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ABSTRACT  

Genetic factors may interact with physical activity levels to modify obesity risk. Our 

aim was to explore the effect of rs1801260 SNP (3111T/C) of CLOCK gene, on obesity 

risk and to examine their interaction with lifestyle factors in an elderly population of the 

SUN Project. Subjects (n=903, aged 69±6) were recruited from the SUN (“Seguimiento 

Universidad de Navarra”) Project. DNA was obtained from saliva and lifestyle and 

dietary data were collected by validated self-reported questionnaires. Genotyping was 

assessed by RT-PCR plus allele discrimination. A significant interaction between the 

3111T/C SNP of CLOCK gene and sex for overweight/obesity risk was observed (p for 

interaction [Sex*CLOCK] interaction <0.001). Our results showed that women carrying 

the C allele of CLOCK gene had a decreased overweight/obesity risk compared to non 

carrier -TT- subjects (OR 0.61, 95% CI: 0.36-1.04, p=0.069). Moreover, the protective 

effect of the 3111T/C gene variant may be enhanced in those women with a high 

physical activity practice. We found that women practicing more than 16.8 METs-

h/week had a significantly lower overweight/obesity risk (OR 0.36, 95%CI: 0.17-0.79, 

p=0.011). A significant interaction between the 3111T/C gene variant and physical 

activity for overweight/obesity risk was observed in women (p for [PA x CLOCK] 

interaction=0.015). In conclusion, it appears that physical activity levels may act as an 

effect modifier for overweight/obesity risk linked to the 3111T/C SNP (rs1801260) of 

the CLOCK gene in an elderly population of the SUN Project. 
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BACKGROUND 

Circadian rhythms are biological events generated by endogenous mechanisms 

composed by circadian clocks. The clocks are synchronized or adjusted to coincide with 

periodical environmental events such as the day/night cycle. If clocks are not well-

synchronized the coordination between physiological and behavioural rhythms over the 

24-h period is not guaranteed (Reppert & Weaver 2001). Clock genes are expressed in 

all tissues and circadian clocks participate in the daily regulation of metabolic functions 

such as glucose and lipid metabolism (Rudic et al., 2004; Yamamoto et al., 1987). One 

of the first clock genes studied was Clock (circadian locomotor output cycles kaput 

gene). Mutant mice for this gene display severe metabolic alterations, including 

hypercolesteronemia, hypertriglyceridemia, hepatic steatosis, and hyperglycemia. 

The CLOCK gene codifies for the Clock protein, a positive regulatory arm of the 

circadian system. It belongs to a family of proteins that generate auto-regulatory 

mechanisms of positive and negative transcriptional feedback loops (Albrecht & Eichele 

2003). Few studies have examined the association between CLOCK gene variants and 

obesity. In regard to the 3111T/C gene variant (rs1801260) results are not conclusive. 

Scott et al  (Scott et al., 2008) observed that a haplotype including the C allele of this 

gene variant could protect against obesity in Caucasian men. Tortorella (Tortorella et 

al., 2007) observed an association of the C allele of this SNP with lifetime lower body 

weight in a group of subjects with eating disorders. Whereas Monteleone (Monteleone 

et al., 2008) did not find any association between the 3111T/C SNP and human obesity 

In an weight loss program based on the Mediterranean diet Garaulet, (Garaulet et al., 

2010) observed that obese patients carrying the C allele participating were weight loss 

resistance. 
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It is widely recognised that there is an inverse relationship between obesity and physical 

activity practice ( Levine 2005;  Galbete et al., 2012; Kilpelainen et al., 2011). In fact, 

some studies have revealed association between genetic variants and physical activity 

(Galbete et al., 2012; Kilpelainen et al., 2011). 

Our aim was to evaluate the association of the 3111T/C SNPs of CLOCK gene on 

obesity risk and examine its potential interaction with physical activity levels in an 

elderly population of the SUN Project.  

SUBJECTS AND METHODS 

Sample population 

This work has been conducted within the framework of the SUN Project (Martinez-

Gonzalez et al., 2002). The SUN Project was initiated in December 1999 in Spain and 

recruitment is permanently open. All participants are university graduates and about 

50% of them are health professionals themselves.  

Lifestyle and dietary data is collected by self-reported biennially mailed questionnaires 

(Alonso et al., 2005; Bes-Rastrollo et al., 2005; Martinez-Gonzalez et al., 2005). Dietary 

intake was assessed using a semi-quantitative food frequency questionnaire (136 food 

items) included at baseline. Validity and reproducibility of this questionnaire has 

recently been re-evaluated (de la Fuente-Arrillaga et al., 2010).  

PA was ascertained through a baseline 17-item questionnaire. The index of metabolic 

equivalent task hours per week (METs-h/week) was computed by using the time spent 

engaging in 17 activities and multiplying the time spent by the resting metabolic rate 

(MET-score) specific for each activity. The METs-h/week for all activities were 

combined to obtain a value of total METs-h/week, which adequately correlated with the 
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la�introducción�repasar�la�del�otro�
articulo..que�todo�quede�bien�
ligado,e�tc..�



5�
�

objectively measured energy expenditure in a validation study in a subsample of the 

cohort (Martinez-Gonzalez 2005). 

For this research, elderly participants of the SUN project (more than 55 years old when 

the baseline questionnaire was completed) were invited to participate in a genetic study 

in May 2008. Each participant received a kit designed to collect saliva and 1085 

participants agreed to participate but 986 kits were received back. Finally, 972 

volunteers were correctly genotyped for the rs1801260 SNP (CLOCK). Among them, 

69 subjects who reported total energy intake out of predefined values (<800 kcal/d for 

men, <500 kcal/d for women or >4000 kcal/d for men, >3500 kcal/d for women) were 

excluded, living a total of 903 participants available for the analysis. The mean age was 

69 years (70% male). Anthropometric data was collected from the baseline 

questionnaire. Self-reported information on BMI had been previously validated in a 

subsample of the SUN Project (Bes-Rastrollo 2005). Specific written informed consent 

was requested to participate in this study. The study protocol was performed in 

accordance with the ethical standards of the Declaration of Helsinki (as revised in Hong 

Kong in 1989, in Edinburgh in 2000 and in South Korea in 2008), and was approved by 

the Institutional Ethical Review Board of the University of Navarra.  

Genotyping 

Saliva samples were collected with specially designed kits (Oragene®ADN Self-

Collector kit-OG250) and DNA was extracted according to the manufacturer’s 

instructions. The genotyping for the 3111C/T SNP of CLOCK gene (rs1801260) was 

performed using Taqman assays with allele-specific probes on the ABI Prism 7900HT 

Sequence Detection System (Applied Biosystems, Foster City, CA, USA) according to 

standardized laboratory protocols. 
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Statistical analysis 

Hardy-Weinberg equilibrium was tested using a chi-square test. This test was also used 

to analyze if differences on the genotype distribution according to obesity status existed.  

The Odds Ratio (OR) for obesity associated with genotype (dominant model) were 

fitted with an unconditional logistic regression model after adjustment for sex, age 

(years, continuous), PA (METs-h/week, continuous) and total energy intake (kcal/day, 

continuous) as covariables. The association between the different possible genotypes 

and BMI was analyzed using linear regression models and analysis of covariance 

(ANCOVA), after adjusting for the same potential confounders (sex, age, PA and total 

energy intake). We also evaluated the relationship between the genetic variants 3111C/T 

(rs1801260) of CLOCK and PA practice (sex-specific dichotomized at the median) on 

obesity risk. Interactions were estimated for obesity risk with the likelihood ratio test. 

Product terms between the SNPs and lifestyle factors were calculated with the 

corresponding variables as continuous. Interactions between the SNPs and lifestyle 

factors on BMI were also tested. 

RESULTS 

The frequency of the C allele of the 3111T/C gene variant of the CLOCK gene was 0.29 

in our elderly population. Specifically, 50.8% of the subjects were wildtype (TT), 

41.1% were heterozygous for the mutation (TC) and 8.1% were homozygous (CC). The 

allele distribution fulfilled the Hardy-Weinberg equilibrium (Table 1). Notably, in 

women the TC/CC genotype (dominant model) was more frequent in normoweight 

(55.1%) than in overweight/obese women (43.3%, (p=0.075).  
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Characteristics of elderly participants of the SUN Project (n=903) according to the 

3111T/C genotype (dominant model) are shown in Table 2. Interestingly, subjects 

carrying the C allele had lower BMI than TT subjects (p=0.062). As shown in Table 3, 

after distributing by sex, BMI differences were marginally significant in women 

(p=0.059).  

The linear regression analysis showed association of the C minor allele with lower BMI 

levels (Table 4). Moreover, a significant interaction (p<0.001) between the 3111T/C 

SNP and sex for obesity risk was found. Thus, men and women were analyzed 

separately for overweight/obesity risk. We observed that women with at least one C 

allele of the gene variant had a slight lower overweight/obesity risk (OR=0.61, 

95%CI=0.36-1.04, p=0.069, Table 4) than TT women. Similar results were found when 

linear regression coefficients (Table 4) were calculated and the ANCOVA was 

performed (Figure 1). Women with the C allele had a lower BMI (24.10±0.65 kg/m2) 

compared to those with the TT genotype (24.98±0.64 kg/m2). Thus, in women the BMI 

difference was -0.89 kg/m2 (95%CI= -1.80-0.02, p=0.056) which is equivalent to -2.43 

kg for a woman 1.65 m tall.  

In regard to physical activity, there is an interaction between the 3111T/C SNP and 

physical activity (PA) practice (p for interaction 3111T/C*PA=0.015) for 

overweight/obesity risk in women. In fact, women carrying the C allele and physically 

active (>16.8 METs-h/week, dichotomized at the median) had a significantly lower 

overweight/obesity risk (OR=0.36, 95%CI=0.17-0.79, p=0.011). The BMI difference 

for these women was -1.36 kg/m2 (95%CI= -2.57-(-0.15), p=0.028) when they carried 

the C allele and practised more than 16.8 METs-h/week. It is also worthy to mention 

that women carrying the C allele and being physically active (>16.8 METs-h/week) had 

a significantly lower overweight/obesity risk (OR=0.36, 95%CI=0.17-0.79, p=0.011).  

Comentario [CTI2]: Primera�
vez�solo�
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Adjusted BMI means are shown in Figure 1.  

DISCUSSION 

Our work showed that the 3111T/C SNP of CLOCK gene could protect against 

overweight/obesity risk in women from an elderly population of the SUN Project. 

Moreover, physical activity practice seemed to further increase the protective effect of 

this gene variant. 

Sex could be considered as an “environmental” risk factor, which incorporates 

established anatomical, physiological, and behavioural differences between males and 

females (Ober et al., 2008). Thus, it is plausible that sex may interact with common 

genetic variants resulting in allelic effects that differ between males and females (Magi 

et al., 2010). Our study found an interaction between sex and the 3111T/C gene variant 

for overweight/obesity risk. Women presented a lower overweight/obesity risk 

associated to the C allele. The effects of some genetic variants on obesity have been 

shown to be modulated by sex. Ben Ali described that the Pro12Ala SNP of the 

PPARG2 (rsXXX) gene was associated with obesity only in non-diabetic men (Ben Ali 

et al., 2009). Other investigators observed that a common variant (rs4712652) adjacent 

to the prolactin gene was related with increased BMI and fat mass only in men (Nilsson 

et al., 2011). It has been suggested that sex-specific lifestyle components such as diet, 

alcohol consumption, physical activity practice or smoking habits could act as modifiers 

of the effects of gene variants.   

A cohort study is the best way to identify incidence and natural history of a disease, and 

can be used to examine multiple outcomes after a single exposure (Grimes 2002). The 

SUN Project (Seguimiento Universidad de Navarra–University of Navarra Follow-up-) 

is a multi-purpose prospective Mediterranean dynamic cohort designed to study the 

Comentario [CTI3]: Pensar�
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prospective association of diet and other lifestyle factors with various health outcomes 

including cardiovascular disease, hypertension, diabetes or obesity (Martinez-Gonzalez 

2002; Segui-Gomez 2006). The homogeneity of participants with regard to 

socioeconomic status which helps to better control confounding and the higher 

educational level of participants in the cohort that ensures a higher validity in self-

reported information (Beunza et al., 2010; Sayon-Orea et al., 2011).  

A potential limitation in our study is the self-reported outcome, nevertheless, self-

reported weight and BMI had been previously validated (Bes-Rastrollo 2005). Another 

limitation is that identifying interactions between genetic variants and lifestyle factors 

may need much larger sample size (Smith & Day 1984). However, some strengths of 

the SUN cohort deserve to be mentioned.  

Our results suggest a protective effect of the C minor allele on overweigh/obesity risk, 

which is supported by some previous studies (Scott 2008, NOMBRE) but no for others 

NOMBRE).  

Our work also identified an interaction between PA practice and the 3111T/C gene 

variant of CLOCK gene. Similar effects were observed for PA and other SNPs on 

obesity. For instances, a recent meta-analysis observed that the effect of rs939609 of 

FTO gene on increasing obesity risk was reduced by approximately in a 30% in 

physical active adults compared with non active (Kilpelainen 2011).  

ALGUN OTRO SNP?? 

One potential explanation for the effect of PA on obesity risk linked to the CLOCK 

gene may come from recent works in animals. Since it has been suggested that PA 

interacts with circadian rhythms probably through genes involved in the circadian clock 

(Yamanaka 2008).  
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In summary, it seems that the C allele of the 3111T/C gene variant of CLOCK gene 

prevents against overweight/obesity risk in women of this elderly population. Moreover, 

physical activity may act as effect modifiers for overweight/obesity risk linked to the C 

allele by enhancing its protective effect. 

ACKNOWLEGMENTS 

The SUN Study has received funding from the Spanish Government (Grants PI01/0619, 

PI030678, PI040233, PI042241, PI050976, PI070240, PI070312, PI081943, PI080819, 

PI1002658, PI1002293, RD06/0045, G03/140 and 87/2010), the Navarra Regional 

Government (36/2001, 43/2002, 41/2005, 36/2008) and the University of Navarra,  

Línea Especial, Nutrición y Obesidad (University of Navarra), Carlos III Health 

Institute (CIBER project, CB06/03/1017) and RETICS network. The scholarship to C. 

Galbete from the Asociación de Amigos de la Universidad de Navarra is fully 

acknowledged. The authors have no competing interests. 

DECLARATION OF INTEREST 

The authors declare no conflict of interest. 

BIBLIOGRAPHY 

Albrecht U, Eichele G. (2003). The mammalian circadian clock. Curr Opin Genet Dev. 

13:271-277. 

Alonso A, Beunza JJ, Delgado-Rodriguez M, Martinez-Gonzalez MA. (2005). 

Validation of self reported diagnosis of hypertension in a cohort of university 

graduates in Spain. BMC Public Health. 5:94. 



11�
�

Atkinson G, Edwards B, Reilly T, Waterhouse J. (2007). Exercise as a synchroniser of 

human circadian rhythms: an update and discussion of the methodological 

problems. Eur J Appl Physiol. 99:331-341. 

Ben Ali S, Ben Yahia F, Sediri Y, Kallel A, Ftouhi B, Feki M, Elasmi M, Haj-Taieb S, 

Souheil O, Sanhagi H, Slimane H, Jemaa R, Kaabachi N. (2009). Gender-

specific effect of Pro12Ala polymorphism in peroxisome proliferator-activated 

receptor gamma-2 gene on obesity risk and leptin levels in a Tunisian 

population. Clin Biochem. 42:1642-1647. 

Bes-Rastrollo M, Perez Valdivieso JR, Sánchez-Villegas A, Alonso A, Martinez-

Gonzalez MA. (2005). Validación del peso e indice de masa corporal auto-

declarados de los participantes de una cohorte de graduados universitarios. Rev 

Esp Obes. 3:183-189. 

Beunza JJ, Toledo E, Hu FB, Bes-Rastrollo M, Serrano-Martinez M, Sanchez-Villegas 

A, Martinez JA, Martinez-Gonzalez MA. (2010). Adherence to the 

Mediterranean diet, long-term weight change, and incident overweight or 

obesity: the Seguimiento Universidad de Navarra (SUN) cohort. Am J Clin Nutr. 

92:1484-1493. 

de la Fuente-Arrillaga C, Ruiz ZV, Bes-Rastrollo M, Sampson L, Martinez-Gonzalez 

MA. (2010). Reproducibility of an FFQ validated in Spain. Public Health Nutr. 

13:1364-1372. 

Galbete C, Toledo J, Martinez-Gonzalez MA, Martinez JA, Guillen-Grima F, Marti A. 

(2012). Lifestyle factors modify obesity risk linked to PPARG2 and FTO 

variants in an elderly population: a cross-sectional analysis in the SUN Project. 

Genes & Nutrition. 



12�
�

Garaulet M, Corbalan MD, Madrid JA, Morales E, Baraza JC, Lee YC, Ordovas JM. 

(2010). CLOCK gene is implicated in weight reduction in obese patients 

participating in a dietary programme based on the Mediterranean diet. Int J Obes 

(Lond). 34:516-523. 

Kilpelainen TO, Qi L, Brage S, Sharp SJ, Sonestedt E, Demerath E, Ahmad T, Mora S, 

Kaakinen M, Sandholt CH, Holzapfel C, Autenrieth CS, Hypponen E, Cauchi S, 

He M, Kutalik Z, Kumari M, Stancakova A, Meidtner K, Balkau B, Tan JT, 

Mangino M, Timpson NJ, Song Y, Zillikens MC, Jablonski KA, Garcia ME, 

Johansson S, Bragg-Gresham JL, Wu Y, van Vliet-Ostaptchouk JV, Onland-

Moret NC, Zimmermann E, Rivera NV, Tanaka T, Stringham HM, Silbernagel 

G, Kanoni S, Feitosa MF, Snitker S, Ruiz JR, Metter J, Larrad MT, Atalay M, 

Hakanen M, Amin N, Cavalcanti-Proenca C, Grontved A, Hallmans G, Jansson 

JO, Kuusisto J, Kahonen M, Lutsey PL, Nolan JJ, Palla L, Pedersen O, Perusse 

L, Renstrom F, Scott RA, Shungin D, Sovio U, Tammelin TH, Ronnemaa T, 

Lakka TA, Uusitupa M, Rios MS, Ferrucci L, Bouchard C, Meirhaeghe A, Fu 

M, Walker M, Borecki IB, Dedoussis GV, Fritsche A, Ohlsson C, Boehnke M, 

Bandinelli S, van Duijn CM, Ebrahim S, Lawlor DA, Gudnason V, Harris TB, 

Sorensen TI, Mohlke KL, Hofman A, Uitterlinden AG, Tuomilehto J, Lehtimaki 

T, Raitakari O, Isomaa B, Njolstad PR, Florez JC, Liu S, Ness A, Spector TD, 

Tai ES, Froguel P, Boeing H, Laakso M, Marmot M, Bergmann S, Power C, 

Khaw KT, Chasman D, Ridker P, Hansen T, Monda KL, Illig T, Jarvelin MR, 

Wareham NJ, Hu FB, Groop LC, Orho-Melander M, Ekelund U, Franks PW, 

Loos RJ. (2011). Physical activity attenuates the influence of FTO variants on 

obesity risk: a meta-analysis of 218,166 adults and 19,268 children. PLoS Med. 

8:e1001116. 



13�
�

Magi R, Lindgren CM, Morris AP. (2010). Meta-analysis of sex-specific genome-wide 

association studies. Genet Epidemiol. 34:846-853. 

Martinez-Gonzalez MA, Lopez-Fontana C, Varo JJ, Sanchez-Villegas A, Martinez JA. 

(2005). Validation of the Spanish version of the physical activity questionnaire 

used in the Nurses' Health Study and the Health Professionals' Follow-up Study. 

Public Health Nutr. 8:920-927. 

Martinez-Gonzalez MA, Sanchez-Villegas A, De Irala J, Marti A, Martinez JA. (2002). 

Mediterranean diet and stroke: objectives and design of the SUN project. 

Seguimiento Universidad de Navarra. Nutr Neurosci. 5:65-73. 

Monteleone P, Tortorella A, Docimo L, Maldonato MN, Canestrelli B, De Luca L, Maj 

M. (2008). Investigation of 3111T/C polymorphism of the CLOCK gene in 

obese individuals with or without binge eating disorder: association with higher 

body mass index. Neurosci Lett. 435:30-33. 

Nilsson L, Olsson AH, Isomaa B, Groop L, Billig H, Ling C. (2011). A common variant 

near the PRL gene is associated with increased adiposity in males. Mol Genet 

Metab. 102:78-81. 

Ober C, Loisel DA, Gilad Y. (2008). Sex-specific genetic architecture of human 

disease. Nat Rev Genet. 9:911-922. 

Reppert SM, Weaver DR. (2001). Molecular analysis of mammalian circadian rhythms. 

Annu Rev Physiol. 63:647-676. 

Rudic RD, McNamara P, Curtis AM, Boston RC, Panda S, Hogenesch JB, Fitzgerald 

GA. (2004). BMAL1 and CLOCK, two essential components of the circadian 

clock, are involved in glucose homeostasis. PLoS Biol. 2:e377. 

Sayon-Orea C, Bes-Rastrollo M, Basterra-Gortari FJ, Beunza JJ, Guallar-Castillon P, de 

la Fuente-Arrillaga C, Martinez-Gonzalez MA. (2011). Consumption of fried 



14�
�

foods and weight gain in a Mediterranean cohort: The SUN project. Nutr Metab 

Cardiovasc Dis. 

Scott EM, Carter AM, Grant PJ. (2008). Association between polymorphisms in the 

Clock gene, obesity and the metabolic syndrome in man. Int J Obes (Lond). 

32:658-662. 

Smith PG, Day NE. (1984). The design of case-control studies: the influence of 

confounding and interaction effects. Int J Epidemiol. 13:356-365. 

Tortorella A, Monteleone P, Martiadis V, Perris F, Maj M. (2007). The 3111T/C 

polymorphism of the CLOCK gene confers a predisposition to a lifetime lower 

body weight in patients with anorexia nervosa and bulimia nervosa: a 

preliminary study. Am J Med Genet B Neuropsychiatr Genet. 144B:992-995. 

Wolff G, Esser KA. (2012). Scheduled Exercise Phase Shifts the Circadian Clock in 

Skeletal Muscle. Med Sci Sports Exerc. 

Yamamoto H, Nagai K, Nakagawa H. (1987). Role of SCN in daily rhythms of plasma 

glucose, FFA, insulin and glucagon. Chronobiol Int. 4:483-491. 

Yamanaka Y, Honma S, Honma K. (2008). Scheduled exposures to a novel 

environment with a running-wheel differentially accelerate re-entrainment of 

mice peripheral clocks to new light-dark cycles. Genes Cells. 13:497-507. 

 
 
 

TABLES 

TABLE 1. Prevalence of the 3111T/C polymorphism of CLOCK gene in an elderly SUN population according to BMI 
 WHOLE POPULATION WOMEN MEN 

 Normoweight Overweight/ 
Obesity p Normoweigh Overweigh/ 

Obesity p Normoweigh Overweigh/ 
Obesity p 

Allele T 516 (69.5%) 789 (72.7%)  209 (67.0%) 133 (73.9%)  307 (71.4%) 640 (72.4%)  
Allele C 226 (30.5%) 297 (27.3%)  103 (33.0%) 47 (26.1%)  123 (28.6%) 255 (27.6%)  

TT 181 (48.8%) 278 (52.2%)  70 (44.9%) 51 (56.7%)  111 (51.6%) 227 (51.4%)  
CT 154 (41.5%) 217 (40.8%)  69 (44.2%) 31 (34.4%)  85 (39.5%) 186 (42.1%)  
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CC 36 (9.7%) 37 (7.0%) 0.274 17 (10.9%) 8 (8.9%) 0.203 19 (8.9%) 29 (6.5%) 0.534 
TT 181 (48.8%) 278 (52.3%)  70 (44.9%) 51 (56.7%)  111 (51.6%) 227 (51.4%)  
TC/CC 190 (51.2%) 254 (47.7%) 0.305 86 (55.1%) 39 (43.3%) 0.075 104 (48.4%) 215 (48.6%) 0.948 

Chi-square test  
 
 
 
 
 
 
 
 
TABLE 2. Characteristics of an elderly SUN Population according to 
3111T/C polymorphism of CLOCK gene 

 TT 
(n = 459) 

TC + CC 
(n = 444) p 

Male (%) 74 72 0.546
Age (years) 69 ± 6 69± 6 0.916
Weigh (kg) 74.2 ± 12.0 73.1± 11.6 0.153
BMI (kg/m2) 26.1 ± 3.3 25.7± 3.0 0.062
Total energy intake (kcal/day) 2256 ± 660 2232 ± 637 0.581

Carbohydrates (kcal/day) 1014 ± 398 981 ± 357 0.180
Proteins (kcal/day) 410 ± 114 408 ± 113 0.811
Lipids (kcal/day) 762 ± 264 777 ± 275 0.414

Physical activity (METs h/week) 24.1 ± 21.3 23.7 ± 20.4 0.770
Sleep time (hours/day)  7.7 ± 1.0 7.5 ± 1.0 0.115
Data are shown as mean±SD. n for sleep time is 402 for TT genotype and 394 
for TC+CC genotype. Chi-square test for male % and t-student test for the 
others  

 

 
 
 
 
 
 
 
 
TABLE 3. Characteristics according to sex of an elderly SUN population according to rs1801260 
polymorphism of the CLOCK gene 
 WOMEN  MEN  

 TT 
(n = 121) 

TC + CC 
(n = 125)  

TT 
(n =338) 

TC + CC 
(n =319) 

 

Age (years) 67 ± 5 67 ± 5 0.908 70 ± 6 70 ± 6 0.950 
Weight (kg) 63.5 ± 9.9 61.6 ± 8.8 0.112 78.1 ± 10.3  77.6 ± 9.1 0.552 
BMI (kg/m2) 24.97 ± 3.75 24.10 ± 3.45 0.059 26.5 ± 3.0 26.3 ± 2.6 0.444 
Total energy intake (kcal/day) 2194 ± 625 2276 ± 644 0.313 2279 ± 671.7 2216 ± 634  0.216 

Carbohydrates (kcal/day) 986 ± 370 1023 ±348 0.411 1024 ± 408 963 ± 359 0.042 
Proteins (kcal/day) 415 ± 118 417 ± 116 0.868 408 ± 113 405 ± 112 0.678 
Lipids (kcal/day) 763 ± 276 810 ± 315 0.211 762 ± 259 764 ± 258 0.928 



16�
�

Physical activity (METs h/week) 19.7 ± 14.1 20.3 ± 17.8 0.743 25.7 ± 23.1 25.1 ± 21.2 0.696 
Sleep time (h/day) 7.7 ± 1.1 7.5 ± 1.1 0.114 7.6 ± 1.0 7.5 ± 1.0 0.388 

Data are shown as mean±SD. T-student test. 

 

TABLE 4: Odds Ratios (OR) for overweight/obesity risk and linear regression coefficients (B) for the 
association between the rs1801260 of CLOCK and BMI gene in elderly participants of the SUN project  

   OR (95% CI)        p value 
p for 

interaction* B (95% CI)†  p value 
p for 

interaction ‡ 
WHOLE POPULATION     
   WOMEN   <  0.001   0.139 
TT  1 (ref.)   0 (ref.)    
TC/CC  0.61 (0.36-1.04) 0.069  -0.89 (-1.80-0.02)  0.056  
   MEN       
TT  1 (ref.)   0 (ref.)    
TC/CC  1.00 (0.72-1.39) 0.996  -0.19 (-0.62-0.24)  0.387  
PHYSICAL ACTIVITY PRACTICE (METs-h/week)    
   WOMEN    
      Low (<  16.8 METs-h/week)    
TT  1 (ref.)   0 (ref.)    
TC/CC  0.97 (0.47-2.06) 0.970 0.015 -0.43 (-1.80-0.95)  0.542   0.137 
      High (>16.8 METs-h/week)    
TT  1 (ref.)   0 (ref.)    
TC/CC   0.36 (0.17-0.79) 0.011  -1.36 (-2.57-(-0.15))  0.028  
   MEN    
      Low (< 20.6METs-h/week)    
TT  1 (ref.)   0 (ref.)    
TC/CC  0.77 (0.48-1.25) 0.291 0.957 -0.33 (-0.95-0.30)  0.303       0.887 
      High (> 20.6METs-h/week)    
TT  1 (ref.)   0 (ref.)    
TC/CC   1.26 (0.80-1.99) 0.312  0.063 (-0.66-0.53)  0.834  

Adjusted for gender, age, physical activity and total energy intake. 
* p value for Likelihood Ratio Test for obesity risk. † Adjusted differences in average BMI (kg/m2) 
between genotypes. ‡ p value for interaction for BMI (as continuous variable) 
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FIGURE 1: Differences on BMI adjusted by gender, age, physical activity and total energy intake according to 
the 3111T/C SNP of CLOCK gene. a) Differences in BMI in women and men separately. b) Differences on BMI 
in women according to physical activity level (lower or higher than the median).  
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