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ABSTRACT  

 

Human papillomaviruses (HPVs) exist as more than 100 distinct types. Variants of HPVs 

appear to be common findings while HPV subtypes have been considered rare. New 

information about subtypes has recently been reported by us. Our characterisation of 

subtype HPV38b[FA125] and the identification of several HPV isolates representing 

putative subtypes have considerably extended the knowledge about this taxon. 

 

Cutaneous HPVs are frequently found in healthy skin and some types have also been 

implicated in non-melanoma skin cancer in immunocompetent as well as in 

immunosuppressed individuals. However, data on whether these infections persist over 

time is limited. We recently reported that in a cohort of renal transplant recipients and 

matched healthy controls, 43% (19/44) of the cutaneous HPV infections persisted after 6.3 

years. However, we did not detect any significant association between persistent infections 

and age, sex, immunosuppressive treatment, history of warts, or genus of HPV. 

 

The heterogeneity of cutaneous HPVs, especially in the genus Beta-papillomavirus, has 

been extended through our characterisation of three new types, HPV93, 96, and 107. 

The prevalence of these three types as well as HPV38 and its subtype HPV38b[FA125] and 

the recently described HPV92, was analysed in skin lesions and paired healthy skin. All 

types were only detected in low amounts and in low viral loads. However, the binding 

ability of the E7 protein of HPV92, 93 and 96 to the tumour suppressor protein Rb 

suggests a possible role for these types in the development of skin cancer. 
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INTRODUCTION 

 

HISTORY 

In the early 1900’s, papillomavirus (PV) research began with the first report of cell-free 

transmission of human warts.1 In 1933, Richard Shope identified the first animal PV, 

cottontail rabbit papillomavirus (CRPV),2, 3 and he recognised it as the etiological agent of 

cutaneous warts (papillomas) in the cottontail rabbit. In 1935, Rous described that warts 

induced by CRPV had the potential to transform into malignant processes,4 and this 

discovery initiated the field of tumour virology. The first DNA tumour virus was identified. 

 

In the 1950’s, the carcinogenic potential of human papillomavirus (HPV) in patients with 

the rare hereditary disease epidermodysplasia verruciformis (EV) was discovered.5 

However, due to the absence of conventional tissue culture systems for in vitro viral 

propagation of PVs, it was not until the introduction of molecular biology methods that 

the first papillomavirus genomes, HPV1a and bovine papillomavirus (BPV) type 1, were 

successfully cloned in bacteria.6, 7 A few years later, in vitro transforming assays were 

developed which permitted analyses of viral functions involved in the induction of cellular 

proliferation.8-10 

In 1976, zur Hausen proposed that HPV infection might be the putative sexually 

transmitted agent for cervical cancer.11 In the early 1980s, HPV16 and 1812, 13 were 

identified, which provided the field with HPV types that were present in most cervical 

cancers. In 1987, the first epidemiological study on HPV and cervical cancer was 

published,14 and since then studies from all over the world have established the etiological 

link between HPV and cervical cancer.15, 16  

HPV also causes genital warts17-19 (condyloma accuminata), cutaneous warts,20, 21 and some 

types of HPV have also been associated with the development of non-melanoma skin 

cancer.22-25  

In 2006, the US Food and Drug Administration (FDA) approved a quadrivalent26, 27 

prophylactic HPV vaccine, that protects against initial infection with HPV16 and 18, which 

together cause 70% of cervical cancers worldwide.28 The vaccine showed a very high 

efficacy against persistent infections, as well as protection against HPV6 and 11, which 

cause approximately 90% of genital warts.29  
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CHARACTERISTICS AND CLASSIFICATION 

The papillomaviruses belong to the family Papillomaviridae, and are small non-enveloped, 

DNA viruses. The papillomavirus particle is about 55 nm in diameter, and contains a single 

molecule of double-stranded closed circular DNA about 8,000 base pairs in size, contained 

in a protein capsid with icosahedral symmetry (see back cover).  

The papillomaviruses infect a large number of different species e. g. humans, cattle, rabbits, 

and nonhuman primates.30, 31 In general, the papillomaviruses are highly species specific, 

and there are no examples of a papillomavirus from one species causing a productive 

infection in a second species.  

Papillomaviruses have a tissue tropism for epithelial cells, either cutaneous or mucosal, and 

can cause infections of the skin, or in the mucosal epithelium of the genital tract, the oral 

pharynx, and the oesophagus.32 Papillomaviruses replicate in the nucleus of squamous 

epithelial cells. 

 

 

GENOMIC ORGANISATION 

The viral DNA is associated with cellular histones to form a chromatin-like complex.33, 34 

Most papillomaviruses have six well-described non-structural viral genes: E1, E2, E4, E5, 

E6, and E7, and two structural genes: the major capsid protein L1 and the minor capsid 

protein L2. All potential protein coding sequences occur in homologous positions on one 

strand of the PV genome. Transcriptional studies of the RNAs encoded by the 

papillomaviruses indicate that only one strand serves as template for transcription.35 

The papillomavirus genome is divided into three domains based on their location and 

putative functional properties (Fig. 1). The early (E) region encodes viral regulatory 

proteins involved in DNA replication, transcription, and transformation of infected cells.36 

The late (L) region encodes structural proteins that make up the viral capsid. There is a 

region in the genome in which there are no open reading frames (ORFs). This region has 

been referred to by several terms, including the long control region (LCR), the upstream 

regulatory region (URR), and the non-coding region (NCR). It is defined as the part of the 

genome between the stop codon of the L1 ORF and the start codon of the E6 gene. This 

region contains the origin of replication (ORI) and numerous control signals for DNA 

replication and transcription.  
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Figure 1. Schematic 
figure of the HPV 
genome with positions 
of the open reading 
frames of the early (E) 
and late (L) genes as 
well as the long control 
region (LCR). 

 

 

Viral proteins  

E1 

The E1 ORF is the largest one in the papillomavirus genome and it is relatively well 

conserved among all of the PVs. The size of E1 differs between different phylogenetic 

genera, with the largest ORFs found among the Alpha-papillomaviruses.37 The E1 protein 

is the only papillomavirus protein with enzymatic activity, and a hexameric form of the 

protein is associated with the DNA-dependent ATPase and DNA helicase activities 

fundamental to its initiator function in DNA replication.38, 39 

E1 is the only viral factor that is directly involved in plasmid replication, and the protein is 

required for both the initiation and elongation of viral DNA synthesis.40 E1 binds 

specifically to the ORI, and this binding is stabilised through interactions with the E2 

protein.41, 42 Although not essential for origin-dependent DNA replication in vitro, E2 

greatly stimulates the ability of E1 to initiate DNA replication. E2 may also stimulate viral 

DNA replication by recruiting host replication factors to the origin. The E1:E2 complex is 

a precursor to a larger multimeric E1 complex, which after the removal of E2 can alter the 

replication origin and ultimately unwind the DNA.43       
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E2 

The E2 protein is relatively well conserved among the papillomaviruses, and is an 

important regulator of viral transcription and replication. The E2 protein consists of three 

functional domains: a sequence-specific DNA-binding and dimerisation domain located in 

the carboxyl-terminal region of the protein, a transactivating domain located within the 

amino-terminal half of the protein, and a central hinge domain.44 The DNA-binding and 

the transactivating domains are relatively well conserved among different papillomaviruses, 

while the hinge region is not, either in size or in amino acid composition. 

The E2 protein binds to the consensus sequence ACCN6GGT45 that is found repeatedly in 

the URR of all papillomaviruses46 with the exception of HPV41, which lacks these 

consensus sites.47   E2 can regulate transcription from promoters containing these E2-

binding sites.  

E2 is a multifunctional protein, and its functions as a transcriptional activator and repressor 

are likely mediated by interactions with specific cellular factors. In addition to its role as a 

transcriptional regulator, E2 has critical roles in viral DNA replication and in plasmid 

maintenance. E2 has also been shown to induce apoptosis.48, 49 

E2 utilizes a cellular protein known as Bromodomain-4 to tether the viral genome to 

cellular chromosomes.50 This tethering to the cell’s nuclear matrix ensures acurate 

distribution of viral genomes to each daughter cell after cell division. 

 

E4 

The E4 ORF of the papillomaviruses is located in the early region, yet is expressed as a late 

gene with a role in productive infection. It overlaps the E2 ORF but in a different reading 

frame and therefore encodes a protein with an entirely different amino acid sequence.  

In general, the E4 protein is not well conserved among different PVs.  

A viral transcript formed by splicing a few codons from the beginning of E1 to E4 appears 

to be the major RNA in HPV-induced lesions for the viruses that have been studied.51-54  

The E4 protein is expressed in cells in which vegetative viral DNA replication is ongoing. 

The expression of E4 is not coincident with the expression of the capsid proteins,55 and E4 

expression precedes the expression of L1.56  

The precise role of E4 in the viral life cycle is unclear. However, the HPV16 E4 protein has 

been shown to interact with intermediate filament of the host cell, leading to collapse of 

the cytokeratin network and thereby release of mature virus particles.57-60 
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E5 

Among the mucosal HPVs, the high risk (HR) types codes for an E5 protein, while the 

low-risk (LR) types either lack a definable E5 ORF and/or translation start codon for E5.61 

However, it should be noted that the E5 gene is not expressed in most HPV-positive 

cancers, suggesting that if the E5 gene does stimulate cell proliferation in vivo, it presumably 

functions in benign papillomas and not in the cancers. It might also participate in the 

initiation of the carcinogenic process or in some other aspects of the viral-host cell 

interaction relevant to the pathogenesis of the HPV infection. 

With the exception of HPV562 the cutaneous HPV types do not encode E5, while for 

BPV1 E5 is the major transformation protein.63, 64  

 

E6  

The primary function of the E6 protein is to inactivate the tumor suppressor protein p53. 

E6 contains two zinc finger motifs65 (CxxC(x)29CxxC) which determine the protein 

conformation or protein-protein interactions for DNA binding that are essential for 

transformation.66 

E6 and E7 together can extend the life span of human keratinocytes and lead to the 

outgrowth of immortalised clones that are resistant to terminal differentiation. This 

property is dependent on the full-length E6 protein. Mutational analysis has shown that the 

putative HPV16 E6* protein, encoding a truncated form of E6, cannot provide this 

function.67 It appears that the E6*, if it is actually made in vivo, might function in a 

dominant negative manner to inhibit some of the activities of the full-length E6 

oncoprotein of the cancer associated HPV types.68 

The E6 and E7 proteins are structurally related and are conserved, at least in part, among 

all of the PVs.  

 

E7 

The E7 protein was the first oncogene of HR HPVs to be identified, and it is 

predominantly found in the nucleus.69, 70 The major antigenic region of E7 for both low-

risk and high-risk HPVs is found in the N-terminus part of the protein.  

In most papillomavirus types, the primary function of the E7 protein is to inactivate 

members of the retinoblastoma tumour suppressor protein (pRb) family. The LxCxE motif 

necessary for pRb binding is in the C-terminal part of E7, whereas the residues important 

for pRb degradation are localised in the N-terminal region.71-73 pRb act as a negative 
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regulator of the cell cycle and is regulated by phosphorylation.74 E7 contains a casein kinase 

II phosphorylation site that leads to phosphorylation of E7 during the G1 and S phases of 

the cell cycle.75 

The E7 proteins of low-risk HPV types bind pRb with about a 10-fold lower efficiency 

than the E7 proteins of high-risk HPV types. Sequence comparison of the pRb-binding 

sites revealed a single consistent amino acid sequence difference between the HR and the 

LR E7 proteins: an aspartic acid residue (Asp21 in HPV16 E7) corresponding to a glycine 

residue in the LR E7 sequence (Gly22 in HPV6 E7). Substitution of this residue in the 

respective E7 genes revealed that this single amino acid residue was the principal 

determinant responsible for the difference in pRb-binding affinity and in the transforming 

capacity of the LR and the HR E7 proteins.76, 77 

 

L1 

The virus capsid consists of two virally encoded structural proteins, the major capsid 

protein L1, and the minor capsid protein L2.78  

The L1 ORF is a highly conserved region among papillomaviruses. Five L1 monomers 

form a pentameric capsomer, and 72 such capsomers make up the viral capsid.79 L1 

represents about 80% of the total viral protein in the capsid.  

L1 can self-assemble into virus-like particles (VLPs) that approximate the structure of 

native virions.80-84 The ability to self-assemble is dependent on the amino acid at position 

202. Efficient self-assembly is seen with Asp202, while histidine (His) at this position 

requires L2 for assembly.81, 84, 85 

X-ray crystallographic analyses of these VLPs showed that surface loops (Fig. 2) contain 

the sites of largest sequence variation among HPV types. Also, these loops are likely 

locations of neutralising epitopes86-89 against which virus-neutralising anti-L1 antibodies are 

generated.  These antibodies are essentially type specific.90-93 

VLPs assembled in vitro are the basis of prophylactic vaccines against several HPV types. 
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Figure 2. HPV16 L1 monomer with the 
surface exposed hyper-variable loops B-C, 
D-E, E-F, F-G, and H-I. (Adapted from 
Chen, 2000).94 

 

 

L2 

The minor capsid protein L2 is required for encapsidation of the viral genome.93, 95  

L2, situated more internally of the capsid than L1, can also induce neutralising antibodies 

through a small segment that is exposed at the surface.96, 97 98-100 These neutralising 

antibodies are less potent than anti-L1 antibodies, 98, 100, 101 but they appear to show some 

cross-reactivity to heterologous HPV types.102, 103 

L1 proteins of cutaneous HPV types have a shorter amino acid sequence than the L2 

proteins, while the opposite is seen in mucosal types.104  

L2 cannot self-assemble into VLPs, however, it has been shown that the viral capsid 

assembly of L1 is enhanced 50-fold together with L2.80 

 

Upstream regulatory region (URR) 

This region comprises the part of the PV genome between the stop codon of the L1 ORF 

and the start codon of E6, and it is in general not well conserved between the 

papillomaviruses. The URR contains enhancer elements that are responsive to cellular 

factors as well as to virally encoded transcriptional regulatory factors. It is thought that 

these constitutive enhancer elements are essential for the initial expression of the viral gene 
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after virus infection and they may also be important in the maintenance of viral latency. In 

addition, the URR contains promoter regions, the origin of replication and the TATA-box 

for the early transcripts. Transcription is regulated by cellular factors and virally-encoded 

transcription factors that interact with promoters and enhancers. Several transcription-

binding sites have been identified in the URR.  

The URR of all papillomaviruses contains repeated copies of the palindrome site 

ACCGN6CGGT.46 In HPV16 and 18, E2-binding to this site suppresses the expression of 

E6 and E7, since it is positioned close to the TATA-box of their promoter.105, 106 

 

 

PHYLOGENY 

Unlike most other virus groups, papillomaviruses are not referred to as serotypes. The 

classification of viral types is based on the species of origin and the extent and degree of 

relatedness of the viral genomes. The PVs are grouped into different genera, e. g. Alpha-, 

Beta-, and Gamma-papillomaviruses (Fig. 4).107 Each genus is further divided into species 

containing one or several PV genotypes. In addition to genotypes, PVs are also grouped 

into subtypes and variants depending on their sequence similarity in the L1 gene.107 

Different genera share less than 60% nucleotide sequence similarity in the major capsid 

protein L1 ORF, while complete genome sequences of papillomaviruses of different genera 

share more than 23% but less than 43% sequence similarity. Different viral species within a 

genus share between 60% and 70% similarity, while different PV types have less than 90% 

but more than 70% sequence similarity to the closest known type in the L1 ORF. Subtypes 

and variants share between 90-98% and 98-99% sequence similarity, respectively, to any 

known PV type. 

 

Papillomaviruses do not encode their own DNA polymerase but, instead, utilise the host 

cell enzymes for replication of the viral genome. Thus, they benefit from the high fidelity, 

proofreading capacity, and post-replication DNA repair mechanisms of the host DNA 

polymerase. This undoubtedly contributes to the relative stability of the PV genomes.  

As recombination between different papillomaviruses has not been detected, it can be 

concluded that PVs have been, and are, evolving either by the slow accumulation of point 

mutations and/or by other non-stochastic mechanisms which result in establishment of 

specific genome types in a population.108, 109   
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Till date, more than 100 different HPVs have been completely characterised. In addition, 

there appears to exist about a hundred additional HPV types with sequence information so 

far available only from PCR amplimers.31, 110-113  

 

HPV variants are quite commonly found and appear to associate with geographic regions 

and with biologic behaviour of the virus.114, 115 By contrast, subtypes have been considered 

rare.107, 116, 117 New insights into this matter is presented in paper III of this thesis. Needless 

to say, clinical and epidemiological studies that do not take the subtype diversity into 

account when designing and validating detection systems may give misleading results. 

 

It is well known that HPV variants within the same type constitute the same serotype118 

and that different HPV types usually constitute different serotypes.119 However, it is not 

well known whether HPV subtypes are serologically distinct or not, except for HPV5 (a 

member of the genus Beta) that has been reported to exist as serologically distinct 

subtypes.120 

Except for HPV38b[FA125] previously reported by us,121 the only completely characterised 

subtypes presented in the literature107, 122-125 and available from GenBank belong to the 

genus Alpha-papillomavirus. Although the reasons for the infrequent reporting of HPV 

subtypes are not known, the issue of whether they are common or not has profound 

implications for design of virus detection systems and for understanding of the biology of 

HPV. It is also important to stress the fact that subtype is a taxon of its own, and should 

not be mistaken for different genotypes as is often seen in the literature.  

 

Papillomavirus genera 

All papillomaviruses known till date have been grouped into different genera based on their 

relatedness, as described above. Each genus is denoted by a Greek letter, and the human 

papillomaviruses are grouped into the genera Alpha-, Beta-, Gamma-, Mu-, and Nu-

papillomaviruses. The other genera contain papillomaviruses isolated from various 

mammals and birds. 

 

Alpha-papillomavirus 

HPV types infecting genital epithelia are grouped into the genus Alpha-papillomavirus. 

However, some of the types classified into this genus also cause common skin warts.  
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The Alpha-papillomaviruses are divided into 15 different species, each containing closely 

related genotypes. 

High-risk HPV types are predominantly found in species 5, 6, 7, 9, and 11, while low-risk 

types are grouped into species 3, 8, 10, and species 13-15.  

The most common HPV types detected in cervical cancer, HPV16 and 18 which cause 

approximately 70% of all cancers, and their closely related types are found in species 7 and 

9, while species 10 contains e. g. HPV6 and 11 responsible for 90% of genital warts.  

 

Species 8 contains HPV7, HPV40, HPV43, and HPV91 which cause low-risk mucosal 

lesions. However, HPV7, also known as butcher’s wart virus, frequently causes skin warts 

in butchers and meat handlers.  

HPV types within species 4 deserve some extra attention. HPV2, 27, and 57 are classified 

as Alpha-papillomaviruses based on their relation to other HPVs in this genus. However, 

they cause common skin warts, and hence have a tropism for cutaneous epithelium. The 

same phenomenon is observed for the types in species 2 which more frequently cause 

cutaneous than mucosal lesions. Two of the types within this species, HPV10 and 3, usually 

cause skin warts. 

Other quite peculiar findings among the Alpha-papillomaviruses are found in species 10 

and 12. Clustering together with low-risk types such as HPV6 in species 10 is the Pygmy 

Chimpanzee PV (PcPV) and its subtype, the Common Chimpanzee PV (CCPV). In species 

12 yet another non-human PV is found, Rhesus papillomavirus type 1 (RhPV1), which 

causes genital lesions in Rhesus monkeys. 

 

Beta-papillomavirus 

HPV types infecting the skin are divided into four different genera, Beta-, Gamma-, Mu-, 

and Nu-papillomaviruses, since they display larger sequence divergence than do the Alpha-

papillomavirus types.  

Cutaneous HPV types are frequently detected in healthy skin samples, demonstrating 

ubiquity of non-symptomatic infections with theses viruses.  

 

The Beta-papillomaviruses are divided into 5 different species, but the majority of the types 

in this genus are found in species 1 and 2. These HPV types are commonly associated with 

skin lesions in EV patients, and predominantly HPV5 and 8 (species 1) are found in over 

90% of theses tumours.  
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The latest human papillomavirus characterised, HPV107, was recently isolated by us and is 

reported in paper V of this thesis. HPV107 is classified into species 2 of the Beta-

papillomaviruses, a group of viruses recently significantly associated with SCC126 (Table 1). 

Furthermore, in the same study Beta-papillomaviruses within species 1 were significantly 

associated with seborrhoeic keratosis, a benign lesion of the skin.  

 

Table 1. Prevalence of HPV DNA of Beta-papillomavirus species 2 in lesion and paired healthy skin biopsies 

from 349 patients. (Adapted from Forslund et al. 2007).126 

Diagnosis Beta-2 positive 

(n=50), (%) 

Beta-2 negative 

 (n=648), (%) 

Adjusted OR 

(95% CI)a 

Healthy skin 15 (30) 334 (52) 1.0 (referent) 

Seborrhoeic keratosis (benign) 7 (14) 85 (13) 2.13 (0.81-5.58) 

Actinic keratosis 5 (10) 44 (7) 1.75 (0.58-5.27) 

Basal cell carcinoma 9 (18) 117 (18) 1.65 (0.68-3.97) 

Squamous cell carcinoma 14 (28) 68 (11) 4.40 (1.92-10.1) 

a Odds ratio adjusted for diagnosis, age, sex, skin type, self-reported previous sunburns, eye colour , and sun 
exposure of biopsy site. 
  

 

Beta-papillomavirus, species 3 contains HPV49, 75, and 76 which are known to induce 

benign cutaneous lesions, while species 4 and 5 contain only one HPV type each, HPV92 

and 96, respectively, causing pre- and malignant cutaneous lesions. 

 

Gamma-papillomavirus 

The Gamma-papillomaviruses contain seven types distributed over five different viral 

species.  

Recently, two new HPV types, HPV101 and 103,127 were isolated from cervicovaginal cells 

indicating possible relationship to the Alpha-papillomaviruses. However, phylogenetic 

analyses revealed that these two types are closely related to the Gamma-papillomaviruses 

and that they form a monophyletic group at the root of the Gamma- and Pi-

papillomaviruses. The genus Pi-papillomavirus contains the Hamster oral papillomavirus 

(HaOPV). 

Another interesting feature of HPV101 and 103 is the fact that both viruses lack the E6 

open reading frame127, a characteristic not reported in any other HPV types. 
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Mu-papillomavirus 

The genus Mu-papillomavirus contains two HPV types, HPV1 and 63. They are quite 

distinct, but are still similar enough in their L1 ORF to be classified in the same genus. One 

interesting feature of these two types is the varying length of their upstream regulatory 

region, 982 bp in HPV1 compared to 558 bp in HPV63. 

 

Nu-papillomavirus 

The genus Nu-papillomavirus contains only one species with one type alone. HPV41 is 

quite interesting since it contains several large and uncharacterised open reading frames 

scattered throughout the genome. Further, it seems as if all E2 binding sites in the URR are 

modified.47   

 

 

THE VIRAL LIFE CYCLE  

The PV life cycle is closely linked to the differentiation program of the host cell. In order 

to induce a persistent infection, the virus must infect the basal cells in the epithelium since 

these are the only cells capable of dividing. The viral late functions, such as vegetative viral 

DNA synthesis, capsid protein synthesis, and virion assembly, occur exclusively in 

differentiated keratinocytes. The replicative phase of the papillomavirus life cycle has been 

difficult to study because of its link to the terminally differentiated epithelial cells. 

Papillomaviruses are thought to gain access to keratinocyte stem cells through small 

wounds, known as micro-traumas, in the skin or mucosal surface (Fig. 3).  

The receptor that mediates HPV entry into host cells is not known. However, interactions 

between L1 and sulfated sugars on the cell surface is thought to promote initial attachment 

of the virus,128, 129 and several receptors for attachment of PVs to host cells have been 

suggested. In 1997, α6 integrin was proposed as a putative receptor for PVs, since laminin, 

a substrate for α6 integrin receptors, was effective in preventing binding of HPV6 VLPs to 

the α6 integrin.130, 131 Later on it was suggested that the α6β1 or the α6β4 integrins acted as 

receptors. α6β1 is expressed on a wide range of epithelial cells including platelets, 

lymphocytes and endothelial cells, while α6β4 is expressed in the basal cells and during 

wound healing, which correlates with viral entry. Papillomavirus virions can also bind to 

heparin and cell surface glycosaminoglycans (GAGs) on human keratinocytes, which may 

provide an initial binding event that could be followed by receptor binding and 

internalisation.128 In 2001, Giroglou et al. 129 reported that heparin surface proteoglycans 
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(HSPGs) are essential for HPV infection. Heparan sulphate glycosaminoglycans (GAGs) 

have been proposed as the primary cell surface moieties mediating interaction with 

papillomavirus.128, 129, 132  

After attachment, the virus is internalised from the cell surface and transported to 

membrane-enclosed vesicles called endosomes.132, 133 The minor capsid protein L2 then 

disrupts the membrane of the endosomes, allowing the viral genome to escape and traffic, 

along with L2, to the cell nucleus.134, 135 

 

 

 

Figure 3. Stages of the papillomavirus life cycle, with their location in the squamous epithelium. Viral proteins are 
expressed sequentially with differentiation as shown and mature virions are produced only in the most superficial 
layers of the epithelium. (Adapted from Frazer, 2004).136 

 

 

The papillomaviruses have three modes of viral DNA replication. The first occurs during 

the initial infection of basal keratinocytes by the virus, where there is an amplification of 

the viral genome to about 50 to 100 copies. After this stage, the viral genome is maintained 

as a stable episome. 

Next phase is one of genomic maintenance, which occurs in dividing basal cells of the 

lower portion of the epidermis. In these cells, viral DNA is maintained as a stable 

multicopy plasmid. The viral genomes replicate an average of once per cell cycle during S 



 26 

phase, in synchrony with the host chromosome137 and are partitioned into the daughter 

cells. This type of DNA replication ensures a persistent and latent infection in the stem 

cells of the epidermis.  

The third type of DNA replication is vegetative, which occurs in the more differentiated 

epithelial cells of the papilloma. In these cells, which no longer undergo cellular DNA 

synthesis, there is a burst of viral DNA synthesis, generating the genomes to be packaged 

into progeny virions. The mechanisms regulating the switch from plasmid maintenance to 

vegetative viral DNA replication are not known.  

 

The fist viral genes to be expressed after infection are E1 and E2. They form a complex 

that binds to the ORI and thereby initiates DNA replication. After unwinding of the DNA 

the viral genome is ready for replication using cellular DNA replication factors.  

At later stages in the HPV life cycle it is thought that E2 serves as a negative regulator of 

expression for the oncogenes E6 and E7 in latently HPV-infected basal layer keratinocytes. 

138, 139 Genetic changes, such as integration of the viral DNA into a host cell chromosome, 

that inactivate E2 expression, tend to increase the expression of the E6 and E7 oncogenes 

which results in cellular transformation and possibly further genetic destabilization that in 

the end might result in cervical carcinoma.140-142 The combination of E6 and E7 is required 

for the efficient immortalisation of primary human keratinocytes. E6 and E7 together can 

extend the life span of human keratinocytes and lead to the outgrowth of immortalised 

clones that are resistant to terminal differentiation. 

E7 binds to the hypo-phosphorylated form of the retinoblastoma tumour suppressor 

protein (pRb), which leads to the functional inactivation of pRb and permits progression of 

the cell cycle into S phase.74 This result in dissociation of the pRb-E2F complex and E2F 

can act as a transcriptional activator. The regulated conversion of the transcriptional 

activity of E2F between repressor and activator contributes to the regulation of G1-to-S 

phase progression. The high-risk HPV E7 proteins contribute to carcinogenic progression, 

at least in part, by disrupting this regulatory network.143    

When the cell cycle enters S phase there is an up-regulation in the expression of p53, a 

transcription factor regulating the cell cycle and hence functioning as a tumor 

suppressor.144, 145 The function of p53 as a sequence-specific transcriptional activator146, 147 is 

necessary for its activity in regulating cell growth and in tumour growth suppression. 

However, the HPV E6 protein can efficiently abrogate the transcriptional transactivation 
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activity of p53. Thus, E6 has anti-apoptotic activities and can interfere with the negative 

cell cycle regulatory functions of p53.  

Both HR and LR mucosal HPV E6 can bind to the C-terminus of p53. However, in the 

presence of a cellular ubiquitin ligase, the E6-associated protein (E6-AP), only the E6 

proteins of HR HPVs can bind to the core of p53, which is essential for efficient 

degradation of this protein.148, 149  

Another important function of the HR E6 protein is the activation of telomerase in 

infected cells. In normal cells, repeated rounds of DNA replication result in shortening of 

telomeres, eventually producing chromosomal instability and cellular senescence. HR HPV 

E6 proteins have been shown to increase telomeric length in epithelial cells by activating 

the catalytic subunit of the enzyme human telomerase reverse transcriptase (hTERT).150-152  

 

Compared to HR HPV types, the E6 and E7 proteins of cutaneous HPVs in general have 

low binding affinity for p53 and pRb, and their ability to transform cells in vitro is low.153, 154 

However, in 2003, Caldeira et al.22 showed that E6 and E7 of HPV38, a cutaneous HPV 

type, could deregulate the cell cycle control and thereby induce cellular transformation. 

They further showed that the HPV38 E7 protein efficiently inactivated pRb which resulted 

in deregulation of the G1/S transition,
22 while HPV38 E6 was unable to promote p53 

degradation.155  

p53 is often mutated in skin cancers,156 an event that is extremely rare in HPV16-induced 

cervical tumours.157 UV-radiation has been shown to cause damage to p53,158-160 and most 

likely this DNA damage is responsible for inactivation of p53, rendering E6-mediated p53 

degradation unnecessary in skin tumourigenesis. An arginine (Arg) substitution of proline 

(Pro) at codon 72 of p53 is regarded as the most important UV-radiation induced p53 

mutation, which gives rise to two distinct proteins with different ability to signal apoptosis 

following DNA damage.161, 162  

A pro-apoptotic protein, Bak, is induced by UV-radiation.163 Cutaneous HPV E6 has been 

shown to degrade this protein.164 E6 of mucosal HPV types have also been shown to 

inhibit apoptosis by Bak.162 

 

Little is known about the papillomavirus assembly or release. Virus particles are observed 

in the granular layer of the epithelium but not at lower levels. The virus is not believed to 

be cytolytic, and the release of the virion particles does not occur before the cornified 

layers of a keratinised epithelium. 
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HPV-ASSOCIATED DISEASES 

Mucosal infections 

Human papillomaviruses are considered to be one of the most common sexually 

transmitted disease agents in the world. They are grouped into mucosal and cutaneous 

types, depending on the epithelial cells they normally infect. The mucosal types may infect 

the genital skin, genital mucosa, or non-genital mucosa. These types are further subdivided 

into high-risk and low-risk types, depending on the risk for malignant progression of the 

lesions they induce in the cervix. The DNA of the high-risk HPVs can be distinguished 

from the DNA of the low-risk HPVs by their ability to immortalise primary cultures of 

human fibroblasts, human foreskin keratinocytes, and human cervical epithelial cells.165-168 

All of the genital tract HPV types (e. g. HPV6, 11, 16, and 18) are capable of transiently 

inducing cellular proliferation. However, only the HR HPVs are able to extend the life span 

and give rise to immortalised cell lines that are disobedient to differentiation signals.166  

 

Cervical cancer 

Persistent infection with one of the HR genital HPV types is a prerequisite for the 

development of cervical cancer,169-172 which is the third most common cancer among 

women worldwide,173-175 and the most common cancer of women in most developing 

countries.176, 177  

About 85% of cervical cancers are squamous cell carcinomas, while most of the other cases 

are adenocarcinomas. 

A number of human papillomaviruses have been implicated as the etiological agents for 

cervical cancer and other epithelial cancers.178 For instance, the high-risk HPV types 16 and 

18 together cause approximately 70% of cervical cancers worldwide.28  

A persistent HPV infection is necessary but not sufficient for the development of cervical 

cancer. Co-factors associated with cervical cancer are multi-parity,179 smoking habits,180 use 

of oral contraceptives,181 and other sexually transmitted infections, e. g. herpes simplex 

virus type 2,182 and Chlamydia trachomatis.183, 184    

HPV is also present in some cases of vulval and vaginal cancer, and penile cancer. 

 

Genital warts 

The low-risk types HPV6 and 11 cause approximately 90% of genital warts (condylomas).29 

Most condylomas are self-limiting, regressing spontaneously or after local treatment. 



 29 

However, some lesions may persist for years, and in extreme cases even progress into so-

called giant condylomas or Buschke-Löwenstein tumours of the vulva, penis and anus.185  

 

Oral cancers 

HPV infections of the oral cavity are frequently occurring,186 and the two most prevalent 

HPV types in oral carcinomas are HPV16 and 18.187, 188 Interestingly, the low-risk HPV 

types 6 and 11 can also be identified in some oral carcinomas.  

Another condition caused by HPV is recurrent respiratory papillomatosis.189 This is a rare 

condition of the airways and particularly affects young children. Most lesions are caused by 

HPV6 and 11, and in some cases these infections may be fatal.  

 

Cutaneous infections 

Healthy skin harbours a large spectrum of different HPV types,31, 111 with more virus being 

detected in forehead samples than in samples from other body parts such as arms and 

thighs.111 In addition, HPV is also often detected in plucked eyebrow samples.190-192  

 

The persistence of cutaneous HPV infections has previously only been reported in renal 

transplant recipients, a group of patients commonly developing skin lesions with detectable 

HPV DNA. However, new results concerning persistence in both renal transplant 

recipients as well as in healthy individuals were recently presented by us (paper I of this 

thesis). 

 

Skin warts 

HPV1, 2, 3, 4, 10, 41, and 57 are associated with skin warts on the hands and feet, although 

they can arise in almost any location.20, 21 Most of these benign lesions are present for 

several months and regress spontaneously within two years, although some may persist 

indefinitely. Butcher’s warts which are predominantly found in meat-handlers and butchers 

are caused by HPV7.193 

Patients with suppressed or impaired cellular immunity have a high prevalence of HPV-

induced benign lesions and tumours. This is evident from renal transplant patients, of 

whom more than 90% develop skin warts and 40% develop skin cancer within 15 years of 

transplantation, representing a 50-to-100 fold increase compared to the general 

population.194, 195 
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Epidermodysplasia Verruciformis (EV) 

The association between human papillomaviruses and cancer was first recognised in the 

1950’s in patients suffering from the rare hereditary cutaneous disorder epidermodysplasia 

verruciformis (EV).5 Skin carcinomas normally develop in about one third of these patients 

and mainly arise at sun-exposed skin sites.196-198 HPV5 and 8 are associated with skin cancer 

originating from benign lesions in these patients.198, 199 EV-specific types, or antibody 

response to them, have also been found in patients with psoriasis and other conditions 

associated with rapid epidermal cell growth.120, 200, 201 The relationship of HPV infection to 

these disease processes is unclear.  

 

Non-melanoma skin cancer 

Non-melanoma skin cancers (NMSC) are the most prevalent malignancies in the Caucasian 

population202 and an increase in prevalence has been seen in European countries during the 

last few years.203 NMSC comprises basal cell carcinoma (BCC) and squamous cell 

carcinoma (SCC),204 and the standardised ratio of BCC to SCC is roughly 4:1.205 The 

incidence of NMSC is 18-20 times greater than that of malignant melanoma. BCC arises de 

novo, which means there are no known precursor lesions, while precursor lesions for SCC 

include actinic keratosis (AK) and Bowen’s disease (SCC in situ).206 BCC has a relatively 

good prognosis, while SCC accounts for up to 20% of all deaths from skin cancer.207  

NMSC are often found on sun-exposed sites in patients with the rare inherited genetic 

disease EV.208 SCCs develop on sun exposed sites in 30-60% of affected patients by the 

fourth decade and specific HPV types, predominantly HPV5 and 8, are found in over 90% 

of theses tumours. HPV5 and 8 belong to the Beta-papillomaviruses, a phylogenetic 

subgroup of cutaneous HPVs,107 which is also detectable in skin carcinomas, as well as in 

control specimens of healthy skin from the general population.31, 154, 209-211 

Epidemiological studies have established a causal association between UV-radiation and 

NMSC.207  Furthermore, fair skin and the immune status of the host are important risk 

factors. Immunosuppressed organ-transplant recipients have an up to 100-fold increased 

risk of SCC and a 10-fold increased risk of BCC, resulting in a reversal of the normal ratio 

of SCC to BCC.212, 213  

UV-B radiation exposure of the skin leads to increased levels of the pro-apoptotic cellular 

Bak protein independent of p53 function. The E6 proteins of HPV5, 10, and 77 have been 

shown to target Bak for proteolytic degradation and to effectively inhibit UV-B-induced 

apoptosis.163, 164    
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Renal transplant recipients have a well documented 50- to 100-fold increased risk of 

cutaneous SCC.194, 214 Several studies have reported HPV DNA in these cancers.23, 24, 215  

A recent study22 demonstrated that the early proteins E6 and E7 of HPV38, a Beta-2 

papillomavirus, are sufficient to substantially increase the lifespan of primary human 

keratinocytes by deregulation of the cell cycle control. Furthermore, HPV38 E7 targets the 

retinoblastoma protein (pRb) with about the same efficiency as HPV16 E7.22, 216 HPV38 

has also been proposed to be a skin cancer-associated HPV type based on reported 

prevalences of 7–55% in BCC, and 13–46% in SCC.22, 217, 218 

 

 

IMMUNOLOGY  

The PVs infect primitive basal keratinocytes, most probably targeting stem cells. However, 

expression of high levels of viral proteins as well as viral assembly takes place in the upper 

layers of the squamous epithelia.219-221 The time from infection to release of virus is 

approximately three weeks, the time required for the basal keratinocyte to undergo 

complete differentiation.  

Since the papillomaviruses do not infect and replicate in antigen-presenting cells (APCs) 

located in the epithelium, and virus release does not cause lysis of keratinocytes, there is no 

opportunity for APCs to engulf virions and present virion-derived antigens to the immune 

system. Furthermore, there is no blood-borne phase of infection, so the immune system 

outside the epithelium has little opportunity to detect the virus.  Thus, HPV infection is 

not accompanied by inflammation, and there is no obvious signal alerting the immune 

system to the virus’s presence. This may result in persistent, chronic infection, as the host 

can remain ignorant of the pathogen for long periods. 

On average, high-risk genital HPV infections persist for 12-18 months prior to being 

cleared by the immune system.222, 223 This is considerably longer than the 5-6 months 

needed for the low-risk types.224-226 

A fully functional immune system is necessary to clear HPV from the epidermis, as is 

illustrated by the critical importance of cell-mediated immune response in the resolution 

and control of HPV infections in immunosuppressed transplant patients, of whom 

approximately 77% develop warts at some time.227 

T-cell immune response appears to be most important after the host has been infected and 

during wart regression.228 The humoral immunity is of importance for the neutralisation 

and inactivation of virions, and thus for the prevention of the spread of HPVs to new sites 



 32 

within the host and reducing the likelihood of re-infection. Protection appears to be largely 

type specific. 

Natural HPV infection of the genital tract gives rise to a slow but modest measurable 

serum antibody response in most but not all infected individuals.90, 229 The presence of 

HPV antibodies is long-lasting but does not contribute to clearance of established 

infections.230 

Virus-neutralising anti-L1 antibodies are generated against epitopes at the surface of the 

viral capsid and are essentially type-specific.90-93 

Antibodies elicited by natural infection with a specific HPV type do not confer protection, 

since seropositivity is not significantly associated with reduction in re-infection with 

homologous types.231 

Patients who develop one HPV-associated tumour are at increased risk for a second one.232-

235 In renal transplant recipients, this association is almost certain to depend on their 

immunosuppression. 

 

 

HPV VACCINE 

The US Food and Drug Administration (FDA) recently approved a quadrivalent26, 27 

prophylactic HPV vaccine containing VLPs derived from the two most common 

oncogenic HPV types, HPV16 and 18, as well as VLPs derived from the two common 

genital wart types, HPV6 and 11. This vaccine has been tested in several Phase II trials, 

primarily in young women in their late teens or early twenties. These studies showed a 

substantial reduction in the incidence of infections with HPV16 and 18 which together 

cause 70% of cervical cancers worldwide.28 Protection has been observed for at least 36 

months following vaccination. The vaccine also showed protection against HPV6 and 11, 

which cause approximately 90% of genital warts.29 In rare circumstances, HPV6 and 11 can 

cause serious diseases such as recurrent respiratory papillomatosis, a severe disease that 

may be fatal, and so-called giant condylomas or Buschke-Löwenstein tumours of the vulva, 

penis and anus.185  

Phase II results have also been observed using a candidate vaccine236. This bivalent vaccine 

contains HPV16 and 18 VLPs, and very high levels of protection against HVP16 and 18 

infection as well as HPV-associated cervical histologic abnormalities were observed in 

young women up to 27 months following vaccination with this vaccine.237 Of interest, very 



 33 

preliminary reports suggest that this bivalent vaccine might also induce some cross-

protection against HPV31, 45, and 52.237 

The quadrivalent and the bivalent vaccines are now under study in large Phase III trials238 

which should definitely demonstrate the ability of these vaccines to prevent acute and 

persistent HPV infections with the oncogenic or genital HPV types included in the 

vaccines, as well as to decrease the appearance of cervical intraepithelial neoplasia lesions, 

which are associated with, and are precursors of cervical cancer.  
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PRESENT STUDIES 

 

AIMS 

The purpose of the studies upon which this thesis is based was to: 

 

– Investigate the persistence of cutaneous HPV infections over a period of several years, 

with special emphasis on expected differences between renal transplant recipients and 

healthy individuals. 

 

– Characterise the complete genome of an HPV38 subtype, and screen for the presence 

of the prototype and the subtype in paired lesion and healthy skin biopsies from 

patients with non-melanoma skin cancer. 

 

– Investigate whether sequence information of FA amplimers (~440 nt of the L1 ORF) 

is valid for taxonomic purposes, and if so identify putative subtypes in GenBank and 

in our in-house HPV database. 

 

– Characterise new HPV types in the genus Beta-papillomavirus and investigate their 

prevalences in non-melanoma skin cancers.  

 

– Examine the binding between the retinoblastoma tumour suppressor protein (pRb) 

and the E7 proteins of newly characterised HPV types.  
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MATERIALS AND METHODS 

Sample collection 

Swab samples 

All swab samples analysed in the following studies were collected using cotton-tipped 

swabs pre-wetted with saline (0.9% NaCl solution). The swab was drawn back and forth 

approximately five times over the forehead skin in paper I, and over the lesions in papers 

II, IV, and V, and then suspended in 1 ml saline. 

 

Stripped biopsies from non-melanoma skin patients  

Before taking a biopsy, the skin was stripped with tape that was attached and removed five 

times, followed by a new piece of tape for another five times. Thereafter, a punch biopsy of 

approximately 2 mm in diameter was taken from the tumour.  

The DNA from each biopsy was extracted and dissolved in 200 ml TE buffer (10 mM 

Tris-HCl, 0.1 mM EDTA, pH 8.0) using a simple phenol-free method.110 

 

Paper I 

Forehead swab samples from renal transplant recipients (RTRs) and sex- and age-matched 

healthy controls were collected from 1998-1999.111 In 2005, new forehead swab samples 

were collected from 21 of the RTRs and 42 of the healthy individuals participating in the   

previously mentioned study. This resulted in a mean follow-up time of 6.3 years (range: 5.0-

7.0 years).  

At both sampling occasions, all subjects answered a questionnaire about presence/absence 

of warts, eczema, allergy, and history of any cancer. 

All samples (from 1998/1999 and 2005) were tested de novo using the broad PCR primers 

FAP 59/64110 followed by cloning and sequencing of three clones per sample.  

Multivariate analysis was performed using questionnaire data from the baseline visit. 

 

Paper II 

In a previous study employing the above mentioned FA primers, a closely related HPV38 

sequence, isolate FA125,113 was detected in 16 samples from 978 stripped skin biopsies, 

while the prototype HPV38 was not detected at all.126 In the present study, the complete 

genome of this isolate was completely characterised from a stripped punch biopsy taken 

from the forehead of an immunocompetent 78-year-old man with the diagnosis of actinic 

keratosis. The complete genome of the HPV38 subtype HPV38b8[FA125] was 

characterised through sequencing of overlapping PCR amplimers. 
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The presences and viral loads of this subtype as well as the prototype HPV38 were 

investigated in stripped skin lesions and paired healthy skin samples collected from patients 

with the diagnoses actinic keratosis (n=52), seborrhoeic keratosis (n=47), basal cell 

carcinoma (n=118), or squamous cell carcinoma (n=52) attending dermatology clinics in 

Sweden. 

The samples were analysed with quantitative real-time PCR, and type specific primers and 

probes for the HPV38 and HPV38b[FA125] were designed using the Primer Express 

software program. No cross-hybridisation to any closely related HPV type was observed 

with any of the primer systems. 

For all lesions positive for HPV38 or HPV38b[FA125], a swab sample taken from the top 

of the lesions before stripping was also analysed. 

 

Paper III 

Previous reports have stated that HPV subtypes are rare.107, 116, 117 However, studies using 

the general FA primers have identified several putative type, subtype, and variant isolates 

(approximately 440 nt of the L1 ORF).31, 113 Sequences of amplimers obtained with this 

PCR system have been compared to GenBank, and if not corresponding to any known 

HPV type, they have been given a provisional designation (FA-number). Currently our in-

house HPV database contains approximately 220 such “FA” isolates. 

A MedLine search identified seven HPV type-subtype pairs with a complete L1 ORF, and 

in order to investigate whether FA isolates can be used for taxonomic purposes, alignments 

of each of the seven genotype-subtype pairs as well as one type/subtype pair with complete 

L1 from our in-house database were performed using ClustalW, using sequence data from 

FA amplimers, from MY09/11 amplimers (approximately 409 nt of the L1 gene) and the 

complete L1 of each pair of genotype and subtype. 

 

Paper IV 

Two of the above mentioned FA fragments in our in-house HPV database are FAIMVS6 

and FA47. Both of these isolates represent putative new HPV types, and the complete 

genomes of them are referred to as HPV93 and 96, respectively. HPV93 was isolated from 

a punch biopsy taken from the dorsum of the hand an immunocompetent 82-year-old man 

with the diagnosis of actinic keratosis, and HPV96 was isolated from a biopsy taken from 

an SCC in situ on the upper chest of an immunocompetent 75-year-old man. 
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The complete genomes of HPV93 and 96 were characterised through sequencing of 

overlapping PCR amplimers. 

Prevalences and viral loads of HPV93 and 96, as well as the recently characterised 

HPV92,239 were analysed in the same patient samples as used in paper II. The samples were 

analysed with quantitative real-time PCR, and type specific primers and probes for HPV92, 

93, and 96 were designed using the Primer Express software program.  

Furthermore, immunoprecipitation assays were performed to analyse the binding affinity 

between the retinoblastoma protein (pRb) and the E7 protein of HPV92, 93, and 96. 

 

Paper V 

In a recent study, a significant association between SCC and an infection with Beta-

papillomaviruses in species 2 was detected.126 Several putative new types within this species 

have been detected through previous studies, and we aimed at characterise the complete 

genome of at least one of these putative HPV types, isolate FA85, detected in 2.4% in of 

SCC samples in the study mentioned above.   

HPV107, formerly known as FA85, was isolated and completely characterised from an 

immunocompetent 76-year-old male with the diagnosis of actinic keratosis.  

The complete genome was characterised through sequencing of overlapping PCR 

amplimers covering the complete genome of HPV107. 

The prevalences and viral loads of HPV107 as well as three other putative HPV types 

frequently detected in SCC126 were examined in stripped skin lesions and paired healthy 

skin samples collected from patients with the diagnoses actinic keratosis (n=50), 

seborrhoeic keratosis (n=46), basal cell carcinoma (n=118), or squamous cell carcinoma 

(n=50) attending dermatology clinics in Sweden. 

The FA fragments of HPV107, FA5, FA51, FA75, as well as closely related HPV types 

within species 2 of the Beta-papillomaviruses were aligned using ClustalW and a 

dendrogram was created using MEGA (Molecular Evolutionary Genetic Analysis) 

software, version 3.1.   
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RESULTS AND DISCUSSIONS 

Paper I 

Cutaneous Human Papillomaviruses persist on healthy skin 

Overall, 71 different HPV types or putative types were detected in the collected samples. 

Among the healthy individuals, the prevalences of HPV were 69% (29/42) in the samples 

from 1998/1999 and 71% (30/42) in the follow-up samples from 2005. Of the 29 healthy 

individuals (17 females and 12 males) that were positive for HPV in their first sample, 48% 

(14/29) were positive for the same HPV type/putative type also in the second sample. 

Among the renal transplant recipients (RTRs), 71% (15/21) were positive for HPV in their 

first sample, and 90% (19/21) were positive at follow-up. Among the 15 RTRs (seven 

women and eight men) positive for HPV in the first sample, 33% (5/15) had a persistent 

infection. 

Overall, 70% (44/63) of the subjects were positive for HPV DNA in their first sample and 

a persistent HPV infection was detected in 43% (19/44) of them. 

Most persistent infections, 15/19 (79%), were Beta-papillomavirus infections, with HPV20 

being the single most common type-specific persistent infection. 

Eighteen subjects were positive for HPV in both samples, but with different types. 

In this study, we report that cutaneous HPVs commonly persist for many years on healthy 

skin, with about half (48%) of the healthy individuals being positive for the same HPV type 

six years later. Considering the immunosuppression of the RTRs and the fact that these 

patients commonly develop skin lesions with detectable HPV DNA, it was surprising that 

persistent infections were not more common in this group than in healthy individuals. 

Further, persistence was not significantly associated with age, sex, immunosuppressive 

treatment, history of warts, or genus of HPV. 

The knowledge that viral persistence is common in the natural history of cutaneous HPV 

infections is of interest for understanding the biology of these viruses and may be helpful 

in the continuing elucidation of their possible role in human skin disorders. 

 

Paper II 

Subtype HPV38b[FA125] demonstrates heterogeneity of Human Papillomavirus 

type 38. 

The complete genome of the HPV38 subtype HPV38b[FA125] (GenBank accession no. 

DQ090005) was 7,400 bp which correlates with the size of HPV38. The E6 and E7 
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proteins showed 100% identity to HPV38, whereas the E4 protein only showed 94% 

identity.  

Five of the 15 nucleotides at the 3’-end of the upstream regulatory region (URR) were 

mismatches between HPV38 and HPV38b[FA125]. However, this difference did not affect 

any of the known binding sites for transcriptional factors.  

Eight amino acids of the L1 ORF differed between HPV38 and HPV38b[FA125]. 

Comparison with the three-dimensional structure of the L1 ORF of HPV16 showed that 

six of the altered amino acids were most likely positioned in the hyper-variable loops that 

extend toward the HPV capsid surface. Furthermore, the E4 protein, thought to be a major 

target for CD4+ responses to HPV, showed only 94% sequence similarity between 

prototype HPV38 and its subtype. These results suggest a possible immunological 

significance of the subtype heterogeneity. 

HPV38 was detected in 7 (2.6%) and HPV38b[FA125] was detected in 5 (1.9%) of the 269 

lesions. Two of 269 healthy skin biopsies (0.7%) were positive for HPV38b[FA125], while 

none was positive for HPV38.  Only one patient was positive for the same virus type both 

in the lesion and in the healthy skin sample. None of the samples were positive for both 

HPV38 and HPV38b[FA125] (Table 2). 

Even when combining the prevalences of HPV38 and HPV38b[FA125], we found 

considerably lower prevalences of these viruses in skin lesions than many other studies. 

This discrepancy is likely to be attributable to the removal of superficial cells with tape, 

which is known to reduce HPV DNA prevalences.113  

Both prototype HPV38 and its subtype HPV38b[FA125] were more commonly found in 

skin lesions than in healthy skin. However, there were higher copy numbers on top of the 

skin lesions than in the lesions themselves. Hence, the role of HPV38 in the development 

of NMSC remains elusive. 
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Table 2.  Presence and viral loads of HPV38, HPV38b[FA125], HPV92, HPV93, HPV96, HPV107, FA5, 
FA51, and FA75 in skin lesions. (CV calculated on three values). 
 

Viral copies/cells  
Diagnosis 

 
Number of 
patients 

 
HPV type Lesion  

(CV %) 
Healthy skin  
(CV%) 

Top of lesion 
(CV%) 

Paper II 
(n=52) 
 

HPV38 
HPV38b[FA125] 
HPV38b[FA125] 
HPV38b[FA125] 

1/349 (76) 
1/183 (41)2  
1/600 (39) 
1/1,849 (0.6)2 

- 
- 
- 
- 

12/1 (58) 
9/1 (31) 
- 
- 

Paper IV 
(n=52) 
 
 

HPV92 
HPV933 
HPV963 

HPV96 

1/298 (2) 
1/380 (88) 
1/1,410 (84) 
1/3,238 (162) 

- 
- 
- 
- 

NA1 
NA1 
NA1 
NA1 

AK1 
 

Paper V 
(n = 50) 

HPV107 
HPV107 
FA5 
FA5 
FA5 
FA5 
FA5 
FA51 
FA75 
FA75 

1/156 (15) 
1/1,141 (41) 
1/438 (29) 
1/877 (2)2 

1/910 (13) 
1/2,147 (54) 
1/3,042 (2) 
1/2,109 (88) 
1/256 (25) 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
1/97 (13)2 

2/1 (14) 
1/13 (24) 
1/13 (12) 
- 
- 
2/1 (29)2 
- 
1/13 (50) 
1/5 (19) 
NA1 

Paper II 
(n=47) 
 

HPV38 
HPV38 
HPV38b[FA125] 
HPV38b[FA125] 

1/167 (37)2 
1/1,960 (75) 
1/524 (37) 
1/12,336 (41)2 

- 
- 
1/133 (63) 
- 

NA1 

- 
- 
- 

SK1 

Paper V 
(n = 46) 

HPV107 
HPV107 
FA5 

3/1 (18) 
1/48 (42) 
- 

- 
- 
1/83 (24)2 

- 
- 
NA1 

Paper II 
(n=118) 

HPV38 
HPV38b[FA125] 

1/67,407 (1.5)2 
- 

- 
1/254 (44) 

1/29 (38) 
1/20 (51) 

Paper IV 
 (n = 118) 

HPV92 
HPV96 

1/1,948 (33) 
1/953 (25) 

- 
- 

NA1 
NA1 

BCC1  
 

Paper V 
 (n = 118) 

HPV107 
HPV107 
HPV107 
HPV107 
FA5 
FA5 
FA51 
FA51 
FA51 

1/8 (65) 
1/279 (33) 
1/2,378 (36) 
- 
- 
- 
1/333 (5) 
1/6,383 (69) 
1/22,649 (8)2 

- 
- 
1/21 (59) 
1/4,104 (51)2 
1/354 (9)2 
1/1,768 (19)2 

1/231 (65) 
- 
- 

137/1 (19) 
1/2 (14) 
1/18 (19) 
NA1 

NA1 
1/2 (21) 
- 
1/211 (46) 
- 
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Viral copies/cells  

 
Diagnosis 

 
 
Number of 
patients 

 
 
HPV type 

 
Lesion  
(CV %) 

Healthy 
skin  
(CV%) 

Top of 
lesion 
(CV%) 

Paper II 
(n=52) 

HPV38 
HPV38 
HPV38 

1/142 (27) 
1/1,107 (64) 
1/12,875 (21)2 

- 
- 
- 

- 
1/2 (18) 
9/1 (3.6) 

Paper IV 
(n = 52) 

HPV92 
HPV924 
HPV934 

1/114 (39) 
1/10,325 (20) 
1/45 (15) 

- 
- 
1/2,987 (45) 

NA1 
NA1 
NA1 

SCC1 

Paper V 
(n = 50) 

FA5 
FA5 
FA75 
FA75 

1/2 (59) 
1/35,279 (19)2 
1/4,390 (22)2 

- 

- 
- 
- 
1/1,669 (5) 

4/1 (17) 
- 
- 
NA1 

1 AK = actinic keratosis, SK = seborrhoeic keratosis, BCC = basal cell carcinoma, SCC = squamous cell 
carcinoma, NA = not analysed. 
2 CV calculated on two values. 
3, 4 Double infections in two patients. 
 

 

Paper III 

Human papillomavirus subtypes are not uncommon 

The estimates of sequence similarity using the complete L1 ORF and the FA fragments 

were equivalent. Eight out of nine subtypes were classified as subtypes also when using the 

information of the FA fragments, while HPV27b was misclassified as a variant. 

Comparison with the sequences amplified by the degenerate primer pair MY09/11, another 

of the most frequently used general primer system that has about the same fragment length 

as the FA primer system, found very similar results, including misclassifying HPV27b as a 

variant.  

We concluded that estimation of sequence similarity based on FA amplicons, representing 

about 30% of the L1 gene, produced only minor classifications errors and proceeded to 

search GenBank and our in-house HPV database for sequences corresponding to the FA 

amplicon. We found 103 HPV types/putative type isolates within the genus Gamma-

papillomavirus, which substantially outnumbered the 54 and 58 types/putative type isolates 

that we found in the genera Alpha- and Beta-papillomaviruses, respectively. However, 

subtypes appeared to be more frequently detected in the genus Beta-papillomavirus where 

we identified 30 subtype/putative subtype isolates compared to 10 subtypes/putative 

subtypes in the genus Gamma and only seven subtype isolates among the Alpha-

papillomaviruses. Compared to the number of type isolates, there were significantly more 
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subtypes detected within the genus Beta (30 subtypes versus 58 types) than in the genus 

Gamma-papillomaviruses (10 subtypes versus 103 types) (p>0.001). 

The amino acid identities between the nine HPV type-subtype pairs for the entire L1 

protein was on average 96.5% (range 94.5-98.4%). The amino acid sequence diversity 

between HPV15 and its subtype FA161, between HPV57 and HPV57b, and between 

HPV38 and HPV38b clustered within the hyper-variable loops of L1, while the amino acid 

differences were more evenly distributed over the complete L1 gene for the other 

genotype-subtype pairs. In addition, it is interesting to note that HPV15, 57, and 38 all have 

a cutaneous tropism; whereas the viruses with L1 amino acid differences spread out over 

the L1 gene mostly have a mucosal tropism. 

If HPV subtypes confer partial immunity to each other or are even immunologically 

distinct, this may have implications for the population dynamics and natural history of 

HPV infections. Our findings that HPV subtypes are relatively common would therefore 

seem to motivate further studies on the immunological relatedness of HPV subtypes.   

 

Paper IV 

Characterisation of two novel cutaneous Human Papillomaviruses, HPV93 and 

HPV96 

The complete genome of HPV93 (GenBank accession no. AY382778) was 7,450 bp and 

was closest related to HPV24 with 79% sequence similarity in the L1 ORF. The complete 

genome of HPV96 (GenBank accession no. AY382779) was 7,438 bp and was closest 

related to HPV92 with 71% similarity in the L1 gene. 

Phylogenetically, HPV93 was classified into species 1 of the Beta-papillomaviruses, whereas 

HPV96 represents the first HPV type within species 5 of this genus.  

The upstream regulatory region (URR) of HPV93 and 96 was 397 bp and 399 bp, 

respectively, which is within the expected range for Beta-papillomaviruses. 

The E6 protein of HPV93 and 96 both contained two conserved zinc-binding domains 

(CxxC(x)29CxxC) identical to that of other HPV E6 proteins. 

The E7 protein of HPV93 and 96 contained one zinc binding domain as well as the 

consensus pRb-binding motif (LxCxE).  

HPV92 was detected in 3 (1.1%), HPV93 in 2 (0.7%), and HPV96 in 3 (1.1%) of 269 

lesions. Double infections were observed in two samples, one from a patient diagnosed 

with AK and the other from a patient with SCC (Table 2). 
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pRb-binding assay 

The immunoprecipitation assays showed that the E7 protein of HPV92, 93, and 96 

possessed the ability to bind the tumour suppressor protein Rb. Similar results have 

previously been presented for HPV38 E7,22 which support a possible role for cutaneous 

HPV types in the development of skin lesions.  

 

Paper V 

Isolation of a novel Beta-2 Human Papillomavirus from actinic keratosis 

The complete genome of HPV107 (GenBank accession no. EF422221) was 7,562 bp, and 

was closest related to HPV80, with 74.3% sequence similarity in the L1 ORF.  

HPV107, and the HPV isolates FA5 and FA75 were all closest related to HPV80 but 

showed only 71% (HPV107 and FA5), 79% (HPV107 and FA75), and 74% (FA5 and 

FA75) sequence similarity to each other, hence represents three separate HPV genotypes. 

Isolate FA51 was closest related to HPV38 with 76% sequence similarity in the FA 

fragment.  

Phylogenetic analyses based on the FA fragments of HPV107, FA5, FA51, and FA75 

classified them as Beta-papillomaviruses, in species 2, see figure 4. 
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Figure 4. Dendrogram based on the alignment of FA fragments (~440 nt in the L1 open reading frame) of 
HPV107, FA5, FA51, FA75, and closely related HPV types. HPV24, 92, and 48 were added for orientation. 
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HPV107, FA5, FA51, and FA75 were more commonly found in skin lesions than in 

healthy skin, although there were higher copy numbers on top of the lesions, and only very 

low amounts in the skin lesions themselves (Table 2). 

One patient was positive for HPV107, FA5, FA51, and FA75 with viral loads ranging from 

1 viral copy/256 cells to 1 copy/2,109 cells. The top of lesion swab sample was also 

positive for all four types, while none of the viruses were detected in the corresponding 

healthy skin biopsy. This patient was also positive for HPV38, reported in paper II. These 

results confirm that multiple infections of HPV are common findings of the skin. 

 

When considering the four viruses together, they were found most frequently in actinic 

keratosis lesions (9/50 lesions), which was significantly more often than in healthy skin 

(8/264 samples) (OR: 7.0, 95% CI: 2.2-22.0)  

 

The characterisation of HPV107 expands the heterogeneity of HPV types in the genus 

Beta-papillomavirus, particularly in species 2. However, many additional putative types exist 

in this species and much more work will be required to fully elucidate its biological 

significance.  
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CONCLUDING REMARKS 

 

Our results clearly show that not only infections with genital HPV types, but also 

cutaneous HPVs persist over time. With a mean time of follow-up of 6.3 years, nearly half 

of the healthy individuals had a persistent HPV infection. However, we found it surprising 

that persistent infections of HPVs were more common among healthy individuals than in 

renal transplant recipients, a patient group commonly developing skin lesion with 

detectable HPV DNA. 

The knowledge that viral persistence is common in the natural history of cutaneous HPV 

infections is of interest for understanding the biology of these viruses and may be helpful 

in the continuing elucidation of their possible role in human skin disorders. 

HPV persistence was particularly common among Beta-papillomaviruses, which is 

interesting since six new/putative new HPV types within this genus, and recently 

characterised by us, are presented in this thesis (HPV93, 96, 107, and the isolates FA5, 

FA51, and FA75). Another interesting fact is that HPV107, FA5, FA51, and FA75 are all 

classified into species 2, a group of viruses recently found to be significantly associated with 

SCC. However, much more work will be required to fully elucidate the biological 

significance if viruses in this species. However, Beta-papillomaviruses might be involved in 

early steps of development of skin cancer, and it is tempting to speculate that cutaneous 

HPV types may inhibit apoptosis in response to UV radiation and also to allow 

proliferation of genetically unstable cells. Among other things, this theory is supported by 

the ability of the E7 protein of HPV92, 93, and 96 to bind the retinoblastoma tumour 

suppressor protein (pRb).  

HPV38 has been proposed to be a skin cancer-associated HPV type, and our 

characterisation of the subtype HPV38b[FA125] demonstrates heterogeneity of this type. 

Both the prototype and the subtype were more commonly found in skin lesions than in 

healthy skin. However, there were higher copy numbers on top of skin lesions than in the 

lesions themselves.  

Furthermore, HPV subtypes seem to be more common than earlier anticipated, at least 

among HPVs with cutaneous tropism. It is interesting to note that the heterogeneity 

between cutaneous HPV subtypes and their genotypes predominantly clustered in the 

hyper-variable loops of L1, while mucosal HPV genotype/subtype heterogeneity was more 

evenly distributed over the protein.   
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POPULÄRVETENSKAPLIG SAMMANFATTNING PÅ SVENSKA 

 

En förutsättning för livmoderhalscancer är en bestående infektion med en av högrisk-

typerna av genitala humana papillomvirus (HPV), till exempel HPV16 eller 18. Vi har nu 

visat att även infektioner med hud-HPV persisterar under en längre tid. Nästan hälften av 

de friska individerna i första studien testade positivt för samma HPV-typ efter 6.3 år, 

medan de njurtransplanterade patienterna i samma studie uppvisade betydligt lägre 

frekvenser av persistenta infektioner. Resultaten är intressanta eftersom dessa patienter har 

nedsatt immunförsvar med hänsyn till transplantatet, samt att de ofta utvecklar hudcancer, i 

vilka man i tidigare studier har detekterat DNA från HPV. 

Våra resultat visade tydligt att det främst är HPV-typer inom klassificeringsgruppen Beta-

papillomvirus (se figur 4 sid 20) som persisterar på huden. Detta är särskilt intressant med 

tanke på att samtliga sex nya/potentiellt nya HPV-typer som presenteras i den här 

avhandlingen (HPV93, 96, 107, FA5, FA51, och FA75) tillhör just denna grupp. Resultaten 

visar dock att en eventuell roll för HPV-typer i Beta-gruppen vid utvecklandet av icke-

melanom hudcancer måste undersökas vidare, eftersom samtliga typer endast hittades i få 

prover samt i låga mängder. Virusen skulle dock kunna vara involverade i tidiga stadier av 

cancern, och det är frestande att spekulera kring möjligheterna för hud-HPV att förhindra 

den självprogrammerade celldöd som troligtvis slår till som svar på stark UV-bestrålning av 

huden, vilket i sin tur tillåter fortsatt proliferation av genetiskt skadade celler. Ett faktum 

som stödjer denna teori är att det virala proteinet E7 uttryckt av HPV92, 93 och 96 visade 

sig kunna binda till ett tumörreglerande kroppsligt protein.  

I tidigare studier har HPV38 associerats med icke-melanom hudcancer. Vi visar nu på det 

faktum att HPV38 är ett heterogent virus, och att det utöver prototypen består av 

åtminstone en subtyp, HPV38b[FA125]. Både HPV38 och dess subtyp var vanligare i 

hudcancer än i frisk hud, men mängden virus var högre uppe på tumören än inne i 

densamma. Resultaten stödjer således inte hypotesen om att HPV38 skulle vara associerat 

med hudcancer.  

Vad subtyper beträffar så verkar de i största allmänhet vara vanligare än vad som tidigare 

har rapporterats, framför allt hos hud-HPV. En detalj som var speciellt intressant är den att 

hos hud-HPV verkar olikheterna mellan prototypen och subtypen vara samlade i så kallade 

hypervariabla loopar i kapselproteinet L1 (se figur 2 sid 15), medan de hos genitala HPV-

typer var mera jämnt spritt över hela proteinet. 



 47 

ACKNOWLEDGEMENTS 

 

I owe a special note of gratitude to Professor Joakim Dillner, my supervisor and guide in 

the world of HPV. Thank you for accepting me as a student in your group, and for 

allowing me to work independently for such a long time. 

 

I would also like to thank my co-supervisors associate professors Ola Forslund for 

challenging me during all these years, and Bengt-Göran Hansson for reviewing this 

thesis. 

 

Many thanks to Carina Eklund, for all the brainstorming moments in the lab in order 

solve what seemed to be unsolvable problems in the world of research.   

 

Special thanks to: 

– Johanna Kullander for your support and endless discussions when I just did not 

understand. 

 

– Nataša Vasiljević, my office and lab neighbour – hang in there! 

 

– Past and present members of the ”Dillner-group” especially: 

Kia Sjölin, Christina Gerouda, Aline Marshall, Anna Söderlund-Strand, Sophia 

Harlid, Zoltan Korodi, Janka Ryding, Malin Sjöholm, Annika Lundstig, Maria 

Anderberg and last but not he least my co-authors Kristin Olsson and Linda 

Eliasson. 

 

– Anna Karlsson. Always remember that if the patients can’t come to you, you must go 

to them – by bike! 

 

– Helena Persson and Anna Olofsson-Franzoia for all your help and for always 

understanding and supporting my whining.   

 

– Dr. Annika Antonsson, my “old master” who introduced me to, and pushed me in 

the direction of research.   



 48 

– Tessan, Jenny, Margaretha and Ulrika for the endless discussions during our 

gourmet dinners.  

 

– Lena for teaching me the royal wink, and Lars-Göran for always finding time to 

discuss just about anything. 

 

– All members at the Medical Microbiology department with special thanks to PG, 

Ingrid, Helen, Siv and all the others at Clinical Virology. 

 

– Margareta, Gertrud, Anki and Nasida for always helping out in emergency as well as 

in every day needs.   

 

– Dr. T. Thanks for all the support and understanding during the preparation of this 

thesis. Having someone to share my desperation with helped a lot. Now we just have to 

get rid of those thesis bellies of ours. 

 

 

Finally I would like to thank my brother Johan for always making me laugh with his stories 

about everyday life. 

 

And last but certainly not the least my parents, Kerstin and Kent, for your endless support 

and love during all these years. 

 

 

 

 

 

 

The work was supported by The European Commission: ‘‘Viraskin’’ QLK2-CT-2002-

01500, the Science Council of Sweden, the Swedish Cancer Society, Scania Regional 

Council, and the Cancer Foundation of the University Hospital, Malmö. 



 49 

REFERENCES 

 

1. G. Ciuffo. Innesto positivo con filtrado di verrucae volgare. G. Ital. Mal. Venereol. 

1907;48:12-17. 

2. R. H. Kaufman, E. Adam and V. Vonka. Human papillomavirus infection and 

cervical carcinoma. Clin Obstet Gynecol 2000;43:363-80. 

3. R. Shope. Infectious papillomatosis of rabbits, with a note on the histopathology. The 

Journal of Experimental Medicine 1933;62:607-24. 

4. P. Rous. The expression of carcinoma of virus-induced papillomas. Journal of 

Experimental Medicine 1935;62:523-48. 

5. S. Jablonska and B. Milewski. [Information on epidermodysplasia verruciformis 

Lewandowsky-Lutz; positive results of auto- and heteroinoculation.]. Dermatologica 

1957;115:1-22. 

6. E. Y. Chen, P. M. Howley, A. D. Levinson and P. H. Seeburg. The primary 

structure and genetic organization of the bovine papillomavirus type 1 genome. Nature 

1982;299:529-34. 

7. O. Danos, M. Katinka and M. Yaniv. Human papillomavirus 1a complete DNA 

sequence: a novel type of genome organization among papovaviridae. Embo J 

1982;1:231-6. 

8. J. W. Kreider, M. K. Howett, S. A. Wolfe, G. L. Bartlett, R. J. Zaino, T. Sedlacek 

and R. Mortel. Morphological transformation in vivo of human uterine cervix with 

papillomavirus from condylomata acuminata. Nature 1985;317:639-41. 

9. P. M. Howley. The human papillomaviruses. Arch Pathol Lab Med 1982;106:429-32. 

10. D. R. Lowy, I. Dvoretzky, R. Shober, M. F. Law, L. Engel and P. M. Howley. In 

vitro tumorigenic transformation by a defined sub-genomic fragment of bovine 

papilloma virus DNA. Nature 1980;287:72-4. 

11. H. zur Hausen. Condylomata and human genital cancer. Cancer research 

1976;36:794. 

12. M. Boshart, L. Gissmann, H. Ikenberg, A. Kleinheinz, W. Scheurlen and H. zur 

Hausen. A new type of papillomavirus DNA, its presence in genital cancer biopsies 

and in cell lines derived from cervical cancer. Embo J 1984;3:1151-7. 

13. M. Durst, L. Gissmann, H. Ikenberg and H. zur Hausen. A papillomavirus DNA 

from a cervical carcinoma and its prevalence in cancer biopsy samples from different 

geographic regions. Proc Natl Acad Sci U S A 1983;80:3812-5. 

14. E. M. de Villiers, D. Wagner, A. Schneider, H. Wesch, H. Miklaw, J. 

Wahrendorf, U. Papendick and H. zur Hausen. Human papillomavirus infections in 

women with and without abnormal cervical cytology. Lancet 1987;2:703-6. 

15. F. X. Bosch, Y. L. Qiao and X. Castellsague. CHAPTER 2 The epidemiology of 

human papillomavirus infection and its association with cervical cancer. Int J 

Gynaecol Obstet 2006;94 Suppl 1:S8-S21. 

16. Cervical carcinoma and reproductive factors: collaborative reanalysis of individual 

data on 16,563 women with cervical carcinoma and 33,542 women without cervical 

carcinoma from 25 epidemiological studies. Int J Cancer 2006;119:1108-24. 

17. J. D. Oriel. Natural history of genital warts. Br J Vener Dis 1971;47:1-13. 

18. A. M. Ahmed, V. Madkan and S. K. Tyring. Human papillomaviruses and genital 

disease. Dermatol Clin 2006;24:157-65, vi. 

19. H. Trottier and E. L. Franco. The epidemiology of genital human papillomavirus 

infection. Vaccine 2006;24 Suppl 1:S1-15. 



 50 

20. S. Jablonska, S. Majewski, S. Obalek and G. Orth. Cutaneous warts. Clin Dermatol 

1997;15:309-19. 

21. S. Jablonska and G. Orth. Cutaneous warts: clinical, histological and virological 

correlations. Arch Dermatol Res 1995;287:616-8. 

22. S. Caldeira, I. Zehbe, R. Accardi, I. Malanchi, W. Dong, M. Giarre, E. M. de 

Villiers, R. Filotico, P. Boukamp and M. Tommasino. The E6 and E7 proteins of 

the cutaneous human papillomavirus type 38 display transforming properties. J Virol 

2003;77:2195-206. 

23. L. M. de Jong-Tieben, R. J. Berkhout, H. L. Smits, J. N. Bouwes Bavinck, B. J. 

Vermeer, F. J. van der Woude and J. ter Schegget. High frequency of detection of 

epidermodysplasia verruciformis-associated human papillomavirus DNA in biopsies 

from malignant and premalignant skin lesions from renal transplant recipients. J Invest 

Dermatol 1995;105:367-71. 

24. V. Shamanin, H. zur Hausen, D. Lavergne, C. M. Proby, I. M. Leigh, C. 

Neumann, H. Hamm, M. Goos, U. F. Haustein, E. G. Jung, G. Plewig, H. Wolff 

and E. M. de Villiers. Human papillomavirus infections in nonmelanoma skin 

cancers from renal transplant recipients and nonimmunosuppressed patients. J Natl 

Cancer Inst 1996;88:802-11. 

25. E. M. de Villiers, D. Lavergne, K. McLaren and E. C. Benton. Prevailing 

papillomavirus types in non-melanoma carcinomas of the skin in renal allograft 

recipients. Int J Cancer 1997;73:356-61. 

26. New vaccine prevents cervical cancer. FDA Consum 2006;40:37. 

27. M. R. McLemore. Gardasil: Introducing the new human papillomavirus vaccine. Clin 

J Oncol Nurs 2006;10:559-60. 

28. J. T. Bryan. Developing an HPV vaccine to prevent cervical cancer and genital warts. 

Vaccine 2007. 

29. C. J. Lacey, C. M. Lowndes and K. V. Shah. Chapter 4: Burden and management of 

non-cancerous HPV-related conditions: HPV-6/11 disease. Vaccine 2006;24 Suppl 

3:S35-41. 

30. A. Antonsson and B. G. Hansson. Healthy skin of many animal species harbors 

papillomaviruses which are closely related to their human counterparts. J Virol 

2002;76:12537-42. 

31. A. Antonsson, C. Erfurt, K. Hazard, V. Holmgren, M. Simon, A. Kataoka, S. 

Hossain, C. Hakangard and B. G. Hansson. Prevalence and type spectrum of human 

papillomaviruses in healthy skin samples collected in three continents. J Gen Virol 

2003;84:1881-6. 

32. J. Doorbar. The papillomavirus life cycle. J Clin Virol 2005;32 Suppl 1:S7-15. 

33. M. Favre, F. Breitburd, O. Croissant and G. Orth. Chromatin-like structures 

obtained after alkaline disruption of bovine and human papillomaviruses. J Virol 

1977;21:1205-9. 

34. H. Pfister and P. G. Fuchs. Anatomy, taxonomy and evolution of papillomaviruses. 

Intervirology 1994;37:143-9. 

35. O. Danos, L. W. Engel, E. Y. Chen, M. Yaniv and P. M. Howley. Comparative 

analysis of the human type 1a and bovine type 1 papillomavirus genomes. J Virol 

1983;46:557-66. 

36. C. A. Heilman, L. Engel, D. R. Lowy and P. M. Howley. Virus-specific 

transcription in bovine papillomavirus-transformed mouse cells. Virology 

1982;119:22-34. 

37. V. G. Wilson, M. West, K. Woytek and D. Rangasamy. Papillomavirus E1 proteins: 

form, function, and features. Virus Genes 2002;24:275-90. 



 51 

38. E. T. Fouts, X. Yu, E. H. Egelman and M. R. Botchan. Biochemical and electron 

microscopic image analysis of the hexameric E1 helicase. J Biol Chem 

1999;274:4447-58. 

39. J. Sedman and A. Stenlund. The papillomavirus E1 protein forms a DNA-dependent 

hexameric complex with ATPase and DNA helicase activities. J Virol 1998;72:6893-

7. 

40. J. S. Liu, S. R. Kuo, T. R. Broker and L. T. Chow. The functions of human 

papillomavirus type 11 E1, E2, and E2C proteins in cell-free DNA replication. J Biol 

Chem 1995;270:27283-91. 

41. I. J. Mohr, R. Clark, S. Sun, E. J. Androphy, P. MacPherson and M. R. Botchan. 

Targeting the E1 replication protein to the papillomavirus origin of replication by 

complex formation with the E2 transactivator. Science 1990;250:1694-9. 

42. M. Ustav and A. Stenlund. Transient replication of BPV-1 requires two viral 

polypeptides encoded by the E1 and E2 open reading frames. Embo J 1991;10:449-57. 

43. M. Lusky, J. Hurwitz and Y. S. Seo. The bovine papillomavirus E2 protein 

modulates the assembly of but is not stably maintained in a replication-competent 

multimeric E1-replication origin complex. Proc Natl Acad Sci U S A 1994;91:8895-9. 

44. I. Giri and M. Yaniv. Structural and mutational analysis of E2 trans-activating 

proteins of papillomaviruses reveals three distinct functional domains. Embo J 

1988;7:2823-9. 

45. E. J. Androphy, D. R. Lowy and J. T. Schiller. Bovine papillomavirus E2 trans-

activating gene product binds to specific sites in papillomavirus DNA. Nature 

1987;325:70-3. 

46. R. Li, J. Knight, G. Bream, A. Stenlund and M. Botchan. Specific recognition 

nucleotides and their DNA context determine the affinity of E2 protein for 17 binding 

sites in the BPV-1 genome. Genes Dev 1989;3:510-26. 

47. L. Hirt, A. Hirsch-Behnam and E. M. de Villiers. Nucleotide sequence of human 

papillomavirus (HPV) type 41: an unusual HPV type without a typical E2 binding site 

consensus sequence. Virus Res 1991;18:179-89. 

48. C. Desaintes, S. Goyat, S. Garbay, M. Yaniv and F. Thierry. Papillomavirus E2 

induces p53-independent apoptosis in HeLa cells. Oncogene 1999;18:4538-45. 

49. K. Webster, J. Parish, M. Pandya, P. L. Stern, A. R. Clarke and K. Gaston. The 

human papillomavirus (HPV) 16 E2 protein induces apoptosis in the absence of other 

HPV proteins and via a p53-dependent pathway. J Biol Chem 2000;275:87-94. 

50. A. A. McBride, M. G. McPhillips and J. G. Oliveira. Brd4: tethering, segregation 

and beyond. Trends Microbiol 2004;12:527-9. 

51. R. Wilson, G. B. Ryan, G. L. Knight, L. A. Laimins and S. Roberts. The full-

length E1;E4 protein of human papillomavirus type 18 modulates differentiation-

dependent viral DNA amplification and late gene expression. Virology 2007. 

52. L. Fang, L. R. Budgeon, J. Doorbar, E. R. Briggs and M. K. Howett. The human 

papillomavirus type 11 E1/\E4 protein is not essential for viral genome amplification. 

Virology 2006;351:271-9. 

53. T. Nakahara, W. L. Peh, J. Doorbar, D. Lee and P. F. Lambert. Human 

papillomavirus type 16 E1circumflexE4 contributes to multiple facets of the 

papillomavirus life cycle. J Virol 2005;79:13150-65. 

54. R. Wilson, F. Fehrmann and L. A. Laimins. Role of the E1--E4 protein in the 

differentiation-dependent life cycle of human papillomavirus type 31. J Virol 

2005;79:6732-40. 

55. J. Doorbar, C. Foo, N. Coleman, L. Medcalf, O. Hartley, T. Prospero, S. 

Napthine, J. Sterling, G. Winter and H. Griffin. Characterization of events during 



 52 

the late stages of HPV16 infection in vivo using high-affinity synthetic Fabs to E4. 

Virology 1997;238:40-52. 

56. C. P. Crum, S. Barber, M. Symbula, K. Snyder, A. M. Saleh and J. K. Roche. 

Coexpression of the human papillomavirus type 16 E4 and L1 open reading frames in 

early cervical neoplasia. Virology 1990;178:238-46. 

57. J. Doorbar, S. Ely, J. Sterling, C. McLean and L. Crawford. Specific interaction 

between HPV-16 E1-E4 and cytokeratins results in collapse of the epithelial cell 

intermediate filament network. Nature 1991;352:824-7. 

58. S. Roberts, I. Ashmole, G. D. Johnson, J. W. Kreider and P. H. Gallimore. 

Cutaneous and mucosal human papillomavirus E4 proteins form intermediate 

filament-like structures in epithelial cells. Virology 1993;197:176-87. 

59. Q. Wang, H. Griffin, S. Southern, D. Jackson, A. Martin, P. McIntosh, C. Davy, 

P. J. Masterson, P. A. Walker, P. Laskey, M. B. Omary and J. Doorbar. 

Functional analysis of the human papillomavirus type 16 E1=E4 protein provides a 

mechanism for in vivo and in vitro keratin filament reorganization. J Virol 

2004;78:821-33. 

60. S. Roberts, I. Ashmole, L. J. Gibson, S. M. Rookes, G. J. Barton and P. H. 

Gallimore. Mutational analysis of human papillomavirus E4 proteins: identification of 

structural features important in the formation of cytoplasmic E4/cytokeratin networks 

in epithelial cells. J Virol 1994;68:6432-45. 

61. M. Schiffman, R. Herrero, R. Desalle, A. Hildesheim, S. Wacholder, A. C. 

Rodriguez, M. C. Bratti, M. E. Sherman, J. Morales, D. Guillen, M. Alfaro, M. 

Hutchinson, T. C. Wright, D. Solomon, Z. Chen, J. Schussler, P. E. Castle and R. 

D. Burk. The carcinogenicity of human papillomavirus types reflects viral evolution. 

Virology 2005;337:76-84. 

62. K. R. Zachow, R. S. Ostrow and A. J. Faras. Nucleotide sequence and genome 

organization of human papillomavirus type 5. Virology 1987;158:251-4. 

63. D. DiMaio, D. Guralski and J. T. Schiller. Translation of open reading frame E5 of 

bovine papillomavirus is required for its transforming activity. Proc Natl Acad Sci U S 

A 1986;83:1797-801. 

64. J. T. Schiller, W. C. Vass, K. H. Vousden and D. R. Lowy. E5 open reading frame 

of bovine papillomavirus type 1 encodes a transforming gene. J Virol 1986;57:1-6. 

65. M. S. Barbosa, D. R. Lowy and J. T. Schiller. Papillomavirus polypeptides E6 and 

E7 are zinc-binding proteins. J Virol 1989;63:1404-7. 

66. K. H. Vousden, E. J. Androphy, J. T. Schiller and D. R. Lowy. Mutational analysis 

of bovine papillomavirus E6 gene. J Virol 1989;63:2340-2. 

67. K. Munger, W. C. Phelps, V. Bubb, P. M. Howley and R. Schlegel. The E6 and E7 

genes of the human papillomavirus type 16 together are necessary and sufficient for 

transformation of primary human keratinocytes. J Virol 1989;63:4417-21. 

68. D. Pim, P. Massimi and L. Banks. Alternatively spliced HPV-18 E6* protein inhibits 

E6 mediated degradation of p53 and suppresses transformed cell growth. Oncogene 

1997;15:257-64. 

69. I. Greenfield, J. Nickerson, S. Penman and M. Stanley. Human papillomavirus 16 

E7 protein is associated with the nuclear matrix. Proc Natl Acad Sci U S A 

1991;88:11217-21. 

70. K. Smith-McCune, D. Kalman, C. Robbins, S. Shivakumar, L. Yuschenkoff and 

J. M. Bishop. Intranuclear localization of human papillomavirus 16 E7 during 

transformation and preferential binding of E7 to the Rb family member p130. Proc 

Natl Acad Sci U S A 1999;96:6999-7004. 



 53 

71. M. S. Barbosa, C. Edmonds, C. Fisher, J. T. Schiller, D. R. Lowy and K. H. 

Vousden. The region of the HPV E7 oncoprotein homologous to adenovirus E1a and 

Sv40 large T antigen contains separate domains for Rb binding and casein kinase II 

phosphorylation. Embo J 1990;9:153-60. 

72. P. S. Huang, D. R. Patrick, G. Edwards, P. J. Goodhart, H. E. Huber, L. Miles, V. 

M. Garsky, A. Oliff and D. C. Heimbrook. Protein domains governing interactions 

between E2F, the retinoblastoma gene product, and human papillomavirus type 16 E7 

protein. Mol Cell Biol 1993;13:953-60. 

73. S. L. Gonzalez, M. Stremlau, X. He, J. R. Basile and K. Munger. Degradation of 

the retinoblastoma tumor suppressor by the human papillomavirus type 16 E7 

oncoprotein is important for functional inactivation and is separable from proteasomal 

degradation of E7. J Virol 2001;75:7583-91. 

74. D. Cobrinik, S. F. Dowdy, P. W. Hinds, S. Mittnacht and R. A. Weinberg. The 

retinoblastoma protein and the regulation of cell cycling. Trends Biochem Sci 

1992;17:312-5. 

75. P. Massimi and L. Banks. Differential phosphorylation of the HPV-16 E7 

oncoprotein during the cell cycle. Virology 2000;276:388-94. 

76. D. V. Heck, C. L. Yee, P. M. Howley and K. Munger. Efficiency of binding the 

retinoblastoma protein correlates with the transforming capacity of the E7 

oncoproteins of the human papillomaviruses. Proc Natl Acad Sci U S A 1992;89:4442-

6. 

77. B. C. Sang and M. S. Barbosa. Single amino acid substitutions in "low-risk" human 

papillomavirus (HPV) type 6 E7 protein enhance features characteristic of the "high-

risk" HPV E7 oncoproteins. Proc Natl Acad Sci U S A 1992;89:8063-7. 

78. G. Orth and M. Favre. Human papillomaviruses. Biochemical and biologic 

properties. Clin Dermatol 1985;3:27-42. 

79. T. S. Baker, W. W. Newcomb, N. H. Olson, L. M. Cowsert, C. Olson and J. C. 

Brown. Structures of bovine and human papillomaviruses. Analysis by cryoelectron 

microscopy and three-dimensional image reconstruction. Biophys J 1991;60:1445-56. 

80. M. E. Hagensee, N. Yaegashi and D. A. Galloway. Self-assembly of human 

papillomavirus type 1 capsids by expression of the L1 protein alone or by 

coexpression of the L1 and L2 capsid proteins. J Virol 1993;67:315-22. 

81. R. Kirnbauer, F. Booy, N. Cheng, D. R. Lowy and J. T. Schiller. Papillomavirus 

L1 major capsid protein self-assembles into virus-like particles that are highly 

immunogenic. Proc Natl Acad Sci U S A 1992;89:12180-4. 

82. R. C. Rose, W. Bonnez, R. C. Reichman and R. L. Garcea. Expression of human 

papillomavirus type 11 L1 protein in insect cells: in vivo and in vitro assembly of 

viruslike particles. J Virol 1993;67:1936-44. 

83. T. Sasagawa, P. Pushko, G. Steers, S. E. Gschmeissner, M. A. Hajibagheri, J. 

Finch, L. Crawford and M. Tommasino. Synthesis and assembly of virus-like 

particles of human papillomaviruses type 6 and type 16 in fission yeast 

Schizosaccharomyces pombe. Virology 1995;206:126-35. 

84. J. Zhou, X. Y. Sun, D. J. Stenzel and I. H. Frazer. Expression of vaccinia 

recombinant HPV 16 L1 and L2 ORF proteins in epithelial cells is sufficient for 

assembly of HPV virion-like particles. Virology 1991;185:251-7. 

85. P. Pushko, T. Sasagawa, J. Cuzick and L. Crawford. Sequence variation in the 

capsid protein genes of human papillomavirus type 16. J Gen Virol 1994;75 (Pt 

4):911-6. 

86. S. W. Ludmerer, D. Benincasa, G. E. Mark, 3rd and N. D. Christensen. A 

neutralizing epitope of human papillomavirus type 11 is principally described by a 



 54 

continuous set of residues which overlap a distinct linear, surface-exposed epitope. J 

Virol 1997;71:3834-9. 

87. R. B. Roden, A. Armstrong, P. Haderer, N. D. Christensen, N. L. Hubbert, D. R. 

Lowy, J. T. Schiller and R. Kirnbauer. Characterization of a human papillomavirus 

type 16 variant-dependent neutralizing epitope. J Virol 1997;71:6247-52. 

88. G. S. Carpentier, M. J. Fleury, A. Touze, J. R. Sadeyen, S. Tourne, P. Y. Sizaret 

and P. Coursaget. Mutations on the FG surface loop of human papillomavirus type 

16 major capsid protein affect recognition by both type-specific neutralizing 

antibodies and cross-reactive antibodies. J Med Virol 2005;77:558-65. 

89. J. Ryding, L. Dahlberg, M. Wallen-Ohman and J. Dillner. Deletion of a major 

neutralizing epitope of human papillomavirus type 16 virus-like particles. J Gen Virol 

2007;88:792-802. 

90. J. J. Carter, L. A. Koutsky, J. P. Hughes, S. K. Lee, J. Kuypers, N. Kiviat and D. 

A. Galloway. Comparison of human papillomavirus types 16, 18, and 6 capsid 

antibody responses following incident infection. J Infect Dis 2000;181:1911-9. 

91. J. F. Hines, S. J. Ghim, N. D. Christensen, J. W. Kreider, W. A. Barnes, R. 

Schlegel and A. B. Jenson. Role of conformational epitopes expressed by human 

papillomavirus major capsid proteins in the serologic detection of infection and 

prophylactic vaccination. Gynecol Oncol 1994;55:13-20. 

92. R. B. Roden, N. L. Hubbert, R. Kirnbauer, N. D. Christensen, D. R. Lowy and J. 

T. Schiller. Assessment of the serological relatedness of genital human 

papillomaviruses by hemagglutination inhibition. J Virol 1996;70:3298-301. 

93. R. B. Roden, H. L. Greenstone, R. Kirnbauer, F. P. Booy, J. Jessie, D. R. Lowy 

and J. T. Schiller. In vitro generation and type-specific neutralization of a human 

papillomavirus type 16 virion pseudotype. J Virol 1996;70:5875-83. 

94. X. S. Chen, R. L. Garcea, I. Goldberg, G. Casini and S. C. Harrison. Structure of 

small virus-like particles assembled from the L1 protein of human papillomavirus 16. 

Mol Cell 2000;5:557-67. 

95. J. Zhou, X. Y. Sun, K. Louis and I. H. Frazer. Interaction of human papillomavirus 

(HPV) type 16 capsid proteins with HPV DNA requires an intact L2 N-terminal 

sequence. J Virol 1994;68:619-25. 

96. R. B. Roden, E. M. Weissinger, D. W. Henderson, F. Booy, R. Kirnbauer, J. F. 

Mushinski, D. R. Lowy and J. T. Schiller. Neutralization of bovine papillomavirus 

by antibodies to L1 and L2 capsid proteins. J Virol 1994;68:7570-4. 

97. M. S. Campo. Bovine papillomavirus and cancer. Vet J 1997;154:175-88. 

98. N. D. Christensen, J. W. Kreider, N. C. Kan and S. L. DiAngelo. The open reading 

frame L2 of cottontail rabbit papillomavirus contains antibody-inducing neutralizing 

epitopes. Virology 1991;181:572-9. 

99. K. Kawana, H. Yoshikawa, Y. Taketani, K. Yoshiike and T. Kanda. Common 

neutralization epitope in minor capsid protein L2 of human papillomavirus types 16 

and 6. J Virol 1999;73:6188-90. 

100. R. B. Roden, W. H. t. Yutzy, R. Fallon, S. Inglis, D. R. Lowy and J. T. Schiller. 

Minor capsid protein of human genital papillomaviruses contains subdominant, cross-

neutralizing epitopes. Virology 2000;270:254-7. 

101. W. I. White, S. D. Wilson, F. J. Palmer-Hill, R. M. Woods, S. J. Ghim, L. A. 

Hewitt, D. M. Goldman, S. J. Burke, A. B. Jenson, S. Koenig and J. A. Suzich. 

Characterization of a major neutralizing epitope on human papillomavirus type 16 L1. 

J Virol 1999;73:4882-9. 

102. H. L. Greenstone, J. D. Nieland, K. E. de Visser, M. L. De Bruijn, R. Kirnbauer, 

R. B. Roden, D. R. Lowy, W. M. Kast and J. T. Schiller. Chimeric papillomavirus 



 55 

virus-like particles elicit antitumor immunity against the E7 oncoprotein in an HPV16 

tumor model. Proc Natl Acad Sci U S A 1998;95:1800-5. 

103. J. D. Nieland, D. M. Da Silva, M. P. Velders, K. E. de Visser, J. T. Schiller, M. 

Muller and W. M. Kast. Chimeric papillomavirus virus-like particles induce a 

murine self-antigen-specific protective and therapeutic antitumor immune response. J 

Cell Biochem 1999;73:145-52. 

104. G. Myers. Alignments. In Human papillomaviruses 1996. HPV Sequence Database, 

pp. II-L1-1-67, Myers, G., Baker, C., Münger, K., Svedrup, F., McBride, A., Bernard, 

H-U. ed., vol. Los Alamos, 1996. 

105. B. A. Bernard, C. Bailly, M. C. Lenoir, M. Darmon, F. Thierry and M. Yaniv. 

The human papillomavirus type 18 (HPV18) E2 gene product is a repressor of the 

HPV18 regulatory region in human keratinocytes. J Virol 1989;63:4317-24. 

106. H. Romanczuk, F. Thierry and P. M. Howley. Mutational analysis of cis elements 

involved in E2 modulation of human papillomavirus type 16 P97 and type 18 P105 

promoters. J Virol 1990;64:2849-59. 

107. E. M. de Villiers, C. Fauquet, T. R. Broker, H. U. Bernard and H. zur Hausen. 

Classification of papillomaviruses. Virology 2004;324:17-27. 

108. N. Munoz, F. X. Bosch, X. Castellsague, M. Diaz, S. de Sanjose, D. Hammouda, 

K. V. Shah and C. J. Meijer. Against which human papillomavirus types shall we 

vaccinate and screen? The international perspective. Int J Cancer 2004;111:278-85. 

109. G. M. Clifford, S. Gallus, R. Herrero, N. Munoz, P. J. Snijders, S. Vaccarella, P. 

T. Anh, C. Ferreccio, N. T. Hieu, E. Matos, M. Molano, R. Rajkumar, G. Ronco, 

S. de Sanjose, H. R. Shin, S. Sukvirach, J. O. Thomas, S. Tunsakul, C. J. Meijer 

and S. Franceschi. Worldwide distribution of human papillomavirus types in 

cytologically normal women in the International Agency for Research on Cancer HPV 

prevalence surveys: a pooled analysis. Lancet 2005;366:991-8. 

110. O. Forslund, A. Antonsson, P. Nordin, B. Stenquist and B. G. Hansson. A broad 

range of human papillomavirus types detected with a general PCR method suitable for 

analysis of cutaneous tumours and normal skin. J Gen Virol 1999;80 (Pt 9):2437-43. 

111. A. Antonsson, O. Forslund, H. Ekberg, G. Sterner and B. G. Hansson. The 

ubiquity and impressive genomic diversity of human skin papillomaviruses suggest a 

commensalic nature of these viruses. J Virol 2000;74:11636-41. 

112. A. Antonsson, S. Karanfilovska, P. G. Lindqvist and B. G. Hansson. General 

acquisition of human papillomavirus infections of skin occurs in early infancy. J Clin 

Microbiol 2003;41:2509-14. 

113. O. Forslund, B. Lindelof, E. Hradil, P. Nordin, B. Stenquist, R. Kirnbauer, K. 

Slupetzky and J. Dillner. High prevalence of cutaneous human papillomavirus DNA 

on the top of skin tumors but not in "Stripped" biopsies from the same tumors. J Invest 

Dermatol 2004;123:388-94. 

114. I. E. Calleja-Macias, M. Kalantari, B. Allan, A. L. Williamson, L. P. Chung, R. J. 

Collins, R. E. Zuna, S. T. Dunn, R. Ortiz-Lopez, H. A. Barrera-Saldana, H. A. 

Cubie, K. Cuschieri, L. L. Villa and H. U. Bernard. Papillomavirus subtypes are 

natural and old taxa: phylogeny of human papillomavirus types 44 and 55 and 68a and 

-b. J Virol 2005;79:6565-9. 

115. L. F. Xi, L. A. Koutsky, D. A. Galloway, J. Kuypers, J. P. Hughes, C. M. 

Wheeler, K. K. Holmes and N. B. Kiviat. Genomic variation of human 

papillomavirus type 16 and risk for high grade cervical intraepithelial neoplasia. J Natl 

Cancer Inst 1997;89:796-802. 

116. H. U. Bernard. The clinical importance of the nomenclature, evolution and taxonomy 

of human papillomaviruses. J Clin Virol 2005;32 Suppl:1-6. 



 56 

117. H. U. Bernard, I. E. Calleja-Macias and S. T. Dunn. Genome variation of human 

papillomavirus types: phylogenetic and medical implications. Int J Cancer 

2006;118:1071-6. 

118. D. V. Pastrana, W. C. Vass, D. R. Lowy and J. T. Schiller. NHPV16 VLP vaccine 

induces human antibodies that neutralize divergent variants of HPV16. Virology 

2001;279:361-9. 

119. J. Dillner and D. R. Brown. Can genital-tract human papillomavirus infection and 

cervical cancer be prevented with a vaccine? Expert Rev Mol Med 2004;2004:1-21. 

120. M. Favre, S. Majewski, B. Noszczyk, F. Maienfisch, A. Pura, G. Orth and S. 

Jablonska. Antibodies to human papillomavirus type 5 are generated in epidermal 

repair processes. J Invest Dermatol 2000;114:403-7. 

121. K. Hazard, L. Eliasson, J. Dillner and O. Forslund. Subtype HPV38b[FA125] 

demonstrates heterogeneity of human papillomavirus type 38. Int J Cancer 

2006;119:1073-7. 

122. T. Yamaguchi, Y. Miwa and Y. Eizuru. Candidate human papillomavirus (HPV) 

type 27b: nucleotide sequence and heterogeneity with HPV 27. J Med Virol 

2005;77:113-5. 

123. A. Narechania, M. Terai and R. D. Burk. Overlapping reading frames in closely 

related human papillomaviruses result in modular rates of selection within E2. J Gen 

Virol 2005;86:1307-13. 

124. S. Reuter, H. Delius, T. Kahn, B. Hofmann, H. zur Hausen and E. Schwarz. 

Characterization of a novel human papillomavirus DNA in the cervical carcinoma cell 

line ME180. J Virol 1991;65:5564-8. 

125. J. M. Trujillo, T. C. Wu and P. Mounts. Characterization of human papillomavirus 

type 57b: transforming activity and comparative sequence analysis as probes for 

biological determinants associated with high-risk oncogenic viruses. Virus Genes 

1996;12:165-78. 

126. O. Forslund, T. Iftner, K. Andersson, B. Lindelof, E. Hradil, P. Nordin, B. 

Stenquist, R. Kirnbauer, J. Dillner and E. M. De Villiers. Cutaneous human 

papillomaviruses found in sun-exposed skin: Beta-papillomavirus species 2 

predominates in squamous cell carcinoma. Journal of Infectious Diseases 

2007;Submitted. 

127. Z. Chen, M. Schiffman, R. Herrero, R. Desalle and R. D. Burk. Human 

papillomavirus (HPV) types 101 and 103 isolated from cervicovaginal cells lack an E6 

open reading frame (ORF) and are related to gamma-papillomaviruses. Virology 2006. 

128. J. G. Joyce, J. S. Tung, C. T. Przysiecki, J. C. Cook, E. D. Lehman, J. A. Sands, 

K. U. Jansen and P. M. Keller. The L1 major capsid protein of human 

papillomavirus type 11 recombinant virus-like particles interacts with heparin and 

cell-surface glycosaminoglycans on human keratinocytes. J Biol Chem 

1999;274:5810-22. 

129. T. Giroglou, L. Florin, F. Schafer, R. E. Streeck and M. Sapp. Human 

papillomavirus infection requires cell surface heparan sulfate. J Virol 2001;75:1565-

70. 

130. M. Evander, I. H. Frazer, E. Payne, Y. M. Qi, K. Hengst and N. A. McMillan. 

Identification of the alpha6 integrin as a candidate receptor for papillomaviruses. J 

Virol 1997;71:2449-56. 

131. N. A. McMillan, E. Payne, I. H. Frazer and M. Evander. Expression of the alpha6 

integrin confers papillomavirus binding upon receptor-negative B-cells. Virology 

1999;261:271-9. 



 57 

132. H. C. Selinka, T. Giroglou and M. Sapp. Analysis of the infectious entry pathway of 

human papillomavirus type 33 pseudovirions. Virology 2002;299:279-87. 

133. P. M. Day, D. R. Lowy and J. T. Schiller. Papillomaviruses infect cells via a 

clathrin-dependent pathway. Virology 2003;307:1-11. 

134. N. Kamper, P. M. Day, T. Nowak, H. C. Selinka, L. Florin, J. Bolscher, L. Hilbig, 

J. T. Schiller and M. Sapp. A membrane-destabilizing peptide in capsid protein L2 is 

required for egress of papillomavirus genomes from endosomes. J Virol 2006;80:759-

68. 

135. P. M. Day, C. C. Baker, D. R. Lowy and J. T. Schiller. Establishment of 

papillomavirus infection is enhanced by promyelocytic leukemia protein (PML) 

expression. Proc Natl Acad Sci U S A 2004;101:14252-7. 

136. I. H. Frazer. Prevention of cervical cancer through papillomavirus vaccination. Nat 

Rev Immunol 2004;4:46-54. 

137. D. M. Gilbert and S. N. Cohen. Bovine papilloma virus plasmids replicate randomly 

in mouse fibroblasts throughout S phase of the cell cycle. Cell 1987;50:59-68. 

138. V. Bouvard, A. Storey, D. Pim and L. Banks. Characterization of the human 

papillomavirus E2 protein: evidence of trans-activation and trans-repression in 

cervical keratinocytes. Embo J 1994;13:5451-9. 

139. G. Steger and S. Corbach. Dose-dependent regulation of the early promoter of 

human papillomavirus type 18 by the viral E2 protein. J Virol 1997;71:50-8. 

140. S. A. Corden, L. J. Sant-Cassia, A. J. Easton and A. G. Morris. The integration of 

HPV-18 DNA in cervical carcinoma. Mol Pathol 1999;52:275-82. 

141. S. Jeon, B. L. Allen-Hoffmann and P. F. Lambert. Integration of human 

papillomavirus type 16 into the human genome correlates with a selective growth 

advantage of cells. J Virol 1995;69:2989-97. 

142. M. R. Pett, W. O. Alazawi, I. Roberts, S. Dowen, D. I. Smith, M. A. Stanley and 

N. Coleman. Acquisition of high-level chromosomal instability is associated with 

integration of human papillomavirus type 16 in cervical keratinocytes. Cancer Res 

2004;64:1359-68. 

143. J. R. Nevins. E2F: a link between the Rb tumor suppressor protein and viral 

oncoproteins. Science 1992;258:424-9. 

144. M. Oren. Decision making by p53: life, death and cancer. Cell Death Differ 

2003;10:431-42. 

145. E. A. Slee, D. J. O'Connor and X. Lu. To die or not to die: how does p53 decide? 

Oncogene 2004;23:2809-18. 

146. W. D. Funk, D. T. Pak, R. H. Karas, W. E. Wright and J. W. Shay. A 

transcriptionally active DNA-binding site for human p53 protein complexes. Mol Cell 

Biol 1992;12:2866-71. 

147. S. E. Kern, J. A. Pietenpol, S. Thiagalingam, A. Seymour, K. W. Kinzler and B. 

Vogelstein. Oncogenic forms of p53 inhibit p53-regulated gene expression. Science 

1992;256:827-30. 

148. X. Li and P. Coffino. High-risk human papillomavirus E6 protein has two distinct 

binding sites within p53, of which only one determines degradation. J Virol 

1996;70:4509-16. 

149. J. M. Huibregtse, M. Scheffner and P. M. Howley. A cellular protein mediates 

association of p53 with the E6 oncoprotein of human papillomavirus types 16 or 18. 

Embo J 1991;10:4129-35. 

150. A. J. Klingelhutz, S. A. Foster and J. K. McDougall. Telomerase activation by the 

E6 gene product of human papillomavirus type 16. Nature 1996;380:79-82. 



 58 

151. T. Veldman, I. Horikawa, J. C. Barrett and R. Schlegel. Transcriptional activation 

of the telomerase hTERT gene by human papillomavirus type 16 E6 oncoprotein. J 

Virol 2001;75:4467-72. 

152. S. T. Oh, S. Kyo and L. A. Laimins. Telomerase activation by human papillomavirus 

type 16 E6 protein: induction of human telomerase reverse transcriptase expression 

through Myc and GC-rich Sp1 binding sites. J Virol 2001;75:5559-66. 

153. S. Majewski and S. Jablonska. Epidermodysplasia verruciformis as a model of 

human papillomavirus-induced genetic cancer of the skin. Arch Dermatol 

1995;131:1312-8. 

154. H. Pfister and J. Ter Schegget. Role of HPV in cutaneous premalignant and 

malignant tumors. Clin Dermatol 1997;15:335-47. 

155. S. Caldeira, R. Filotico, R. Accardi, I. Zehbe, S. Franceschi and M. Tommasino. 

p53 mutations are common in human papillomavirus type 38-positive non-melanoma 

skin cancers. Cancer Lett 2004;209:119-24. 

156. H. N. Ananthaswamy, S. M. Loughlin, P. Cox, R. L. Evans, S. E. Ullrich and M. 

L. Kripke. Sunlight and skin cancer: inhibition of p53 mutations in UV-irradiated 

mouse skin by sunscreens. Nat Med 1997;3:510-4. 

157. M. Thomas, A. Kalita, S. Labrecque, D. Pim, L. Banks and G. Matlashewski. 

Two polymorphic variants of wild-type p53 differ biochemically and biologically. Mol 

Cell Biol 1999;19:1092-100. 

158. D. E. Brash, J. A. Rudolph, J. A. Simon, A. Lin, G. J. McKenna, H. P. Baden, A. 

J. Halperin and J. Ponten. A role for sunlight in skin cancer: UV-induced p53 

mutations in squamous cell carcinoma. Proc Natl Acad Sci U S A 1991;88:10124-8. 

159. A. Ziegler, D. J. Leffell, S. Kunala, H. W. Sharma, M. Gailani, J. A. Simon, A. J. 

Halperin, H. P. Baden, P. E. Shapiro, A. E. Bale and et al. Mutation hotspots due to 

sunlight in the p53 gene of nonmelanoma skin cancers. Proc Natl Acad Sci U S A 

1993;90:4216-20. 

160. G. Giglia-Mari and A. Sarasin. TP53 mutations in human skin cancers. Hum Mutat 

2003;21:217-28. 

161. G. J. Matlashewski, S. Tuck, D. Pim, P. Lamb, J. Schneider and L. V. Crawford. 

Primary structure polymorphism at amino acid residue 72 of human p53. Mol Cell 

Biol 1987;7:961-3. 

162. M. Thomas and L. Banks. Human papillomavirus (HPV) E6 interactions with Bak 

are conserved amongst E6 proteins from high and low risk HPV types. J Gen Virol 

1999;80 (Pt 6):1513-7. 

163. S. Jackson, C. Harwood, M. Thomas, L. Banks and A. Storey. Role of Bak in UV-

induced apoptosis in skin cancer and abrogation by HPV E6 proteins. Genes Dev 

2000;14:3065-73. 

164. S. Jackson and A. Storey. E6 proteins from diverse cutaneous HPV types inhibit 

apoptosis in response to UV damage. Oncogene 2000;19:592-8. 

165. L. Pirisi, S. Yasumoto, M. Feller, J. Doniger and J. A. DiPaolo. Transformation of 

human fibroblasts and keratinocytes with human papillomavirus type 16 DNA. J Virol 

1987;61:1061-6. 

166. R. Schlegel, W. C. Phelps, Y. L. Zhang and M. Barbosa. Quantitative keratinocyte 

assay detects two biological activities of human papillomavirus DNA and identifies 

viral types associated with cervical carcinoma. Embo J 1988;7:3181-7. 

167. S. Watanabe, T. Kanda and K. Yoshiike. Human papillomavirus type 16 

transformation of primary human embryonic fibroblasts requires expression of open 

reading frames E6 and E7. J Virol 1989;63:965-9. 



 59 

168. C. D. Woodworth, P. E. Bowden, J. Doniger, L. Pirisi, W. Barnes, W. D. 

Lancaster and J. A. DiPaolo. Characterization of normal human exocervical 

epithelial cells immortalized in vitro by papillomavirus types 16 and 18 DNA. Cancer 

Res 1988;48:4620-8. 

169. R. Herrero, A. Hildesheim, C. Bratti, M. E. Sherman, M. Hutchinson, J. Morales, 

I. Balmaceda, M. D. Greenberg, M. Alfaro, R. D. Burk, S. Wacholder, M. 

Plummer and M. Schiffman. Population-based study of human papillomavirus 

infection and cervical neoplasia in rural Costa Rica. J Natl Cancer Inst 2000;92:464-

74. 

170. G. Y. Ho, R. D. Burk, S. Klein, A. S. Kadish, C. J. Chang, P. Palan, J. Basu, R. 

Tachezy, R. Lewis and S. Romney. Persistent genital human papillomavirus 

infection as a risk factor for persistent cervical dysplasia. J Natl Cancer Inst 

1995;87:1365-71. 

171. N. Ylitalo, P. Sorensen, A. M. Josefsson, P. K. Magnusson, P. K. Andersen, J. 

Ponten, H. O. Adami, U. B. Gyllensten and M. Melbye. Consistent high viral load 

of human papillomavirus 16 and risk of cervical carcinoma in situ: a nested case-

control study. Lancet 2000;355:2194-8. 

172. F. X. Bosch, A. Lorincz, N. Munoz, C. J. Meijer and K. V. Shah. The causal 

relation between human papillomavirus and cervical cancer. J Clin Pathol 

2002;55:244-65. 

173. D. M. Parkin, P. Pisani and J. Ferlay. Estimates of the worldwide incidence of 25 

major cancers in 1990. Int J Cancer 1999;80:827-41. 

174. P. Pisani, D. M. Parkin, F. Bray and J. Ferlay. Estimates of the worldwide 

mortality from 25 cancers in 1990. Int J Cancer 1999;83:18-29. 

175. S. Pecorelli, G. Favalli, L. Zigliani and F. Odicino. Cancer in women. Int J 

Gynaecol Obstet 2003;82:369-79. 

176. M. A. Kane, J. Sherris, P. Coursaget, T. Aguado and F. Cutts. Chapter 15: HPV 

vaccine use in the developing world. Vaccine 2006;24 Suppl 3:S132-9. 

177. T. Ngoma. World Health Organization cancer priorities in developing countries. Ann 

Oncol 2006;17 Suppl 8:viii9-viii14. 

178. J. M. Walboomers, M. V. Jacobs, M. M. Manos, F. X. Bosch, J. A. Kummer, K. 

V. Shah, P. J. Snijders, J. Peto, C. J. Meijer and N. Munoz. Human papillomavirus 

is a necessary cause of invasive cervical cancer worldwide. J Pathol 1999;189:12-9. 

179. N. Munoz, S. Franceschi, C. Bosetti, V. Moreno, R. Herrero, J. S. Smith, K. V. 

Shah, C. J. Meijer and F. X. Bosch. Role of parity and human papillomavirus in 

cervical cancer: the IARC multicentric case-control study. Lancet 2002;359:1093-101. 

180. D. Hellberg and U. Stendahl. The biological role of smoking, oral contraceptive use 

and endogenous sexual steroid hormones in invasive squamous epithelial cervical 

cancer. Anticancer Res 2005;25:3041-6. 

181. V. Moreno, F. X. Bosch, N. Munoz, C. J. Meijer, K. V. Shah, J. M. Walboomers, 

R. Herrero and S. Franceschi. Effect of oral contraceptives on risk of cervical cancer 

in women with human papillomavirus infection: the IARC multicentric case-control 

study. Lancet 2002;359:1085-92. 

182. J. S. Smith, R. Herrero, C. Bosetti, N. Munoz, F. X. Bosch, J. Eluf-Neto, X. 

Castellsague, C. J. Meijer, A. J. Van den Brule, S. Franceschi and R. Ashley. 

Herpes simplex virus-2 as a human papillomavirus cofactor in the etiology of invasive 

cervical cancer. J Natl Cancer Inst 2002;94:1604-13. 

183. T. Anttila, P. Saikku, P. Koskela, A. Bloigu, J. Dillner, I. Ikaheimo, E. Jellum, M. 

Lehtinen, P. Lenner, T. Hakulinen, A. Narvanen, E. Pukkala, S. Thoresen, L. 



 60 

Youngman and J. Paavonen. Serotypes of Chlamydia trachomatis and risk for 

development of cervical squamous cell carcinoma. Jama 2001;285:47-51. 

184. S. de Sanjose, N. Munoz, F. X. Bosch, K. Reimann, N. S. Pedersen, J. Orfila, N. 

Ascunce, L. C. Gonzalez, L. Tafur, M. Gili and et al. Sexually transmitted agents 

and cervical neoplasia in Colombia and Spain. Int J Cancer 1994;56:358-63. 

185. V. Cogliano, R. Baan, K. Straif, Y. Grosse, B. Secretan and F. El Ghissassi. 

Carcinogenicity of human papillomaviruses. Lancet Oncol 2005;6:204. 

186. R. Herrero. Chapter 7: Human papillomavirus and cancer of the upper aerodigestive 

tract. J Natl Cancer Inst Monogr 2003:47-51. 

187. E. Ringstrom, E. Peters, M. Hasegawa, M. Posner, M. Liu and K. T. Kelsey. 

Human papillomavirus type 16 and squamous cell carcinoma of the head and neck. 

Clin Cancer Res 2002;8:3187-92. 

188. C. S. Miller and B. M. Johnstone. Human papillomavirus as a risk factor for oral 

squamous cell carcinoma: a meta-analysis, 1982-1997. Oral Surg Oral Med Oral 

Pathol Oral Radiol Endod 2001;91:622-35. 

189. B. J. Wiatrak, D. W. Wiatrak, T. R. Broker and L. Lewis. Recurrent respiratory 

papillomatosis: a longitudinal study comparing severity associated with human 

papilloma viral types 6 and 11 and other risk factors in a large pediatric population. 

Laryngoscope 2004;114:1-23. 

190. A. A. Brink, B. Lloveras, I. Nindl, D. A. Heideman, D. Kramer, R. Pol, M. J. 

Fuente, C. J. Meijer and P. J. Snijders. Development of a general-primer-PCR-

reverse-line-blotting system for detection of beta and gamma cutaneous human 

papillomaviruses. J Clin Microbiol 2005;43:5581-7. 

191. L. Struijk, J. N. Bouwes Bavinck, P. Wanningen, E. van der Meijden, R. G. 

Westendorp, J. Ter Schegget and M. C. Feltkamp. Presence of human 

papillomavirus DNA in plucked eyebrow hairs is associated with a history of 

cutaneous squamous cell carcinoma. J Invest Dermatol 2003;121:1531-5. 

192. I. L. Boxman, R. J. Berkhout, L. H. Mulder, M. C. Wolkers, J. N. Bouwes 

Bavinck, B. J. Vermeer and J. ter Schegget. Detection of human papillomavirus 

DNA in plucked hairs from renal transplant recipients and healthy volunteers. J Invest 

Dermatol 1997;108:712-5. 

193. G. Orth, S. Jablonska, M. Favre, O. Croissant, S. Obalek, M. Jarzabek-

Chorzelska and N. Jibard. Identification of papillomaviruses in butchers' warts. J 

Invest Dermatol 1981;76:97-102. 

194. S. A. Birkeland, H. H. Storm, L. U. Lamm, L. Barlow, I. Blohme, B. Forsberg, B. 

Eklund, O. Fjeldborg, M. Friedberg, L. Frodin and et al. Cancer risk after renal 

transplantation in the Nordic countries, 1964-1986. Int J Cancer 1995;60:183-9. 

195. B. Lindelof, B. Sigurgeirsson, H. Gabel and R. S. Stern. Incidence of skin cancer in 

5356 patients following organ transplantation. Br J Dermatol 2000;143:513-9. 

196. S. Jablonska, J. Dabrowski and K. Jakubowicz. Epidermodysplasia verruciformis 

as a model in studies on the role of papovaviruses in oncogenesis. Cancer Res 

1972;32:583-9. 

197. G. Orth, S. Jablonska, M. Jarzabek-Chorzelska, S. Obalek, G. Rzesa, M. Favre 

and O. Croissant. Characteristics of the lesions and risk of malignant conversion 

associated with the type of human papillomavirus involved in epidermodysplasia 

verruciformis. Cancer Res 1979;39:1074-82. 

198. G. Orth. Epidermodysplasia Verruciformis. In: N. P. Salzman and P. M. Howley. The 

Papovaviridae: The Papillomaviruses, ed., vol. 2. New York: Plenum Press, 

1987:199-243. 



 61 

199. S. Majewski, S. Jablonska and G. Orth. Epidermodysplasia verruciformis. 

Immunological and nonimmunological surveillance mechanisms: role in tumor 

progression. Clin Dermatol 1997;15:321-34. 

200. M. Favre, G. Orth, S. Majewski, S. Baloul, A. Pura and S. Jablonska. Psoriasis: A 

possible reservoir for human papillomavirus type 5, the virus associated with skin 

carcinomas of epidermodysplasia verruciformis. J Invest Dermatol 1998;110:311-7. 

201. S. J. Weissenborn, R. Hopfl, F. Weber, H. Smola, H. J. Pfister and P. G. Fuchs. 

High prevalence of a variety of epidermodysplasia verruciformis-associated human 

papillomaviruses in psoriatic skin of patients treated or not treated with PUVA. J 

Invest Dermatol 1999;113:122-6. 

202. R. S. Stern. The mysteries of geographic variability in nonmelanoma skin cancer 

incidence. Arch Dermatol 1999;135:843-4. 

203. R. M. MacKie. Awareness, knowledge and attitudes to basal cell carcinoma and 

actinic keratoses among the general public within Europe. J Eur Acad Dermatol 

Venereol 2004;18:552-5. 

204. D. S. Preston and R. S. Stern. Nonmelanoma cancers of the skin. N Engl J Med 

1992;327:1649-62. 

205. E. Silverberg, C. C. Boring and T. S. Squires. Cancer statistics, 1990. CA Cancer J 

Clin 1990;40:9-26. 

206. P. Boukamp. Non-melanoma skin cancer: what drives tumor development and 

progression? Carcinogenesis 2005;26:1657-67. 

207. J. Ramos, J. Villa, A. Ruiz, R. Armstrong and J. Matta. UV dose determines key 

characteristics of nonmelanoma skin cancer. Cancer Epidemiol Biomarkers Prev 

2004;13:2006-11. 

208. S. Jablonska and S. Majewski. Epidermodysplasia verruciformis: immunological 

and clinical aspects. Curr Top Microbiol Immunol 1994;186:157-75. 

209. C. A. Harwood and C. M. Proby. Human papillomaviruses and non-melanoma skin 

cancer. Curr Opin Infect Dis 2002;15:101-14. 

210. G. Astori, D. Lavergne, C. Benton, B. Hockmayr, K. Egawa, C. Garbe and E. M. 

de Villiers. Human papillomaviruses are commonly found in normal skin of 

immunocompetent hosts. J Invest Dermatol 1998;110:752-5. 

211. Y. H. Li, G. Chen, X. P. Dong and H. D. Chen. Detection of epidermodysplasia 

verruciformis-associated human papillomavirus DNA in nongenital seborrhoeic 

keratosis. Br J Dermatol 2004;151:1060-5. 

212. N. B. Kiviat. Papillomaviruses in non-melanoma skin cancer: epidemiological 

aspects. Semin Cancer Biol 1999;9:397-403. 

213. I. M. Leigh, J. A. Buchanan, C. A. Harwood, R. Cerio and A. Storey. Role of 

human papillomaviruses in cutaneous and oral manifestations of immunosuppression. 

J Acquir Immune Defic Syndr 1999;21 Suppl 1:S49-57. 

214. P. Jensen, S. Hansen, B. Moller, T. Leivestad, P. Pfeffer, O. Geiran, P. Fauchald 

and S. Simonsen. Skin cancer in kidney and heart transplant recipients and different 

long-term immunosuppressive therapy regimens. J Am Acad Dermatol 1999;40:177-

86. 

215. R. J. Berkhout, L. M. Tieben, H. L. Smits, J. N. Bavinck, B. J. Vermeer and J. ter 

Schegget. Nested PCR approach for detection and typing of epidermodysplasia 

verruciformis-associated human papillomavirus types in cutaneous cancers from renal 

transplant recipients. J Clin Microbiol 1995;33:690-5. 

216. W. L. Dong, S. Caldeira, P. Sehr, M. Pawlita and M. Tommasino. Determination 

of the binding affinity of different human papillomavirus E7 proteins for the tumour 

suppressor pRb by a plate-binding assay. J Virol Methods 2001;98:91-8. 



 62 

217. O. Forslund, H. Ly, C. Reid and G. Higgins. A broad spectrum of human 

papillomavirus types is present in the skin of Australian patients with non-melanoma 

skin cancers and solar keratosis. Br J Dermatol 2003;149:64-73. 

218. U. Wieland, A. Ritzkowsky, M. Stoltidis, S. Weissenborn, S. Stark, M. Ploner, S. 

Majewski, S. Jablonska, H. J. Pfister and P. G. Fuchs. Communication: 

papillomavirus DNA in basal cell carcinomas of immunocompetent patients: an 

accidental association? J Invest Dermatol 2000;115:124-8. 

219. J. C. Sterling, J. N. Skepper and M. A. Stanley. Immunoelectron microscopical 

localization of human papillomavirus type 16 L1 and E4 proteins in cervical 

keratinocytes cultured in vivo. J Invest Dermatol 1993;100:154-8. 

220. M. A. Stanley. Replication of human papillomaviruses in cell culture. Antiviral Res 

1994;24:1-15. 

221. K. Middleton, W. Peh, S. Southern, H. Griffin, K. Sotlar, T. Nakahara, A. El-

Sherif, L. Morris, R. Seth, M. Hibma, D. Jenkins, P. Lambert, N. Coleman and J. 

Doorbar. Organization of human papillomavirus productive cycle during neoplastic 

progression provides a basis for selection of diagnostic markers. J Virol 

2003;77:10186-201. 

222. A. Hildesheim, M. H. Schiffman, P. E. Gravitt, A. G. Glass, C. E. Greer, T. 

Zhang, D. R. Scott, B. B. Rush, P. Lawler, M. E. Sherman and et al. Persistence of 

type-specific human papillomavirus infection among cytologically normal women. J 

Infect Dis 1994;169:235-40. 

223. A. B. Jenson, R. J. Kurman and W. D. Lancaster. Tissue effects of and host 

response to human papillomavirus infection. Dermatol Clin 1991;9:203-9. 

224. E. L. Franco, L. L. Villa, J. P. Sobrinho, J. M. Prado, M. C. Rousseau, M. Desy 

and T. E. Rohan. Epidemiology of acquisition and clearance of cervical human 

papillomavirus infection in women from a high-risk area for cervical cancer. J Infect 

Dis 1999;180:1415-23. 

225. A. R. Giuliano, R. Harris, R. L. Sedjo, S. Baldwin, D. Roe, M. R. Papenfuss, M. 

Abrahamsen, P. Inserra, S. Olvera and K. Hatch. Incidence, prevalence, and 

clearance of type-specific human papillomavirus infections: The Young Women's 

Health Study. J Infect Dis 2002;186:462-9. 

226. D. R. Brown, M. L. Shew, B. Qadadri, N. Neptune, M. Vargas, W. Tu, B. E. 

Juliar, T. E. Breen and J. D. Fortenberry. A longitudinal study of genital human 

papillomavirus infection in a cohort of closely followed adolescent women. J Infect 

Dis 2005;191:182-92. 

227. B. B. Barr, E. C. Benton, K. McLaren, M. H. Bunney, I. W. Smith, K. Blessing 

and J. A. Hunter. Human papilloma virus infection and skin cancer in renal allograft 

recipients. Lancet 1989;1:124-9. 

228. K. K. Thomas, J. P. Hughes, J. M. Kuypers, N. B. Kiviat, S. K. Lee, D. E. Adam 

and L. A. Koutsky. Concurrent and sequential acquisition of different genital human 

papillomavirus types. J Infect Dis 2000;182:1097-102. 

229. J. J. Carter, L. A. Koutsky, G. C. Wipf, N. D. Christensen, S. K. Lee, J. Kuypers, 

N. Kiviat and D. A. Galloway. The natural history of human papillomavirus type 16 

capsid antibodies among a cohort of university women. J Infect Dis 1996;174:927-36. 

230. K. V. Shah, R. P. Viscidi, A. J. Alberg, K. J. Helzlsouer and G. W. Comstock. 

Antibodies to human papillomavirus 16 and subsequent in situ or invasive cancer of 

the cervix. Cancer Epidemiol Biomarkers Prev 1997;6:233-7. 

231. R. P. Viscidi, M. Schiffman, A. Hildesheim, R. Herrero, P. E. Castle, M. C. 

Bratti, A. C. Rodriguez, M. E. Sherman, S. Wang, B. Clayman and R. D. Burk. 

Seroreactivity to human papillomavirus (HPV) types 16, 18, or 31 and risk of 



 63 

subsequent HPV infection: results from a population-based study in Costa Rica. 

Cancer Epidemiol Biomarkers Prev 2004;13:324-7. 

232. M. Frisch and R. J. Biggar. Aetiological parallel between tonsillar and anogenital 

squamous-cell carcinomas. Lancet 1999;354:1442-3. 

233. M. Frisch, J. H. Olsen and M. Melbye. Malignancies that occur before and after anal 

cancer: clues to their etiology. Am J Epidemiol 1994;140:12-9. 

234. C. S. Rabkin, R. J. Biggar, M. Melbye and R. E. Curtis. Second primary cancers 

following anal and cervical carcinoma: evidence of shared etiologic factors. Am J 

Epidemiol 1992;136:54-8. 

235. S. R. Sturgeon, R. E. Curtis, K. Johnson, L. Ries and L. A. Brinton. Second 

primary cancers after vulvar and vaginal cancers. Am J Obstet Gynecol 1996;174:929-

33. 

236. A. Ames and P. Gravitt. Human papillomavirus vaccine update. Curr Infect Dis Rep 

2007;9:151-8. 

237. D. M. Harper, E. L. Franco, C. M. Wheeler, A. B. Moscicki, B. Romanowski, C. 

M. Roteli-Martins, D. Jenkins, A. Schuind, S. A. Costa Clemens and G. Dubin. 

Sustained efficacy up to 4.5 years of a bivalent L1 virus-like particle vaccine against 

human papillomavirus types 16 and 18: follow-up from a randomised control trial. 

Lancet 2006;367:1247-55. 

238. J. Cohen. Public health. High hopes and dilemmas for a cervical cancer vaccine. 

Science 2005;308:618-21. 

239. O. Forslund, A. Antonsson, G. Higgins, H. Ly, H. Delius, A. Hunziker and E. M. 

de Villiers. Nucleotide sequence and phylogenetic classification of candidate human 

papilloma virus type 92. Virology 2003;312:255-60. 

 

 

 

 


