949.33
1+

1063.46
1+

1144.76
1+

1176.58
1+

1208.92 1289.78
1+

1437.67
1+

1536.63
2+

1646.78 1834.06
1+

y1

y3

y4

y5

y6

y9

y10

y11

y12
y13

+MS2(920.52), 132.6min #1
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SCO Number SCO4905

Precursor m/z 919.7954

Charge 3

Retention time 132.6

Scan number 4335

Hex on peptide 3

e-value 0.024

Site allocated? N

Method HCD_IT



129.19
1+

175.12

226.29
272.15 359.06

1+

527.28
1+

582.52
1+

607.26

631.63
1+

652.81

754.69
1+

782.46
1+

813.54
1+

835.72

877.25
1+

922.07

954.60
1+

1041.47

1089.15 1141.70
1+

1215.62

1302.60

1350.54

1445.89 1504.43 1607.04

y2

y5

y8

y10

y11

y13

y14

y15

y9 (0)

+MS2(877.25), 20.4min #1
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SCO Number SCO4548

Precursor m/z 877.4079

Charge 2

Retention time 20.4

Scan number 6204

Hex on peptide 3

e-value 0.00042

Site allocated? N

Method HCD_IT



200.26
1+

228.16
1+

301.07
1+

371.16
1+

439.25
1+

479.04
1+

568.89
2+

612.19
1+

676.36
1+

789.37
1+

894.50
1+

933.61
1+

985.54
1+

1038.48
1+

1135.58
1+

1223.67
1+

1309.53
1+

1505.76
1+

y1

y2

y3

y4

y5

y6

y7

y8
y9

y10

y11

y12

y14

b1

b2
b5

b7

b8

b9

y10 (++)

+MS2(933.61), 50.1min #1
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SCO Number SCO3357

Precursor m/z 933.099

Charge 3

Retention time 50.1

Scan number 26320

Hex on peptide 3

e-value 0.0023

Site allocated? N

Method HCD_IT



129.13

175.02
1+

240.18
1+

368.19
2+

425.30
1+

451.11
1+

496.40
1+

522.28
1+

600.07
1+

631.22

696.34
1+

747.33
2+

811.40
1+

882.35
1+

939.56
1+

995.50
1+

1066.53
1+

1115.36

1167.53
1+

1215.29

1259.63
1+

1295.65
1+

1331.69

1382.63 1519.73

y1 y2

y5

y6

y7

y8

y9

y10

y11

y12

b2 (0)

b3 (0)

+MS2(939.56), 45.6min #1
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SCO Number SCO3891

Precursor m/z 938.9214

Charge 2

Retention time 45.6

Scan number 22941

Hex on peptide 2

e-value 0.00091

Site allocated? N

Method HCD_IT


