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Niemann-Pick disease type C (NP-C) is a neurovisceral lysosomal cholesterol trafficking and lipid storagedisorder
caused by mutations in one of the two genes, NPC1 or NPC2. Diagnosis has often been a difficult task, due to the
wide range in age of onset of NP-C and clinical presentation of the disease, combined with the complexity of the
cell biology (filipin) laboratory testing, even in combination with genetic testing. This has led to substantial de-
lays in diagnosis, largely depending on the access to specialist centres and the level of knowledge about NP-C
of the physician in the area. In recent years, advances in mass spectrometry has allowed identification of several
sensitive plasma biomarkers elevated in NP-C (e.g. cholestane-3β,5α,6β-triol, lysosphingomyelin isoforms and
bile acid metabolites), which, together with the concomitant progress in molecular genetic technology, have
greatly impacted the strategy of laboratory testing. Specificity of the biomarkers is currently under investigation
and other pathologies are being found to also result in elevations. Molecular genetic testing also has its limita-
tions, notably with unidentified mutations and the classification of new variants. This review is intended to in-
crease awareness on the currently available approaches to laboratory diagnosis of NP-C, to provide an up to
date, comprehensive and critical evaluation of the various techniques (cell biology, biochemical biomarkers
and molecular genetics), and to briefly discuss ongoing/future developments. The use of current tests in proper
combination enables a rapid and correct diagnosis in a large majority of cases. However, even with recent prog-
ress, definitive diagnosis remains challenging in some patients, for whom combined genetic/biochemical/cyto-
chemical markers do not provide a clear answer. Expertise and reference laboratories thus remain essential,
and further work is still required to fulfill unmet needs.

© 2016 The Authors. Published by Elsevier Inc. This is an open access article under the CC BY-NC-ND license
(http://creativecommons.org/licenses/by-nc-nd/4.0/).
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1. Introduction

Niemann-Pick disease type C (NP-C; NP-C1 OMIM #257220, NP-C2
#607625) is a rare, autosomal recessive neurovisceral, lysosomal choles-
terol trafficking and lipid storage disorder, caused by mutations in one of
the two genes, NPC1 or NPC2. It is characterised by accumulation of a
broad range of lipids, including unesterified cholesterol and various
sphingolipids, in the lysosomes and late endosomes [1–8]. The accumula-
tion of lipids in NP-C is likely to be the crucial event in disease pathogen-
esis, but our understanding of the mechanisms leading to lipid storage,
and those causing neurodegeneration, remains incomplete [7–9].

NP-C has a variable age of onset, and a range of non-specific visceral,
neurological and psychiatric clinical features that can arise at different
stages of disease, and progress at different rates [4,10]. Birth incidences
calculated from patients diagnosed with NP-C were reported as 0.83/
0.96 and 0.93:100,000 in two studies [4,11], although this has to be an
underestimate, with many patients going undetected [12]. A recent
analysis of massively parallel exome sequencing data sets has predicted
an incidence, at conception, of 1.12:100,000 for common forms of NP-
C—close to the incidence of observed cases—but suggested a higher in-
cidence of unrecognised mild, late-onset forms of the disease [13].

There are a number of factors that delay the initial suspicion, andhence
the final diagnosis of NP-C. The initial clinical presentation is non-specific
which, combined with limited awareness of NP-C in general clinical prac-
tice, makes detection and clinical diagnosis difficult. Despite increased un-
derstanding of the genetics and biochemistry of NP-C, laboratory testing
has remained complex, restricted to a few specialist centres, and associat-
edwith substantial costs. Although national and regional specialist centres
do exist, diagnostic testing is still limited by disease awareness, test
availability and cost in some parts of the world, often leading to a major
delay between onset of symptoms, diagnosis, and treatment initiation.

Recommendations for diagnosis andmanagement of NP-C have been
published previously [10,14]. InMay 2013, a panel of experts gathered in
Zurich, Switzerland, to discuss the latest advances in understandingof the
genetics of NP-C. It was agreed that there was a need for a critical review
of the current approaches in the laboratory diagnosis of NP-C, including
emerging screening tests. Amuchbetter understanding of the advantages
and limitations of the latter tests has now been achieved, making such a
survey timely. This review is not intended to provide recommendations
or algorithms for order of testing, but it will briefly discuss the unmet
needs and expectations for the future of NP-C diagnostics.

2. Clinical examination

Clinical history and examination are the initial steps undertaken be-
fore considering further diagnostic procedures [10,14]. A detailed
examination can, in some cases, help distinguish NP-C from other
neurometabolic disorders [14]. However, the clinical presentation of
NP-Cmay varywidely depending on the disease stage, and can even dif-
fer between individuals with similar genotypes, making accurate as-
sessment particularly difficult if based on clinically presenting features
alone. Therefore, similar to other inherited metabolic disorders, confir-
matory laboratory tests are always required [10].

Signs and symptoms of NP-C can be broadly grouped into three cat-
egories: visceral, neurological and psychiatric [10,12,15,16]. Patients
with NP-C typically present with some characteristic signs and symp-
toms from across these categories, which can be used to help identify
the disease. These include, but are not limited to, neonatal cholestatic
jaundice, splenomegaly, vertical supranuclear gaze palsy (VSGP),
gelastic cataplexy, ataxia, dysphagia, dystonia, cognitive impairment
and psychosis. SpecificNPC1 orNPC2mutations are associatedwith cer-
tain clinical subtypes of NP-C, particularly the age of onset of neurolog-
ical symptoms [4]. The heterogeneity of NP-C and presence of
symptoms that overlap with other diseases complicate the diagnostic
process, leading to a long delay between symptom presentation and ac-
curate diagnosis. Another working diagnosis is often not questioned
until additional manifestations occur. The combined presence of viscer-
al, neurological and/or psychiatric symptoms should lead to consider-
ation of NP-C in the differential diagnosis; however, atypical NP-C
patients are not infrequent. Examples include adult patients who have
purely psychiatric symptoms and patients of any age with only visceral
manifestations. In both instances theremay be no evidence of neurolog-
ical involvement at the time of diagnosis.

The clinical heterogeneity of initial presentation means that the pa-
tientsmayfirst be seen by generalist physicians or clinicians fromdiffer-
ent specialties [10,14]. The NP-C Suspicion Index (SI) screening tool
(www.NPC-SI.com) was developed to aid clinicians in early identifica-
tion of patients older than 4 years of age with suspicion of NP-C [15,
17]. The tool generates a risk prediction score based on the presence
of specific clinical manifestations and family history to identify patients
who should be referred for further investigation of NP-C.
3. Current laboratory diagnostic techniques

Laboratory-based tests are the mainstay of diagnostic procedures in
NP-C. Previously, such tests were initiated in case of a clear clinical sus-
picion of NP-C. Considering the often non specific/atypical features in
some patients andmethodological progress, there is (andwill be) an in-
creasing trend to includeNP-C inwider biochemical ormolecular genet-
ics diagnostic panels. Nevertheless, each of the current approaches has
limitations, as discussed below. Diagnostic testing should therefore be

http://www.NPC-SI.com
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conducted at, or in consultationwith, specialised centreswith extensive
experience [10].
3.1. Cell biology – studying intracellular trafficking of LDL-derived
cholesterol

NP-C is characterised by a unique disruption in intracellular trans-
port of endocytosed cholesterol. Both the NPC2 and NPC1 proteins are
necessary for egress of endocytosed cholesterol from late endosomes
(LE)/lysosomes (L) (reviewed in [7,8]). Consequently, when either pro-
tein is dysfunctional, loading cells with low density lipoprotein (LDL)
will lead to cholesterol accumulation in the LE/L compartment, which
can be visualised after filipin staining [18]; this is the principle of the
filipin test. Cholesterol sequestration secondarily retards all LDL-in-
duced homeostatic responses [19], more specifically cholesteryl ester
formation by acyl-CoA:cholesterol acyltransferase (ACAT) [1], which
can be measured with the so called ‘cholesterol esterification test’.

An overview of the advantages and limitations of the cell biological
tests is shown in Table 1.
Table 1
Cell biology diagnostic techniques in NP-C: an overview of advantages and limitations.

Technique Advantages Limitations

Filipin staining of cultured
skin fibroblasts

(cytochemistry after
cholesterol depletion and
in vivo challenge with
LDL; fluorescence
microscopy evaluation;
semi-quantitative)

• N80% of NP-C cases
display a typical (‘clas-
sical’ or ‘intermediate’)
staining profile

• Similar results in
NP-C1 and NP-C2

• Typical staining profile is
unambiguous and easy
to interpret—with clini-
cal findings it supports
confident diagnosis

• Longest experience in a
broad clinical
setting—well-defined
limitations

• Invasive skin biopsy
and cell culture

• Turnaround time (5
weeks for culture, 2

weeks for testing); cost
• Technical requisites:
specific biological re-
agents; positive and
negative reference cells
in each assay; adequate
microscopic conditions

• Rigorous conditions and
expertise in interpreta-
tion are critical for the
following reasons:

− ‘Variant’ staining pro-
file (~15% of NP-C
cases) with fewer and
varied number of
positive cells can be
difficult to interpret

− NP-C heterozygotes
and other diseases
(e.g. NP-A/B) may
produce mildly posi-
tive results, difficult
to distinguish from
‘variant’

• Final interpretation of
‘variant’ or ‘inconclu-
sive’ profiles requires
complementary testing
(NPC1/NPC2 sequencing
or other)

Cholesterol esterification
test

(early LDL-induced
cholesteryl ester
formation, measured after
cholesterol depletion and
in vivo challenge with
LDL; extract, separate and
quantify radioactive
product)

• Was very useful as sec-
ond test prior to iden-
tification of NPC1/NPC2
mutations

• Clear-cut results in
typical NP-C cases

• Differentiates NP-C
from NP-A/B and some
other diseases

• Skin biopsy and cell
culture

• Turnaround time; very
labour intensive; high
cost

• Specific biological re-
agents; use of a 3H radio-
active precursor

• Large inter-assay varia-
tions

• Less sensitive than the
filipin staining test (‘vari-
ant’ often missed)

LDL: low-density lipoprotein; NP-A, -B, -C: Niemann-Pick disease types A, B, C.
3.1.1. Filipin test
Developed 30 years ago, the filipin test has been extensively used,

and until recently was considered as the gold standard assay for NP-C
diagnosis [1,4,14,20]. Filipin is a fluorescent polyene antibiotic, which
specifically binds to cholesterol but not to esterified sterols. It cannot
be used in living cells because it perturbs the cell bilayer [21], and stain-
ing must therefore be done on fixed cells/tissue sections. In the original
protocol, sparsely seeded skin fibroblasts, cultivated on slide chambers,
were fed for several days with medium supplemented with 10% lipo-
protein-deficient serum (LPDS) to maximise LDL-receptors, then incu-
bated for 24 h in medium enriched with 100 μg/mL LDL. Cells were
then fixed in 10% buffered formalin, before filipin staining and fluores-
cence microscopy examination [18]. Although minor modifications
can be performed, extensive experience has shown that, globally, this
relatively complex set-up is optimal.

Early studies showed that in fibroblast cultures from normal
subjects, fewer than 10% of cells stain positive, while in those from
typical NP-C patients, nearly all cells display multiple strongly fluo-
rescent perinuclear vesicles [18]. Studies in large series of patients
[20,22–25] indicate that this typical pattern is observed in 80–85%
of cases with NP-C, even when cells are challenged with a lower con-
centration of LDL. Subdivision of the typical staining pattern into
‘classical’ and ‘intermediate’ profiles has been proposed to reflect a
variation in the percentage of positive cells (80 to 100% of cells)
and their level of fluorescence, resulting in a small gradient for filipin
positivity that also correlates with LDL-induced cholesteryl ester for-
mation levels [20,23]. In both typical sub-profiles, interpretation of
the test is always very easy and unambiguous. Only one condition,
mucolipidosis II/III (I-cell disease) is known to mimic a typical/clas-
sical NP-C filipin profile [20], and it has been shown that the NPC2
protein is non-functional in I-cell fibroblasts [26,27]. However, in
clinical practice, this is not a problem considering the widely differ-
ent presentations of the diseases.

In the remaining 15–20% of NP-C cases, the block in cellular choles-
terol trafficking is significantly less severe (although to a variable de-
gree), and can only be demonstrated if cells are challenged with high
concentrations of pure LDL. Stringent conditions are required to observe
a significant number of fluorescent perinuclear vesicles (seen in 50–80%
of cells only). This pattern has been described as the ‘variant’ profile [20,
23]. Confirming a diagnosis of NP-C solely from the filipin test can be
particularly difficult in a proportion of cases with a ‘variant’ profile be-
cause, as discussed below, an NP-C heterozygous status [18] as well as
a number of pathological conditions can also result in mild alterations
in the filipin test. In case of a ‘variant’ pattern, complementary sequenc-
ing of the NPC1 and NPC2 genes is recommended before making a con-
clusive diagnosis [10,23].

A number of studies have shown that a ‘variant’ profile can be relat-
ed to specific NPC1 mutations, and that it can prevail even when these
mutations are present in a compound heterozygous status [28–30]. No-
tably, p.P1007A, one of the two most common NPC1 mutations, is al-
most invariably associated to a “variant” profile [22,28,29]. Compared
with the UK and USA, Spain or France [22,24,25,31], this mutation has
been described with a more than double frequency (10% of mutant al-
leles) in patient cohorts from Germany [32] and Czech Republic [11].
A higher proportion of “variant” patients is thus expected in these and
possibly some other countries. Case studies have also indicated that
the ‘variant’ profile is more common in the adult neurological onset
form than in juvenile or late-infantile forms of the disease [23,33],
while patients with early-infantile neurological onset show a classical
pattern. Since cells from many late-onset patients also show a typical
profile, no strict correlation can be made between the cholesterol traf-
ficking abnormality and the severity of neurological involvement [20,
22,23,30,33–35]. In practice, the higher prevalence of the ‘variant’ filipin
profile in late-onset neurological forms of the disease adds to the diffi-
culty of diagnosing adults with NP-C, often less typical in their clinical
presentation.



247M.T. Vanier et al. / Molecular Genetics and Metabolism 118 (2016) 244–254
Some conditions have been described to result in a mildly positive
filipin test, incurring the risk of a false positive NP-C diagnosis. Among
them, acid sphingomyelinase deficiencies (ASMDs; Niemann-Pick dis-
ease typeA and type B [NP-A/-B])—one of the commondifferential diag-
noses of NP-C—constitute a significant pitfall [23]. Sphingomyelin
storage is likely to affect cholesterol transfer by the NPC2 protein [7],
and indeed, secondary cholesterol storage occurs inmost ASMD tissues.
For acid lipase deficiencies (Wolman disease and cholesteryl ester stor-
age disease) conflicting results have been reported by different labora-
tories. Abnormal filipin patterns have further been documented in
MEGDEL syndrome [36] and in diseases likely to secondarily affect lyso-
somal cholesterol egress, such as Smith-Lemli-Opitz syndrome [37], and
Tangier disease [38]. Following the implication of Nogo-B receptor in-
volvement in NPC2 protein stability [39], abnormal filipin staining re-
sults were also described in a rare congenital disorder of glycosylation
due to Nogo-B receptor mutations [40]. Finally, although no suchmuta-
tions have been described in humans,mouse cells deficient inmannose-
6-phosphate receptors MPR46 andMPR300, showed altered filipin pro-
files (38% and 20% of positive cells, respectively) [26]. Implication of
other cholesterol-sensor or transporter proteins closely related to
NPC1, such as members of the oxysterol-binding protein-related pro-
tein family [41–43] are further candidates for false positive results in
filipin testing.

More clinically relevant, although not systematically reviewed, a
number of lysosomal storage disorders (LSDs) could potentially result
in mildly abnormal filipin patterns. Indeed, elevated free cholesterol
has been found in LSD cells. This mechanism was advocated as the
cause of altered trafficking of the fluorescent sphingolipid analogue,
BODIPY-lactosylceramide [44], a feature shared bymany LSDs including
NP-C [45]. Interestingly, BODIPY-lactosylceramide trafficking was not
found to be abnormal in ‘variant’ NP-C cells, unless cells were first chal-
lenged with high LDL concentrations, as required to optimise the filipin
test [22].

Finally, extensive studies have been performed in parents of affected
children with a ‘classical’ filipin profile. Fibroblasts from heterozygous
subjects frequently display slightly abnormal filipin profiles, sometimes
similar to those of patients with a ‘variant’ profile [46]. This should be
kept inmind, and such an observationmay lead to a dilemmawhenever
only one mutant NPC1 or NPC2 allele is identified in a potential NP-C
patient—is the individual a ‘variant’ patient with one unidentified allele
or an NP-C heterozygote with another disease?

A major drawback of the filipin test is that it requires living fibro-
blasts cultured from a skin biopsy. This incurs invasive sampling, the
need for a cell culture facility and a long (5–7 weeks) turnaround
time. Attempts to use cultured lymphocytes [47] proved unsuccessful
in clinical practice. Similarly, the work in a publication proposing the
use of blood smears [48] has not been replicated. Other limitations in-
clude the requirement for costly LPDS and LDL reagents, the need to in-
clude positive and negative control cells in all experiments and,
considering the pitfalls outlined above, the necessary experience in in-
terpretation to ensure accurate results [23]. This restricts testing to a
small number of expert centres. Results from ‘variant’ or inconclusive
tests must be evaluated in light of the clinical presentation, and
complemented by sequencing of the NPC1 and NPC2 genes [10,23].
When nomutations are detected, clinical data and additional NP-C bio-
chemical testsmust be reviewed, other diagnoses considered and, even-
tually, filipin tests repeated in another laboratory. Notwithstanding, the
filipin test remains a valid tool for the laboratory diagnosis of NP-C and
constitutes so far the best functional test to study the pathogenicity of
novel mutations.

3.1.2. Cholesterol esterification test
The cholesterol esterification test measures the early rate of

cholesteryl ester formation elicited by LDL loading of cholesterol-de-
pleted cells [20], and evaluates the re-esterification by ACAT of choles-
terol generated from LDL endocytosis after its egress from the LE/L
compartment. This crucial homeostatic reaction is particularly impaired
in NP-C cells [19]. Discovery of this defect constituted the initial break-
through in the concept of NP-C as a cellular cholesterol dysregulation
disease [1].

The test requires two sets of cells initially maintained for several
days in a LPDS-supplemented medium, and then fed [3H]oleic acid, ei-
ther in LPDS or in LPDS/LDL medium, for 4–6 h. Cells are harvested,
lipids extracted and separated, radioactivity of cholesteryl oleate quan-
tified and reported to cell protein, and the difference between the two
media conditions calculated. In cells with a ‘classical’ filipin profile, the
early rate of LDL-induced cholesteryl ester formation is essentially nil,
while cells with an ‘intermediate’ filipin profile show a moderate defi-
ciency. In ‘variant’ cells, cholesteryl oleate formation is often in the
low normal range. In NP-C heterozygotes, cholesteryl oleate formation
appears normal or mildly deficient [20].

Like thefilipin test, the cholesterol esterification test requires a living
cell culture, but the assay is more complex, more labour intensive, and
costly. Controlled conditions for all cell culture steps are essential, ne-
cessitating mandatory positive and negative controls. Even so, large
inter-assay variations still occur. The radioactive precursor is a further
limitation. Since the test has proved less sensitive than filipin staining,
very few laboratories still perform it as part of the NP-C diagnostic pro-
cess. While very useful as a complementary test before genotyping was
possible, its current use is now essentially limited to research settings.

3.2. Biochemical biomarkers

To allowwider screening for NP-C, there was a clear need for conve-
nient blood-based, cost-effective, and if possible specific, biomarkers.
The study of chitotriosidase activity was for a long time the only ap-
proach. In recent years, assays for several new, more sensitive and spe-
cific metabolites have been developed. These have shown promise for
NP-C and are used with increasing frequency in clinical practice as the
primary screening test. An overview of these techniques, and their
projected advantages and limitations, is provided in Table 2.

3.2.1. Chitotriosidase activity
Measurement of plasma chitotriosidase activity, available in many

laboratories, has shown its usefulness as a biomarker of Gaucher dis-
ease. Demonstration of mild to moderate elevation is also widely used
as a general and potential indicator of lysosomal storage diseases, in-
cluding NP-A, -B and -C [49]. But normal chitotriosidase activity may
occur in patients with NP-C,most notably in late-onset forms of the dis-
ease. Furthermore, elevated chitotriosidase activity has been noted in
other conditions, including more common disorders such as stroke
and type 2 diabetes mellitus [50–55]. Finally, partial or total deficiency
in chitotriosidase activity due to a 24 bp duplication in the
chitotriosidase gene is relatively frequent [56]. As such, the assay lacks
specificity and sensitivity for NP-C.

3.2.2. Oxysterol analysis
Besides the characteristic lysosomal accumulation of unesterified

cholesterol, oxidative stress leading to increased production of reactive
oxygen species has been demonstrated in cultured fibroblasts from pa-
tients with NP-C [57,58], NPC1 ablated neuronal cell lines [58] and
Npc1−/− mice [59].

Oxidative stress situations are known to lead to the non-enzymatic
formation of cholesterol auto-oxidation products. Early work docu-
mented elevation of several oxysterols in tissues of Npc1−/− mice [60].
Reappraisal studies showed that two metabolites, cholestane-
3β,5α,6β-triol (C-triol) and 7-ketocholesterol (7-KC),were of particular
interest. These metabolites were found elevated in the blood plasma of
Npc1−/− mice [59] and patients with NP-C, while a modest elevation
was seen in NPC1 heterozygotes [61,62]. Plasma oxysterol-based tests
were then proposed for rapid diagnosis of NP-C using gas chromatogra-
phy–mass spectrometry (GC/MS) [61], or liquid chromatography-



Table 2
Plasma and urinary diagnostic biomarkers in NP-C: an overview of advantages and
limitations.

Technique Advantages Limitations

Plasma oxysterol
testing

(LC-MS/MS or
GC–MS;
quantitative)

• Elevated in the majority
of patients with NP-C
(NP-C1 and NP-C2)

• Minimally-invasive –
small volume of frozen
EDTA plasma or serum

• Rapid analysis – results
often available within 1
week

• Able to identify the majori-
ty of adult patients

• Suitable for analysis of a
large number of samples

• Cost savings versus filipin
testing

• Unspecific – 7-KC and C-triol
are elevated in other diseases.
Even the more specific C-triol
does not distinguish NP-C
from NP-A/B, acid lipase
deficiency and some other
conditions (including CTX
and some causes of neonatal
cholestasis)

• Possibility of false positive
results due to incorrect han-
dling or storage of samples

• Limited knowledge of range
values in heterozygotes

• Not applicable to dry blood
spots

Plasma
lysosphingolipids

(LC-MS/MS;
quantitative)

• Minimally-invasive –
small volume of blood

• Potential for fewer pre--
analytical problems ver-
sus oxysterol testing

• Concomitant study of
lyso-SM-509 and SPC dif-
ferentiates NP-C

• High throughput
• Multiplex assay can identi-
fy other LSDs –meet
demands; faster
turnaround time

• Cost savings versus filipin
testing

• Lyso-SM-509 does not
clearly distinguish NP-C
from NP-A/-B

• SPC alone does not have
sufficient sensitivity as an
NP-C biomarker

• Experience in clinical labo-
ratory setting is still limited

Bile acid
metabolites

plasma; dried
blood spots; urine
(LC-MS/MS;
quantitative)

• Non- or minimally-
invasive

• Current data indicate good
discriminatory power

• Cost savings versus filipin
testing

• Also elevated in NP-A/B
• Possibly other diseases?
• Experience in clinical labo-
ratory setting still lacking

C-triol: cholestane-3β,5α,6β-triol; CTX: cerebrotendinous xanthomatosis; GC: gas chro-
matography; 7-KC: 7-ketocholesterol; LC: liquid chromatography; LSDs: lysosomal stor-
age disorders; Lyso-SM-509: lysosphingomyelin-509; MS: mass spectrometry; NP-A, -B,
-C: Niemann-Pick disease types A, B, C; SPC: sphingosylphosphorylcholine
(lysosphingomyelin).
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tandemmass spectrometry (LC-MS/MS) using an atmospheric pressure
chemical ionization source (LC-APCI-MS/MS) [62]. Several modified
electro spray ionization LC-ESI-MS/MS methods [63–65], LC-APCI-MS/
MS [66] and GC/MS methods [67,68] have since been developed and
validated.

All reports have demonstrated elevated oxysterols in patients with
NPC1 [61–63,66,68–72] or NPC2 mutations [63,68,73]. Individual data
were also reported in two NP-C patient surveys [32,74]. Borderline or
no distinct elevation has, however, been reported in some patients
[32,62,68,75]. A very strong correlation is seen between C-triol and 7-
KC, while a relatively weak correlation with disease severity and age
of onset has been reported [61,65]. Oxysterol levels, however, do not
necessarily correlate with a patient's filipin staining profile: elevated
oxysterol levels have been described in well-characterised patients
with ‘variant’ filipin profiles [32], but the opposite has also been ob-
served (P. Latour and C. Pagan, unpublished data).

C-triol appears to have greater discriminatory power than 7-KC for
patients with NP-C versus normal subjects, as evidenced by receiver op-
erating characteristic area under the curve analysis [61–63,65,68]. Glob-
ally, the high sensitivity of C-triol and 7-KC in detecting patients with
NP-C has been largely confirmed.

On the other hand, an early conclusion of an exclusive specificity of
these biomarkers for NP-Cwas premature, as too few disorders were in-
cluded in the initial study [61]. Both C-triol and 7-KC have now been
shown to be elevated in NP-A and NP-B [64,66,68,72,75,76], lysosomal
acid lipase deficiencies [65,68,72,75,77], and cerebrotendinous
xanthomatosis [65,78]. An isolated elevation of 7-KC has further been
reported in Smith-Lemli-Opitz syndrome [65,77,78] and in a number
of patients with peroxisomal disorders [65]. Normal results have been
observed in several other lysosomal storage diseases, including Gaucher
disease [61,76,77], in patients with various liver and neurologic involve-
ment, as well as in familial hypercholesterolemia [65]. But elevated
oxysterol results should be interpreted with caution in cholestatic neo-
nates, in view of a recent publication [79].

Finally, small but significant elevations in C-triol and 7-KC have been
reported in 25% and 36% of NPC1 mutation carriers, respectively [62], a
finding confirmed in another study [66]. A potential discrimination
problem could thus arise in subjects suspected to suffer from NP-C
and showing borderline C-triol elevation, a ‘variant’ filipin profile, and
only one mutated NPC1 or NPC2 pathogenic allele.

Oxysterol testing for NP-C (and NP-A/-B) is currently offered in a
limited, but growing number of laboratories. As a primary screening
test for NP-C it has many advantages for both patients and clinicians.
The test requires frozen EDTA plasma or serum—less invasive than a
skin biopsy—and plasma oxysterol levels can be quickly analysed. The
more specific C-triol should be preferred. The running cost of the
oxysterol assay is much less than traditional tests, and the procedure
can be adapted to high-throughput testing. But it also has its limitations.
The assay requires rigor in pre-analytical handling [80], and falsely ele-
vated results (particularly for 7-KC) can occur due to haemolysis or in-
adequate sample storage and transport. Access to sensitive GC/MS or
LC-MS/MS machines is another potential limitation.

The utility of the C-triol measurement has recently been demon-
strated through the identification of 72 new patients with NP-C1 or
NP-C2 over the course of 3 years [68]. Provided other causes of elevation
are kept in mind, due to its non-invasive nature, low cost, short turn-
around time and good sensitivity, oxysterol testing constitutes a highly
useful primary test when there is suspicion of NP-C.
3.2.3. Lysosphingolipids
Lysosphingolipids are sphingolipids lacking their N-acyl group, and

the lyso-counterpart of the primary stored compound has been found to
be elevated in tissues of a number of sphingolipidoses. Lysosphingolipids
are thought to be ‘toxicmetabolites’ that contribute to disease pathophys-
iology [81,82]. Plasma globotriaosylsphingosine and glucosylsphingosine
have been found to be excellent plasma biomarkers in Fabry disease
[83] and Gaucher disease [84], respectively, with levels in these patients
more than 10-fold above normal. Measurement of increases in
galactosylsphingosine and sphingosylphosphorylcholine (SPC;
lysosphingomyelin) in dried blood spots have also been proposed for
screening of Krabbe disease and NP-B [85,86]. Currently, the measure-
ment of lysosphingolipids is performed using LC-MS/MS.

NP-C is characterised by tissue-specific accumulation of several
lipids, including cholesterol, sphingomyelin, multiple
glycosphingolipids and free sphingoid bases (reviewed in [7]. Although
the mechanism for sphingolipid storage is complex and different from
that seen in primary sphingolipidoses [87], the observed tissue lipid
profile accumulation led to the hypothesis that plasma
lysosphingolipids might also be biomarkers for NP-C [74,88].

An initial prospective study indicated that SPC could be elevated in
plasma in patients with NP-C [74]. A retrospective study from the
same team, applying a validated method to 70 control subjects and 22
treatment-naïve patients with NP-C, found a 2.8-fold median elevation
of SPC in the NP-C group, with only minor overlap with control values
[88]. The SPC increase in patients with NP-C was also found to be inde-
pendent of age [88]. Other laboratories have since implemented mea-
surement of plasma SPC and presented preliminary findings [89,90].
SPC was found to be elevated more than 10-fold in NP-A and NP-B,
while the increase in NP-C wasmodest, with variable overlap with con-
trols [91,92].
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Finally, another group recently reported on an ill-defined SPC deriv-
ative (MW 508), currently referred to as lysosphingomyelin-509 (lyso-
SM-509). This particular isoform showed a very large increase in pa-
tients with NP-C, with even higher levels in NP-A and NP-B [93], and
preliminary data from two additional laboratories confirmed these find-
ings [89,90]. Due to the absence of an authentic standard for lyso-SM-
509, calculated concentrations probably deviate from the true concen-
tration; however, relative quantitation of lyso-SM-509 clearly offers a
powerful tool for differentiating patients with NP-C and NP-A/-B from
control subjects. As there is some overlap between lyso-SM-509 levels
observed in NP-C and NP-A/-B, co-measurement of the classical SPC iso-
form may allow clear differentiation of NP-A/-B from NP-C. Similar to
the oxysterol markers, in the coming years we will gain a better under-
standing ofwhich disorders outside of classical LSDsmay affect the level
of lysosphingolipids. Metabolic syndrome has been found to lead to el-
evated plasma SPC, although a differential diagnosis with NP-C is highly
unlikely given the differing symptomatology [94]. The recent observa-
tion that patients with action myoclonus-renal failure syndrome and
the related LIMP2−/− mousemodel have elevated glucosylsphingosine,
without concomitant increases in the equivalent sphingolipid, indicates
that sphingolipidosis is not an absolute requirement for elevatedplasma
lysosphingolipid [95,96].

Lysosphingolipid studies offer a number of advantages. Using LC-
MS/MS systems, high-throughput and multiplex testing is achievable,
and there is the potential for simultaneous screening for several
sphingolipidoses such as Gaucher disease, Fabry disease and some
neurolipidoses. This will offer benefits with respect to implementation,
costs and the frequency at which tests are run.

3.2.4. Bile acid metabolites
A unique C24 bile acid, 3β-sulfooxy-7β-N-acetylglucosaminyl-5-

cholen-24-oic acid (SNAG-Δ5-CA) and its glycine- and taurine-conju-
gates were identified in high concentrations in the urine of a patient
withNP-C [97]. Itwas subsequently hypothesised that the altereddistri-
bution of cholesterol in patients with NP-C may result in utilisation of
different bile acid synthesis pathways compared with healthy individ-
uals. Using an LC-MS/MS assay, concentrations of these urinary bile
acids were found to be elevated in 2 patients with NP-C compared
with healthy controls [98], suggesting urinary bile acids as potential bio-
markers of NP-C.

Active research has further been conducted in two independent lab-
oratories. Two bile acid metabolites elevated in NP-C, 3β-hydroxy-7β-
N-acetylglucosaminyl-5-cholenoic acid and N-(3β,5α,6β-trihydroxy-
cholan-24-oyl)glycine, have been identified, and assays for their mea-
surement using tandem mass spectrometry have been validated [99,
100]. The latter compound appears to provide better discrimination be-
tween NP-C patients and carriers than the corresponding cholestane-
triol; however, its origin implies that it does not discriminate NP-C
from acid sphingomyelinase deficiencies. More importantly, the assays
do not require derivatization, are less prone to artefacts than oxysterol
measurements, and are applicable to both plasma and dried blood
spots [99,100]. Currently available data thus appear very promising,
suggesting that bile acid biomarkers may replace oxysterols in the
near future.

3.2.5. Bis(monoacylglycero)phosphate
Bis(monoacylglycero)phosphate (BMP or LBPA) is an atypical phos-

pholipid, particularly enriched in the late endosomes, which plays a
major role in both cholesterol processing and sphingolipid degradation
in the LE/L (reviewed in [7]). A pathological increase in BMP in several
tissues has been described in NP-A, -B and -C and drug-induced
phospholipidoses (reviewed in [101]), and in plasma and fibroblasts
in various lysosomal disorders [102]. Non-clinical studies in urine
[103,104] and plasma [105] have also shown its potential in monitoring
drug-induced phospholipidosis. Recently, Liu and colleagues demon-
strated a 50-fold increase of di-22:6-BMP in the urine of patients with
NP-C [106]. Whether this will be of clinical utility in NP-C is still
unknown.

3.3. Genetic testing

NP-C is caused by autosomal recessive mutations in either the NPC1
(~95% of cases) or NPC2 genes (~5% of cases) [10]. About 380 distinct
NPC1 and 22 NPC2 mutations are already known and are recorded in
mutation databases [107–109], with only a few of them being common
or recurrent. Althoughmissense and nonsensemutations constitute the
vast majority of known NP-C mutations, small and large genomic dele-
tions, as well as deep intronic mutations, have also been described [25,
29,109,110].

Genetic analysis is necessary to confirm a diagnosis of NP-C follow-
ing abnormal results with disease biomarkers or inconclusive filipin
staining results [10,23], but identification of NPC1 or NPC2 mutations
should also optimally complement even clear-cut results from filipin
staining [10]. Although, until recently, it was predominantly used as a
confirmatory diagnostic method in NP-C, rather than as an initial diag-
nostic procedure, with the much better availability of newest sequenc-
ing methods, primary exon and junction sequencing of both the NPC1
andNPC2 genes is becoming increasingly common as part of the routine
diagnostic process, and has been recommended to be performed in all
patients [10,108].

The identification of two alleles with demonstrated disease-causing
mutations in NPC1 or NPC2 confirms the diagnosis of NP-C, with
supporting mutation analysis in at least one parent. Attention needs
however to be paid to the source of genotype–phenotype verification,
as some polymorphisms (e.g. p.P237S in NPC1 [111]) are known to be
erroneously registered in mutation databases as disease causing muta-
tions. As with other testing methods, routine genetic sequencing tech-
niques sometimes fail to identify mutations or may provide
inconclusive results [74]. Sanger sequencing of gDNA and cDNA is cur-
rently the most widely used technique for genetic analysis in NP-C
[108], allowing targeted sequencing, validation of diagnoses based on
other positive tests, and identification of hard-to-find mutations [25].
Next-generation sequencing (NGS) techniques are becoming increas-
ingly more cost-effective and accessible for genetic analysis in NP-C
[108], and can be highly valuable for screening in patients with specific
phenotypes.

Gene panels appear to be an appropriate NGS methodology for di-
rected diagnosis. These panels must be designed to include both the
NPC1 andNPC2 geneswith complete exons and exon-intron boundaries.
As genomic deletions and deep intronic mutations are not exceptional
in this disease [25], in complex cases more detailed molecular charac-
terisation is required, and the need for sequencing of promoters and
deeper intronic regions should be assessed [4,10]. Sequencing of only
exons and exon–intron boundaries does not allow the identification of
deep intronicmutations, mutations in regulatory regions, or large struc-
tural variants that may result in aberrant protein expression. Indeed,
mutations in NPC1 introns have been identified in patients with NP-C
andwere found to result in splicing defects [25,112,113]. Large structur-
al variants that encompass NPC1 and the flanking genes have also been
described [114], as have whole gene deletions [25]. cDNA sequencing is
helpful to detect intronic problems and for identification of splicemuta-
tions; several early NPC1 mutational studies utilised cDNA sequencing
[28,115,116], and in some instances revealed the effect of complex ge-
nomic mutations. Multiplex ligation-dependent probe amplification
(MLPA) and quantitative PCR can be used to detect genomic rearrange-
ments (exonic or whole gene deletions) [10,108,113,117], and assess-
ment of mRNA degradation (inhibition of nonsense-mediated mRNA
decay processes) has also been used to investigate mutations resulting
in aberrant splicing [10,25,118].

NGS methodologies can be used for gene panel sequencing, large-
scale genetic analysis, and whole exome and whole genome analyses,
and have recently been employed in NP-C screening and diagnosis. In
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one study [119], whole exome sequencing analysis of two siblings ini-
tially suspected of amyotrophic lateral sclerosis because of positive fa-
milial history with affected cousins (despite differing symptoms), led
to the identification, in both individuals, of a previously described [29]
homozygous NPC2 mutation, which affects the cholesterol binding site
of NPC2 [120,121]. The diagnosis of NP-C was confirmed after subse-
quent positive filipin staining results. In the original case [29], and an-
other adult-onset patient with the same genotype (P. Latour,
unpublished observations), NP-Cwas clinically suspected and diagnosis
was established using the filipin test prior to genotyping. This example,
besides supporting the power of exome sequencing, underscores the
importance of clinical awareness of NP-C. In another report, Herbst
and colleagues reported the use of multi gene panel sequencing for
inherited cholestatic disorders in childhood. They identified a novel
pathogenic mutation in NPC1 and confirmed a previously reported
NPC1mutation in the same patient [122,123]. Sanger sequencing analy-
sis was subsequently used to confirm compound heterozygous NPC1
mutations in the patient's mother and father [122]. Finally, gene panel
sequencing of 122 ataxia genes has also been used to identify NPC1
and NPC2mutations in individuals with unexplained early-onset ataxia
(EOA) [124]. These targeted analyses led to the identification of two pa-
tients with NP-C, and revealed an enrichment of NPC1mutations in pa-
tients with EOA [124].

The expandeduse of NGS as a powerfulmethod for routinediagnosis
of Mendelian disorders will lead to the identification of an increased
number of new variants, which may or may not be pathogenic and
which are a common interpretation problem [13,74,125]. Validation of
these mutations as pathogenic, rather than variants of no or unknown
clinical significance, is highly challenging [125]. This is particularly
true in NP-C considering the size and polymorphic nature of the NPC1
gene [13,126].

A diagnosismay sometimes be difficult to confirmwith genetic anal-
ysis alone, and it is not uncommon that alternative laboratories or use of
different primers may reveal previously unidentified mutations. Com-
plex alleles with more than one NPC1 mutation have been described,
in some patients only one mutated allele has been identified, and in a
very small number of patients with clinical symptoms and other labora-
tory results suggestive of NP-C, no mutation could be found [4]. To ex-
plain the latter situation, the possibility that mutations in genes other
than NPC1 and NPC2 could cause NP-C has been raised. While this can-
not be formally excluded, other reasons are more likely to explain this
discrepancy, including diseases mimicking NP-C and inadequacies of
genetic testingmethodologies. Parental studies are another essential as-
pect of molecular characterisation to ensure allele segregation and to
confirm an apparent homozygous status at the genomic level [10,117].
In case of ambiguous results in sequencing, the observation of normal
biomarkers and/or filipin test speaks against an NP-C diagnosis; on the
other hand, in combination with a slight elevation of biomarkers and/
or a variant filipin test, the data may also correspond to a heterozygous
state for NP-C.

Although Sanger sequencing still has a significant place in the diag-
nostic process of NP-C, its use is likely to diminish over time, owing to
the wider availability of NGS and its acceptance as a reliable technique.
Gene panel sequencing has a greater capacity and ability to sequence
samples simultaneously, compared with targeted gene sequencing,
and thus can provide potential cost savings in certain cases [108].
Whole exome andwhole genome sequencing techniques, while benefi-
cial for providing a wealth of data on genes of interest and capturing
mutations in genes other than NPC1 and NPC2, can be expensive and
may present significant challenges in interpretation due to the volume
of data produced. Benefits of these approaches include comprehensive
molecular analysis in uncertain cases and the increased capability to ex-
clude a diagnosis of NP-C. These techniques are not commonly used in
service laboratories or as diagnostic procedures and they should be lim-
ited to caseswith clear clinical and biochemical suspicion of the disease,
but no mutations identified using routine sequencing methods [108].
Beyond diagnosis, identification of NPC1 and/or NPC2 mutations
combined with descriptions of clinical phenotype, will improve our
knowledge of pathogenic mutations and our understanding of geno-
type–phenotype correlations. Mutational analysis is also the onlymeth-
od that supports reliable screening for heterozygous status in blood
relatives, and safe prenatal diagnosis in instances with at-risk parents
[4,10]. Together, this highlights the importance of conducting compre-
hensive genetic analyses in every patient.

4. Concluding remarks

This review is intended to increase awareness of the currently avail-
able approaches to laboratory diagnosis of NP-C, and to provide an up-
to-date, comprehensive and critical evaluation of the various methods.
Significant advances, anticipated to have a positive impact on NP-C di-
agnosis, have been achieved in recent years with the development of
sensitive tests for NP-C using plasma samples, and the huge progress
in molecular genetic techniques.

Plasma biomarkers, currently C-triol and the lysosphingomyelin iso-
forms (and likely very soon, bile acid metabolites) appear today as
rapid, cost-effective and efficient tests for first screening. They are rela-
tively easy to implement in laboratories specialised in inherited meta-
bolic diseases, since many of those are already using LC-MS/MS
techniques. Cross-validation with standard samples is important; of
note, C-triol measurement is already included in some international
quality control programmes (e.g. ERNDIM). Nevertheless, these
methods are not without limitations: 1) elevated levels occur in dis-
eases other than NP-C; 2) normal levels do not necessarily exclude a di-
agnosis of NP-C; and 3) insufficient data are available with respect to
these biomarkers in NP-C heterozygous individuals. A combination of
C-triol and lysosphingolipid measurements will likely decrease the pro-
portion of false negative diagnostic results; however, particularly for
lysosphingolipids, more experience within a clinical setting is still re-
quired to fully ascertain their potential. Newer tests recently validated
but currently still in development, such as bile acid derivatives, may
complement or possibly replace the current techniques. Nevertheless,
it should be kept in mind that these biochemical tests alone do not pro-
vide a definitive diagnosis.

Identifying two alleleswithNPC1 orNPC2 disease-causingmutations
will confirm a diagnosis of NP-C. Genomic DNA sequencing has become
easier, faster and cheaper. The increased use of targeted NGS (e.g. ataxia
genes) or exome sequencing, has already led to the diagnosis of new
cases. But, as discussed in this review, sequencing of exons and exon–in-
tron boundaries will not allow the identification of all mutations, and
complementary studies (e.g.MLPA, cDNA sequencing or more complex
techniques) may still be necessary. Further, parental studies are essen-
tial to avoid erroneous interpretation of data.

Amajor benefit of genotyping is to allowprenatal diagnosis in at-risk
couples, and reliable genetic counselling in blood relatives. Achieving
genotyping for all index cases (including those where diagnosis was
established with filipin staining), is therefore of utmost importance.
Prenatal diagnosis of NP-C is currently achieved by mutation analysis
[4,10]. Notable exceptions can be pregnancies with echographic signs
of NP-C, but no index case. In such cases, a filipin test on cultured
amniocytes could be considered, as molecular genetic analysis may
incur pitfalls.

When properly conducted, the filipin test allows diagnostic conclu-
sions in the majority of cases, but it has many disadvantages and, like
mutational analysis, resultsmay be inconclusive. In practice, the two ap-
proaches are often complementary. A diagnosis may be supported by
the finding of known or certainly pathological mutations in a patient
with a ‘variant’ filipin profile; likewise, mutations of uncertain pathoge-
nicity associated with clearly positive filipin staining will confirm a
diagnosis.

In summary, all current NP-C diagnostic tests have their limitations,
but when used in combination, they lead to a correct diagnosis in the
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vast majority of cases. Biomarker studies and the filipin test allow indi-
vidual testing. Genetic testing should include analysis of at least one of
the parents, which may be a limitation in adult cases. Following clinical
orientation, it seems logical today to first enlist plasma biomarkers (if
possible a panel), usually followed by genetic testing in case of an
“NPC” profile, with filipin test mandatory only in the some 15% of
cases inwhichmolecular results remain inconclusive. Mutation analysis
is essential in all cases, as ultimate confirmation of the diagnosis, and as
a requisite for prenatal diagnosis and carrier detection. Diagnosis can
however remain a difficult task in some patients. Expertise and refer-
ence laboratories thus remain essential, and further work is still needed
to develop a definitive and rapid NPC test. World-wide, the current
strategy used for laboratory diagnosis of NPC may however differ from
country to country, depending on local facilities, resources and
healthcare constraints. Particularly in the case of practical limitations,
but also because improved approaches are likely to be developed, it is
advisable to keep samples from suspected patients in biobanks for use
in future studies.

For many patients, the main problem today is still not the months
that may be needed to establish the diagnosis, but the years during
which NP-C was not suspected, and no disease-specific test carried
out. To introduce and establish therapy early in the disease course,
and to provide appropriate genetic counselling, a prompt diagnosis is
essential. This requires better recognition of the symptoms in clinical
practice and referral of samples for appropriate diagnostic testing. Ef-
forts to increase awareness of NP-C among clinicians are still needed,
but the recent development of rapid and relatively simple laboratory
tests should be of great help. Such assays could become part of wider
screening panels used in target populations, leading to more specific
tests in case of abnormal results.

Finally, systematic genotyping and the reappraisal and updating of
theNP-C gene variation database [109], as part of an ongoing EUproject,
will provide a useful prospective tool. This database should help to dis-
criminate between pathogenic and non-pathogenic gene variations and
— potentially in combination with existing or new biomarkers—, ex-
pand our currently limited knowledge of genotype–phenotype
correlations.

Conflicts of interest

All authors qualify for authorship of this minireview, as stated in the
International Committee of Medical Journal Editors (ICMJE) criteria.

The authors declare the following potential conflicts of interest:
MTV, PG, PB, MJC, AB, CJH, PL, CG, TM have received travel reim-

bursements and consulting fees or honoraria fromActelion Pharmaceu-
ticals Ltd.

PG, PB, CJH, and TM were also the recipient of research grants from
Actelion Pharmaceuticals Ltd.

RWDWand SAK are full time employees of Actelion Pharmaceuticals
Ltd.

Since January 2016 PB is Chief Operating Officer at Centogene AG
(present address: Schillingallee 68, Rostock, Germany) but still works
as a scientist at the University of Tübingen.

Acknowledgments

Writing and editorial assistance in the preparation of this manu-
script were provided by Rachel Kendrick of Fishawack Communications
GmbH, Basel, Switzerland. This support was funded by Actelion Phar-
maceuticals Ltd., Allschwil, Switzerland.

References

[1] P.G. Pentchev, M.E. Comly, H.S. Kruth, M.T. Vanier, D.A.Wenger, S. Patel, R.O. Brady,
A defect in cholesterol esterification in Niemann-Pick disease (type C) patients,
Proc. Natl. Acad. Sci. U. S. A. 82 (1985) 8247–8251.
[2] J. Sokol, J. Blanchette-Mackie, H.S. Kruth, N.K. Dwyer, L.M. Amende, J.D. Butler, E.
Robinson, S. Patel, R.O. Brady, M.E. Comly, M.T. Vanier, P.G. Pentchev, Type C
Niemann-Pick disease. Lysosomal accumulation and defective intracellular mobili-
zation of low density lipoprotein cholesterol, J. Biol. Chem. 263 (1988) 3411–3417.

[3] M.T. Vanier, G. Millat, Niemann-Pick disease type C, Clin. Genet. 64 (2003)
269–281.

[4] M.T. Vanier, Niemann-Pick disease type C, Orphanet J. Rare Dis. 5 (2010) 16.
[5] D. te Vruchte, E. Lloyd-Evans, R.J. Veldman, D.C. Neville, R.A. Dwek, F.M. Platt, W.J.

van Blitterswijk, D.J. Sillence, Accumulation of glycosphingolipids in Niemann-Pick
C disease disrupts endosomal transport, J. Biol. Chem. 279 (2004) 26167–26175.

[6] E. Lloyd-Evans, F.M. Platt, Lipids on trial: the search for the offending metabolite in
Niemann-Pick type C disease, Traffic 11 (2010) 419–428.

[7] M.T. Vanier, Complex lipid trafficking in Niemann-Pick disease type C, J. Inherit.
Metab. Dis. 38 (2015) 187–199.

[8] J.E. Vance, B. Karten, Niemann-Pick C disease andmobilization of lysosomal choles-
terol by cyclodextrin, J. Lipid Res. 55 (2014) 1609–1621.

[9] E. Lloyd-Evans, A.J. Morgan, X. He, D.A. Smith, E. Elliot-Smith, D.J. Sillence, G.C.
Churchill, E.H. Schuchman, A. Galione, F.M. Platt, Niemann-Pick disease type C1
is a sphingosine storage disease that causes deregulation of lysosomal calcium,
Nat. Med. 14 (2008) 1247–1255.

[10] M.C. Patterson, C.J. Hendriksz, M. Walterfang, F. Sedel, M.T. Vanier, F. Wijburg, Rec-
ommendations for the diagnosis and management of Niemann-Pick disease type
C: an update, Mol. Genet. Metab. 106 (2012) 330–344.

[11] H. Jahnova, L. Dvorakova, H. Vlaskova, H. Hulkova, H. Poupetova, M. Hrebicek, P.
Jesina, Observational, retrospective study of a large cohort of patients with
Niemann-Pick disease type C in the Czech Republic: a surprisingly stable diagnos-
tic rate spanning almost 40 years, Orphanet J. Rare Dis. 9 (2014) 140.

[12] E. Mengel, H.H. Klünemann, C.M. Lourenço, C.J. Hendriksz, F. Sedel, M. Walterfang,
S.A. Kolb, Niemann-Pick disease type C symptomatology: an expert-based clinical
description, Orphanet J. Rare Dis. 8 (2013) 166.

[13] C.A. Wassif, J.L. Cross, J. Iben, L. Sanchez-Pulido, A. Cougnoux, F.M. Platt, D.S. Ory, C.P.
Ponting, J.E. Bailey-Wilson, L.G. Biesecker, F.D. Porter, High incidence of unrecognized
visceral/neurological late-onset Niemann-Pick disease, type C1, predicted by analysis
of massively parallel sequencing data sets, Genet. Med. 18 (2016) 41–48.

[14] J.E. Wraith, M.R. Baumgartner, B. Bembi, A. Covanis, T. Levade, E. Mengel, M.
Pineda, F. Sedel, M. Topcu, M.T. Vanier, H. Widner, F.A. Wijburg, M.C. Patterson,
Recommendations on the diagnosis and management of Niemann-Pick disease
type C, Mol. Genet. Metab. 98 (2009) 152–165.

[15] F.A. Wijburg, F. Sedel, M. Pineda, C.J. Hendriksz, M. Fahey, M. Walterfang, M.C.
Patterson, J.E. Wraith, S.A. Kolb, Development of a suspicion index to aid diagnosis
of Niemann-Pick disease type C, Neurology 78 (2012) 1560–1567.

[16] J.E. Wraith, F. Sedel, M. Pineda, F.A. Wijburg, C.J. Hendriksz, M. Fahey, M.
Walterfang, M.C. Patterson, H. Chadha-Boreham, S.A. Kolb, Niemann-Pick type C
suspicion index tool: analyses by age and association of manifestations, J. Inherit.
Metab. Dis. 37 (2014) 93–101.

[17] C. Hendriksz, M. Pineda, M. Fahey, M. Walterfang, M. Stampfer, H. Runz, M.
Patterson, J. Torres, S. Kolb, The Niemann-Pick disease type C suspicion index: de-
velopment of a new tool to aid diagnosis, J. Rare Disord. Diagn. Ther. 1 (2015) 11.

[18] H.S. Kruth, M.E. Comly, J.D. Butler, M.T. Vanier, J.K. Fink, D.A. Wenger, S. Patel, P.G.
Pentchev, Type C Niemann-Pick disease. Abnormalmetabolism of low density lipo-
protein in homozygous and heterozygous fibroblasts, J. Biol. Chem. 261 (1986)
16769–16774.

[19] P.G. Pentchev, M.E. Comly, H.S. Kruth, T. Tokoro, J. Butler, J. Sokol, M. Filling-Katz,
J.M. Quirk, D.C. Marshall, S. Patel, M.T. Vanier, R.O. Brady, Group C Niemann-Pick
disease: faulty regulation of low-density lipoprotein uptake and cholesterol stor-
age in cultured fibroblasts, FASEB J. 1 (1987) 40–45.

[20] M.T. Vanier, C. Rodriguez-Lafrasse, R. Rousson, N. Gazzah, M.C. Juge, P.G. Pentchev,
A. Revol, P. Louisot, Type C Niemann-Pick disease: spectrum of phenotypic varia-
tion in disruption of intracellular LDL-derived cholesterol processing, Biochim.
Biophys. Acta 1096 (1991) 328–337.

[21] F.R. Maxfield, D. Wüstner, Analysis of cholesterol trafficking with fluorescent
probes, Methods Cell Biol. 108 (2012) 367–393.

[22] X. Sun, D.L. Marks, W.D. Park, C.L. Wheatley, V. Puri, J.F. O'Brien, D.L. Kraft, P.A.
Lundquist, M.C. Patterson, R.E. Pagano, K. Snow, Niemann-Pick C variant detection
by altered sphingolipid trafficking and correlation withmutations within a specific
domain of NPC1, Am. J. Hum. Genet. 68 (2001) 1361–1372.

[23] M.T. Vanier, P. Latour, Laboratory diagnosis of Niemann-Pick disease type C: the
filipin staining test, Methods Cell Biol. 126 (2015) 357–375.

[24] E.M. Fernandez-Valero, A. Ballart, C. Iturriaga, M. Lluch, J. Macias, M.T. Vanier, M.
Pineda, M.J. Coll, Identification of 25 new mutations in 40 unrelated Spanish
Niemann-Pick type C patients: genotype-phenotype correlations, Clin. Genet. 68
(2005) 245–254.

[25] J. Macias-Vidal, L. Rodriguez-Pascau, G. Sanchez-Olle, M. Lluch, L. Vilageliu, D.
Grinberg, M.J. Coll, Molecular analysis of 30 Niemann-Pick type C patients from
Spain, Clin. Genet. 80 (2011) 39–49.

[26] M. Willenborg, C.K. Schmidt, P. Braun, J. Landgrebe, K. von Figura, P. Saftig, E.L.
Eskelinen, Mannose 6-phosphate receptors, Niemann-Pick C2 protein, and lyso-
somal cholesterol accumulation, J. Lipid Res. 46 (2005) 2559–2569.

[27] K. Chikh, S. Vey, C. Simonot, M.T. Vanier, G. Millat, Niemann-Pick type C disease:
importance of N-glycosylation sites for function and cellular location of the NPC2
protein, Mol. Genet. Metab. 83 (2004) 220–230.

[28] G. Millat, C. Marçais, C. Tomasetto, K. Chikh, A.H. Fensom, K. Harzer, D.A.Wenger, K.
Ohno, M.T. Vanier, Niemann-Pick C1 disease: correlations between NPC1 muta-
tions, levels of NPC1 protein, and phenotypes emphasize the functional signifi-
cance of the putative sterol-sensing domain and of the cysteine-rich luminal
loop, Am. J. Hum. Genet. 68 (2001) 1373–1385.

http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0005
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0005
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0005
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0010
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0010
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0010
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0010
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0015
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0015
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0020
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0025
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0025
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0025
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0030
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0030
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0035
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0035
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0040
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0040
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0045
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0045
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0045
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0045
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0050
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0050
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0050
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0055
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0055
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0055
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0055
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0060
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0060
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0060
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0065
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0065
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0065
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0065
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0070
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0070
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0070
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0070
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0075
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0075
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0075
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0080
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0080
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0080
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0080
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0085
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0085
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0085
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0090
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0090
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0090
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0090
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0095
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0095
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0095
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0095
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0100
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0100
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0100
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0100
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0105
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0105
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0110
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0110
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0110
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0110
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0115
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0115
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0120
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0120
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0120
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0120
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0125
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0125
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0125
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0130
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0130
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0130
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0135
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0135
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0135
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0140
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0140
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0140
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0140
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0140


252 M.T. Vanier et al. / Molecular Genetics and Metabolism 118 (2016) 244–254
[29] G. Millat, N. Bailo, S. Molinero, C. Rodriguez, K. Chikh, M.T. Vanier, Niemann-Pick C
disease: use of denaturing high performance liquid chromatography for the detec-
tion of NPC1 and NPC2 genetic variations and impact on management of patients
and families, Mol. Genet. Metab. 86 (2005) 220–232.

[30] M. Sevin, G. Lesca, N. Baumann, G. Millat, O. Lyon-Caen, M.T. Vanier, F. Sedel, The
adult form of Niemann-Pick disease type C, Brain 130 (2007) 120–133.

[31] J. Imrie, L. Heptinstall, S. Knight, K. Strong, Observational cohort study of the natu-
ral history of Niemann-Pick disease type C in the UK: a 5-year update from the UK
clinical database, BMC Neurol. 15 (2015) 257.

[32] M. Stampfer, S. Theiss, Y. Amraoui, X. Jiang, S. Keller, D.S. Ory, E. Mengel, C. Fischer,
H. Runz, Niemann-Pick disease type C clinical database: cognitive and coordination
deficits are early disease indicators, Orphanet J. Rare Dis. 8 (2013) 35.

[33] M.T. Vanier, Phenotypic and genetic heterogeneity in Niemann-Pick disease type
C: current knowledge and practical implications, Wien. Klin. Wochenschr. 109
(1997) 68–73.

[34] M.Walterfang, D. Velakoulis, Niemann-Pick disease type C in adulthood – a psychi-
atric and neurological disorder, Eur. Psychiatr. Rev. 3 (2010) 16–20.

[35] C. Tangemo, D. Weber, S. Theiss, E. Mengel, H. Runz, Niemann-Pick type C disease:
characterizing lipid levels in patients with variant lysosomal cholesterol storage, J.
Lipid Res. 52 (2011) 813–825.

[36] S.B. Wortmann, F.M. Vaz, T. Gardeitchik, L.E. Vissers, G.H. Renkema, J.H. Schuurs-
Hoeijmakers, W. Kulik, M. Lammens, C. Christin, L.A. Kluijtmans, R.J. Rodenburg,
L.G. Nijtmans, A. Grunewald, C. Klein, J.M. Gerhold, T. Kozicz, P.M. van Hasselt, M.
Harakalova, W. Kloosterman, I. Baric, E. Pronicka, S.K. Ucar, K. Naess, K.K. Singhal,
Z. Krumina, C. Gilissen, H. van Bokhoven, J.A. Veltman, J.A. Smeitink, D.J. Lefeber,
J.N. Spelbrink, R.A. Wevers, E. Morava, A.P. de Brouwer, Mutations in the phospho-
lipid remodeling gene SERAC1 impair mitochondrial function and intracellular
cholesterol trafficking and cause dystonia and deafness, Nat. Genet. 44 (2012)
797–802.

[37] F.M. Platt, C. Wassif, A. Colaco, A. Dardis, E. Lloyd-Evans, B. Bembi, F.D. Porter, Dis-
orders of cholesterol metabolism and their unanticipated convergent mechanisms
of disease, Annu. Rev. Genomics Hum. Genet. 15 (2014) 173–194.

[38] A. Sechi, A. Dardis, S. Zampieri, C. Rabacchi, P. Zanoni, S. Calandra, G. De Maglio, S.
Pizzolitto, V. Maruotti, A. Di Muzio, F. Platt, B. Bembi, Effects of miglustat treatment
in a patient affected by an atypical form of Tangier disease, Orphanet J. Rare Dis. 9
(2014) 143.

[39] K.D. Harrison, R.Q. Miao, C. Fernandez-Hernando, Y. Suarez, A. Davalos, W.C. Sessa,
Nogo-B receptor stabilizes Niemann-Pick type C2 protein and regulates intracellu-
lar cholesterol trafficking, Cell Metab. 10 (2009) 208–218.

[40] E.J. Park, K.A. Grabinska, Z. Guan, V. Stranecky, H. Hartmannova, K. Hodanova, V.
Baresova, J. Sovova, L. Jozsef, N. Ondruskova, H. Hansikova, T. Honzik, J. Zeman,
H. Hulkova, R. Wen, S. Kmoch, W.C. Sessa, Mutation of Nogo-B receptor, a subunit
of cis-prenyltransferase, causes a congenital disorder of glycosylation, Cell Metab.
20 (2014) 448–457.

[41] R. van der Kant, I. Zondervan, L. Janssen, J. Neefjes, Cholesterol-binding molecules
MLN64 and ORP1L mark distinct late endosomes with transporters ABCA3 and
NPC1, J. Lipid Res. 54 (2013) 2153–2165.

[42] R. van der Kant, A. Fish, L. Janssen, H. Janssen, S. Krom, N. Ho, T. Brummelkamp, J.
Carette, N. Rocha, J. Neefjes, Late endosomal transport and tethering are coupled
processes controlled by RILP and the cholesterol sensor ORP1L, J. Cell Sci. 126
(2013) 3462–3474.

[43] R. van der Kant, J. Neefjes, Small regulators, major consequences – Ca2+ and cho-
lesterol at the endosome–ER interface, J. Cell Sci. 127 (2014) 929–938.

[44] V. Puri, R. Watanabe, M. Dominguez, X. Sun, C.L. Wheatley, D.L. Marks, R.E. Pagano,
Cholesterol modulates membrane traffic along the endocytic pathway in
sphingolipid-storage diseases, Nat. Cell Biol. 1 (1999) 386–388.

[45] C.S. Chen, M.C. Patterson, C.L. Wheatley, J.F. O'Brien, R.E. Pagano, Broad screening
test for sphingolipid-storage diseases, Lancet 354 (1999) 901–905.

[46] M.T. Vanier, C. Rodriguez-Lafrasse, R. Rousson, G. Mandon, J. Boue, A. Choiset, M.F.
Peyrat, C. Dumontel, M.C. Juge, P.G. Pentchev, A. Revol, P. Louisot, Prenatal diagno-
sis of Niemann-Pick type C disease: current strategy from an experience of 37
pregnancies at risk, Am. J. Hum. Genet. 51 (1992) 111–122.

[47] C.E. Argoff, C.R. Kaneski, E.J. Blanchette-Mackie, M. Comly, N.K. Dwyer, A. Brown,
R.O. Brady, P.G. Pentchev, Type C Niemann-Pick disease: documentation of abnor-
mal LDL processing in lymphocytes, Biochem. Biophys. Res. Commun. 171 (1990)
38–45.

[48] A. Takamura, N. Sakai, M. Shinpoo, A. Noguchi, T. Takahashi, S. Matsuda, M.
Yamamoto, A. Narita, K. Ohno, T. Ohashi, H. Ida, Y. Eto, The useful preliminary di-
agnosis of Niemann-Pick disease type C by filipin test in blood smear, Mol.
Genet. Metab. 110 (2013) 401–404.

[49] M. Ries, E. Schaefer, T. Luhrs, L. Mani, J. Kuhn, M.T. Vanier, F. Krummenauer, A. Gal,
M. Beck, E. Mengel, Critical assessment of chitotriosidase analysis in the rational
laboratory diagnosis of children with Gaucher disease and Niemann-Pick disease
type A/B and C, J. Inherit. Metab. Dis. 29 (2006) 647–652.

[50] M.A. Elmonem, H.S. Amin, R.A. El-Essawy, D.A. Mehaney, M. Nabil, L.N. Kamel, I.M.
Farid, Association of chitotriosidase enzyme activity and genotype with the risk of
nephropathy in type 2 diabetes, Clin. Biochem. 49 (2016) 444–448, http://dx.doi.
org/10.1016/j.clinbiochem.2015.1011.1009.

[51] M.A. Elmonem, S.H. Makar, L. van den Heuvel, H. Abdelaziz, S.M. Abdelrahman, X.
Bossuyt, M.C. Janssen, E.A. Cornelissen, D.J. Lefeber, L.A. Joosten, M.M. Nabhan, F.O.
Arcolino, F.A. Hassan, H.P. Gaide Chevronnay, N.A. Soliman, E. Levtchenko, Clinical
utility of chitotriosidase enzyme activity in nephropathic cystinosis, Orphanet J.
Rare Dis. 9 (2014) 155.

[52] L. Tumer, C.S. Kasapkara, G. Biberoglu, F. Ezgu, A. Hasanoglu, Could GSD type I ex-
pand the spectrum of disorders with elevated plasma chitotriosidase activity? J.
Pediatr. Endocrinol. Metab. 26 (2013) 1149–1152.
[53] M. Tercelj, B. Salobir, S. Simcic, B. Wraber, M. Zupancic, R. Rylander, Chitotriosidase
activity in sarcoidosis and some other pulmonary diseases, Scand. J. Clin. Lab. In-
vest. 69 (2009) 575–578.

[54] S. Sotgiu, R. Barone, B. Zanda, G. Arru, M.L. Fois, A. Arru, G. Rosati, B. Marchetti, S.
Musumeci, Chitotriosidase in patients with acute ischemic stroke, Eur. Neurol. 54
(2005) 149–153.

[55] A. Bustamante, C. Dominguez, V. Rodriguez-Sureda, A. Vilches, A. Penalba, D. Giralt,
T. Garcia-Berrocoso, V. Llombart, A. Flores, M. Rubiera, C. Molina, J. Alvarez-Sabin, J.
Montaner, Prognostic value of plasma chitotriosidase activity in acute stroke pa-
tients, Int. J. Stroke 9 (2014) 910–916.

[56] R.G. Boot, G.H. Renkema, M. Verhoek, A. Strijland, J. Bliek, T.M. de Meulemeester,
M.M.Mannens, J.M. Aerts, The human chitotriosidase gene. Nature of inherited en-
zyme deficiency, J. Biol. Chem. 273 (1998) 25680–25685.

[57] J.V. Reddy, I.G. Ganley, S.R. Pfeffer, Clues to neuro-degeneration in Niemann-Pick
type C disease from global gene expression profiling, PLoS One 1 (2006) e19.

[58] S. Zampieri, S.H. Mellon, T.D. Butters, M. Nevyjel, D.F. Covey, B. Bembi, A. Dardis,
Oxidative stress in NPC1 deficient cells: protective effect of allopregnanolone, J.
Cell. Mol. Med. 13 (2009) 3786–3796.

[59] J.R. Zhang, T. Coleman, S.J. Langmade, D.E. Scherrer, L. Lane, M.H. Lanier, C. Feng,
M.S. Sands, J.E. Schaffer, C.F. Semenkovich, D.S. Ory, Niemann-Pick C1 protects
against atherosclerosis in mice via regulation of macrophage intracellular choles-
terol trafficking, J. Clin. Invest. 118 (2008) 2281–2290.

[60] G.S. Tint, P. Pentchev, G. Xu, A.K. Batta, S. Shefer, G. Salen, A. Honda, Cholesterol and
oxygenated cholesterol concentrations are markedly elevated in peripheral tissue
but not in brain from mice with the Niemann-Pick type C phenotype, J. Inherit.
Metab. Dis. 21 (1998) 853–863.

[61] F.D. Porter, D.E. Scherrer, M.H. Lanier, S.J. Langmade, V. Molugu, S.E. Gale, D.
Olzeski, R. Sidhu, D.J. Dietzen, R. Fu, C.A. Wassif, N.M. Yanjanin, S.P. Marso, J.
House, C. Vite, J.E. Schaffer, D.S. Ory, Cholesterol oxidation products are sensitive
and specific blood-based biomarkers for Niemann-Pick C1 disease, Sci. Transl.
Med. 2 (2010) 56ra81.

[62] X. Jiang, R. Sidhu, F.D. Porter, N.M. Yanjanin, A.O. Speak, D.T. te Vruchte, F.M. Platt,
H. Fujiwara, D.E. Scherrer, J. Zhang, D.J. Dietzen, J.E. Schaffer, D.S. Ory, A sensitive
and specific LC-MS/MS method for rapid diagnosis of Niemann-Pick C1 disease
from human plasma, J. Lipid Res. 52 (2011) 1435–1445.

[63] S. Boenzi, F. Deodato, R. Taurisano, D. Martinelli, D. Verrigni, R. Carrozzo, E. Bertini,
A. Pastore, C. Dionisi-Vici, D.W. Johnson, A new simple and rapid LC-ESI-MS/MS
method for quantification of plasma oxysterols as dimethylaminobutyrate esters.
Its successful use for the diagnosis of Niemann-Pick type C disease, Clin. Chim.
Acta 437 (2014) 93–100.

[64] G. Klinke, M. Rohrbach, R. Giugliani, P. Burda, M.R. Baumgartner, C. Tran, M.
Gautschi, D. Mathis, M. Hersberger, LC-MS/MS based assay and reference intervals
in children and adolescents for oxysterols elevated in Niemann-Pick diseases, Clin.
Biochem. 48 (2015) 596–602.

[65] S. Pajares, A. Arias, J. Garcia-Villoria, J. Macias-Vidal, E. Ros, J. de las Heras, M. Giros,
M.J. Coll, A. Ribes, Cholestane-3β,5α,6β-triol: high levels in Niemann-Pick type C,
cerebrotendinous xanthomatosis, and lysosomal acid lipase deficiency, J. Lipid
Res. 56 (2015) 1926–1935.

[66] M. Romanello, S. Zampieri, N. Bortolotti, L. Deroma, A. Sechi, A. Fiumara, R.
Parini, B. Borroni, F. Brancati, A. Bruni, C.V. Russo, A. Bordugo, B. Bembi, A.
Dardis, Comprehensive evaluation of plasma 7-ketocholesterol and
cholestan-3beta,5alpha,6beta-triol in an Italian cohort of patients affected by
Niemann-Pick disease due to NPC1 and SMPD1 mutations, Clin. Chim. Acta
455 (2016) 39–45.

[67] F. Kannenberg, J.R. Nofer, E. Schulte, J. Reunert, T. Marquardt, M. Fobker, Determi-
nation of serum cholestane-3beta,5alpha,6beta-triol by gas chromatography–mass
spectrometry for identification of Niemann-Pick type C (NPC) disease, J. Steroid
Biochem. Mol. Biol. (2016), http://dx.doi.org/10.1016/j.jsbmb.2016.02.030.

[68] J. Reunert, M. Fobker, F. Kannenberg, I. Du Chesne, M. Plate, J. Wellhausen, S. Rust,
T. Marquardt, Rapid diagnosis of 83 patients with Niemann Pick type C disease and
related cholesterol transport disorders by cholestantriol screening, EBioMedicine 4
(2016) 170–175.

[69] H. Zhang, Y. Wang, N. Lin, R. Yang, W. Qiu, L. Han, J. Ye, X. Gu, Diagnosis of
Niemann-Pick disease type C with 7-ketocholesterol screening followed by
NPC1/NPC2 gene mutation confirmation in Chinese patients, Orphanet J. Rare
Dis. 9 (2014) 82.

[70] J. Reunert, F. Kannenberg, M. Fobker, T. Marquardt, Improved diagnostics of
Niemann Pick type C by oxysterol analysis, J. Inherit. Metab. Dis. 37 (Suppl. 1)
(2014) S151.

[71] H.Y.Wu, J.A. Cooper, H.J. Church, K.L. Tylee, L. Heptinstall, C.L. Hartley, S. Philippo, E.
Jameson, A. Broomfield, C. Hendriksz, S.A. Jones, Successful implementation of
plasma oxysterol for screening of Niemann-Pick disease type C in Manchester
UK, J. Inherit. Metab. Dis. 38 (2015) S282.

[72] C. Pagan, P. Latour, S. Ruet, L. Anselmini, M. Piraud, M. Pettazoni, D. Cheillan, M.T.
Vanier, C. Vianey-Saban, Contribution of plasmatic biomarkers to the diagnosis of
Niemann-Pick type C disease, J. Inherit. Metab. Dis. 38 (2015) S57.

[73] J. Reunert, A.S. Lotz-Havla, G. Polo, F. Kannenberg, M. Fobker, M. Griese, E. Mengel,
A.C.Muntau, P. Schnabel, O. Sommerburg, I. Borggraefe, A. Dardis, A.P. Burlina, M.A.
Mall, G. Ciana, B. Bembi, A.B. Burlina, T. Marquardt, Niemann-Pick type C-2 disease:
identification by analysis of plasma cholestane-3β,5α,6β-triol and further insight
into the clinical phenotype, JIMD Rep. 23 (2015) 17–26.

[74] P. Bauer, D.J. Balding, H.H. Klünemann, D.E. Linden, D.S. Ory, M. Pineda, J. Priller, F.
Sedel, A. Muller, H. Chadha-Boreham, R.W. Welford, D.S. Strasser, M.C. Patterson,
Genetic screening for Niemann-Pick disease type C in adults with neurological
and psychiatric symptoms: findings from the ZOOM study, Hum. Mol. Genet. 22
(2013) 4349–4356.

http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0145
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0145
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0145
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0145
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0150
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0150
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0155
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0155
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0155
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0160
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0160
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0160
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0165
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0165
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0165
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0170
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0170
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0175
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0175
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0175
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0180
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0185
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0185
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0185
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0190
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0190
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0190
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0190
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0195
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0195
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0195
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0200
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0200
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0200
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0200
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0200
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0205
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0205
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0205
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0210
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0210
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0210
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0210
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0215
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0215
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0215
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0215
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0220
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0220
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0220
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0225
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0225
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0230
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0230
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0230
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0230
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0235
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0235
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0235
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0235
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0240
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0240
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0240
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0240
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0245
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0245
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0245
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0245
http://dx.doi.org/10.1016/j.clinbiochem.2015.1011.1009
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0255
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0255
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0255
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0255
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0255
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0260
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0260
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0260
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0265
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0265
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0265
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0270
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0270
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0270
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0275
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0275
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0275
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0275
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0280
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0280
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0280
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0285
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0285
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0290
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0290
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0290
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0295
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0295
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0295
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0295
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0300
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0300
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0300
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0300
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0305
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0305
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0305
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0305
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0305
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0310
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0310
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0310
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0310
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0315
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0315
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0315
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0315
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0315
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0320
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0320
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0320
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0320
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0325
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0325
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0325
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0325
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0330
http://dx.doi.org/10.1016/j.jsbmb.2016.02.030
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0340
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0340
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0340
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0340
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0345
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0345
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0345
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0345
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0350
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0350
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0350
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0355
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0355
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0355
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0355
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0360
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0360
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0360
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0365
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0365
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0365
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0365
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0365
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0370
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0370
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0370
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0370
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0370


253M.T. Vanier et al. / Molecular Genetics and Metabolism 118 (2016) 244–254
[75] Y. Amraoui, E. Mengel, J.B. Hennermann, Oxysterols in NP type C: limitations of
sensitivity and specificity, J. Inherit. Metab. Dis. 37 (Suppl. 1) (2014) S150.

[76] N. Lin, H. Zhang, W. Qiu, J. Ye, L. Han, Y. Wang, X. Gu, Determination of 7-
ketocholesterol in plasma by liquid chromatography mass spectrometry for rapid
diagnosis of acid sphingomyelinase deficient Niemann-Pick disease, J. Lipid Res.
55 (2014) 338–343.

[77] S. Boenzi, F. Deodato, R. Taurisano, R. Carrozzo, F. Piemonte, E. Bertini, A.
Pastore, C. Dionisi-Vici, Evaluation of plasma cholestane-3β-5α-6β-triol and
7-ketocholesterol in patients with Niemann-Pick type C disease and with
other cholesterol metabolism related disorders, J. Inherit. Metab. Dis. 37
(2014) S144.

[78] I. Björkhem, U. Diczfalusy, A. Lovgren-Sandblom, L. Starck, M. Jonsson, K. Tallman,
H. Schirmer, L.B. Ousager, P.J. Crick, Y. Wang, W.J. Griffiths, F.P. Guengerich, On the
formation of 7-ketocholesterol from 7-dehydrocholesterol in patients with CTX
and SLO, J. Lipid Res. 55 (2014) 1165–1172.

[79] G. Polo, A. Burlina, F. Furlan, T. Kolamunnage, M. Cananzi, L. Giordano, M.
Zaninotto, M. Plebani, High level of oxysterols in neonatal cholestasis: a pitfall in
analysis of biochemical markers for Niemann-Pick type C disease, Clin. Chem.
Lab. Med. 54 (2016) 1221–1229, http://dx.doi.org/10.1515/cclm-2015-0669.

[80] C. Helmschrodt, S. Becker, J. Thiery, U. Ceglarek, Preanalytical standardization for
reactive oxygen species derived oxysterol analysis in human plasma by liquid
chromatography-tandem mass spectrometry, Biochem. Biophys. Res. Commun.
446 (2014) 726–730.

[81] K. Suzuki, Twenty five years of the “psychosine hypothesis”: a personal perspective
of its history and present status, Neurochem. Res. 23 (1998) 251–259.

[82] N. Sueyoshi, T. Maehara, M. Ito, Apoptosis of Neuro2a cells induced by
lysosphingolipids with naturally occurring stereochemical configurations, J. Lipid
Res. 42 (2001) 1197–1202.

[83] J.M. Aerts, J.E. Groener, S. Kuiper, W.E. Donker-Koopman, A. Strijland, R. Ottenhoff,
C. van Roomen, M. Mirzaian, F.A. Wijburg, G.E. Linthorst, A.C. Vedder, S.M.
Rombach, J. Cox-Brinkman, P. Somerharju, R.G. Boot, C.E. Hollak, R.O. Brady, B.J.
Poorthuis, Elevated globotriaosylsphingosine is a hallmark of Fabry disease, Proc.
Natl. Acad. Sci. U. S. A. 105 (2008) 2812–2817.

[84] N. Dekker, L. van Dussen, C.E. Hollak, H. Overkleeft, S. Scheij, K. Ghauharali, M.J. van
Breemen, M.J. Ferraz, J.E. Groener, M. Maas, F.A. Wijburg, D. Speijer, A. Tylki-
Szymanska, P.K. Mistry, R.G. Boot, J.M. Aerts, Elevated plasma glucosylsphingosine
in Gaucher disease: relation to phenotype, storage cell markers, and therapeutic
response, Blood 118 (2011) e118–e127.

[85] W.L. Chuang, J. Pacheco, X.K. Zhang, M.M. Martin, C.K. Biski, J.M. Keutzer, D.A.
Wenger, M. Caggana, J.J. Orsini Jr., Determination of psychosine concentration in
dried blood spots from newborns that were identified via newborn screening to
be at risk for Krabbe disease, Clin. Chim. Acta 419 (2013) 73–76.

[86] W.L. Chuang, J. Pacheco, S. Cooper, M.M. McGovern, G.F. Cox, J. Keutzer, X.K. Zhang,
Lyso-sphingomyelin is elevated in dried blood spots of Niemann-Pick B patients,
Mol. Genet. Metab. 111 (2014) 209–211.

[87] S. Zhou, C. Davidson, R. McGlynn, G. Stephney, K. Dobrenis, M.T. Vanier, S.U.
Walkley, Endosomal/lysosomal processing of gangliosides affects neuronal choles-
terol sequestration in Niemann-Pick disease type C, Am. J. Pathol. 179 (2011)
890–902.

[88] R.W. Welford, M. Garzotti, C.M. Lourenço, E. Mengel, T. Marquardt, J. Reunert, Y.
Amraoui, S.A. Kolb, O. Morand, P. Groenen, Plasma lysosphingomyelin demon-
strates great potential as a diagnostic biomarker for Niemann-Pick disease type C
in a retrospective study, PLoS One 9 (2014) e114669.

[89] L. Kuchar, B. Asfaw, H. Poupetova, A. Lugowska, J. Ledvinova, Elevated plasma lyso-
sphingomyelin as a biomarker for Niemann-Pick A/B disease, 20th ESGLD Work-
shop, Abstracts, Unpublished results, Naples, Italy, 2015, pp. 92.

[90] M. Piraud, M. Pettazzoni, C. Pagan, D. Cheillan, R. Froissart, C. Saban, Measurement
of lysosphingolipids and their isoforms by LC-MS/MS in plasma, urine and amniot-
ic fluid: application to screening of sphingolipidoses, 20th ESGLD Workshop, Ab-
stracts, Unpublished results, Naples, Italy, 2015, pp. 111.

[91] K.M. Raymond, C. Turgeon, D. Ory, C. Lourenço, R. Giugliani, P. Rinaldo, D. Gavrilov,
D. Oglesbee, S. Tortorelli, D. Matern, Combined analysis of plasma oxysterol and
lysosphingomyelin,for Niemann-Pick types A, B and C diagnosis, J. Inherit. Metab.
Dis. 38 (Suppl. 1) (2015) S36.

[92] M. Motta, M. Tatti, F. Furlan, A. Celato, G. Di Fruscio, G. Polo, R. Manara, V. Nigro, M.
Tartaglia, A. Burlina, R. Salvioli, Clinical, biochemical and molecular characteriza-
tion of prosaposin deficiency, Clin. Genet. (2016), http://dx.doi.org/10.1111/cge.
12753.

[93] A.K. Giese, H. Mascher, U. Grittner, S. Eichler, G. Kramp, J. Lukas, D. te Vruchte, N. Al
Eisa, M. Cortina-Borja, F.D. Porter, F.M. Platt, A. Rolfs, A novel, highly sensitive and
specific biomarker for Niemann-Pick type C1 disease, Orphanet J. Rare Dis. 10
(2015) 78.

[94] N. El-Najjar, E. Orso, S. Wallner, G. Liebisch, G. Schmitz, Increased levels of
sphingosylphosphorylcholine (SPC) in plasma of metabolic syndrome patients,
PLoS One 10 (2015) e0140683.

[95] M.J. Ferraz, A.R. Marques, P. Gaspar, M. Mirzaian, C. van Roomen, R. Ottenhoff, P.
Alfonso, P. Irun, P. Giraldo, P. Wisse, C. Sa Miranda, H.S. Overkleeft, J.M. Aerts,
Lyso-glycosphingolipid abnormalities in different murine models of lysosomal
storage disorders, Mol. Genet. Metab. 117 (2016) 186–193.

[96] P. Gaspar, W.W. Kallemeijn, A. Strijland, S. Scheij, M. Van Eijk, J. Aten, H.S.
Overkleeft, A. Balreira, F. Zunke, M. Schwake, C. Sa Miranda, J.M. Aerts, Action my-
oclonus-renal failure syndrome: diagnostic applications of activity-based probes
and lipid analysis, J. Lipid Res. 55 (2014) 138–145.

[97] G. Alvelius, O. Hjalmarson, W.J. Griffiths, I. Björkhem, J. Sjövall, Identification of un-
usual 7-oxygenated bile acid sulfates in a patient with Niemann-Pick disease, type
C, J. Lipid Res. 42 (2001) 1571–1577.
[98] M. Maekawa, Y. Misawa, A. Sotoura, H. Yamaguchi, M. Togawa, K. Ohno, H. Nittono,
G. Kakiyama, T. Lida, A.F. Hofmann, J. Goto, M. Shimada, N. Mano, LC/ESI-MS/MS
analysis of urinary 3β-sulfooxy-7β-N-acetylglucosaminyl-5-cholen-24-oic acid
and its amides: new biomarkers for the detection of Niemann-Pick type C disease,
Steroids 78 (2013) 967–972.

[99] X. Jiang, R. Sidhu, L. Mydock-McGrane, F.F. Hsu, D.F. Covey, D.E. Scherrer, B. Earley,
S.E. Gale, N.Y. Farhat, F.D. Porter, D.J. Dietzen, J.J. Orsini, E. Berry-Kravis, X. Zhang, J.
Reunert, T. Marquardt, H. Runz, R. Giugliani, J.E. Schaffer, D.S. Ory, Development of
a bile acid-based newborn screen for Niemann-Pick disease type C, Sci. Transl.
Med. 8 (2016) 337ra363.

[100] F. Mazzacuva, P. Mills, K. Mills, S. Camuzeaux, P. Gissen, E.R. Nicoli, C. Wassif, D. Te
Vruchte, F.D. Porter, M. Maekawa, N. Mano, T. Iida, F. Platt, P.T. Clayton, Identifica-
tion of novel bile acids as biomarkers for the early diagnosis of Niemann-Pick C dis-
ease, FEBS Lett. (2016), http://dx.doi.org/10.1002/1873-3468.12196.

[101] S.U. Walkley, M.T. Vanier, Secondary lipid accumulation in lysosomal disease,
Biochim. Biophys. Acta 1793 (2009) 726–736.

[102] P.J. Meikle, S. Duplock, D. Blacklock, P.D. Whitfield, G. Macintosh, J.J. Hopwood, M.
Fuller, Effect of lysosomal storage on bis(monoacylglycero)phosphate, Biochem. J.
411 (2008) 71–78.

[103] K.L. Thompson, K. Haskins, B.A. Rosenzweig, S. Stewart, J. Zhang, D. Peters, A.
Knapton, R. Rouse, D. Mans, T. Colatsky, Comparison of the diagnostic accuracy
of di-22:6-bis(monoacylglycerol)phosphate and other urinary phospholipids for
drug-induced phospholipidosis or tissue injury in the rat, Int. J. Toxicol. 31
(2012) 14–24.

[104] E.T. Baronas, J.W. Lee, C. Alden, F.Y. Hsieh, Biomarkers to monitor drug-induced
phospholipidosis, Toxicol. Appl. Pharmacol. 218 (2007) 72–78.

[105] K.L. Thompson, J. Zhang, S. Stewart, B.A. Rosenzweig, K. Shea, D. Mans, T. Colatsky,
Comparison of urinary and serum levels of di-22:6-bis(monoacylglycerol)phosphate
as noninvasive biomarkers of phospholipidosis in rats, Toxicol. Lett. 213 (2012)
285–291.

[106] N. Liu, E.A. Tengstrand, L. Chourb, F.Y. Hsieh, Di-22:6-
bis(monoacylglycerol)phosphate: a clinical biomarker of drug-induced
phospholipidosis for drug development and safety assessment, Toxicol. Appl.
Pharmacol. 279 (2014) 467–476.

[107] P.D. Stenson, M. Mort, E.V. Ball, K. Howells, A.D. Phillips, N.S. Thomas, D.N. Cooper,
The human gene mutation database: 2008 update, Genome Med. 1 (2009) 13.

[108] K. McKay Bounford, P. Gissen, Genetic and laboratory diagnostic approach in
Niemann-Pick disease type C, J. Neurol. 261 (2014) S569–S575.

[109] H. Runz, D. Dolle, A.M. Schlitter, J. Zschocke, NPC-db, a Niemann-Pick type C dis-
ease gene variation database, Hum. Mutat. 29 (2008) 345–350.

[110] P. Bauer, R. Knoblich, C. Bauer, U. Finckh, A. Hufen, J. Kropp, S. Braun, B.
Kustermann-Kuhn, D. Schmidt, K. Harzer, A. Rolfs, NPC1: complete genomic se-
quence, mutation analysis, and characterization of haplotypes, Hum. Mutat. 19
(2002) 30–38.

[111] T.S. Blom, M.D. Linder, K. Snow, H. Pihko, M.W. Hess, E. Jokitalo, V. Veckman, A.C.
Syvanen, E. Ikonen, Defective endocytic trafficking of NPC1 and NPC2 underlying
infantile Niemann-Pick type C disease, Hum. Mol. Genet. 12 (2003) 257–272.

[112] E. Di Leo, F. Panico, P. Tarugi, C. Battisti, A. Federico, S. Calandra, A point mutation in
the lariat branch point of intron 6 of NPC1 as the cause of abnormal pre-mRNA
splicing in Niemann-Pick type C disease, Hum. Mutat. 24 (2004) 440.

[113] L. Rodriguez-Pascau, M.J. Coll, L. Vilageliu, D. Grinberg, Antisense oligonucleotide
treatment for a pseudoexon-generating mutation in the NPC1 gene causing
Niemann-Pick type C disease, Hum. Mutat. 30 (2009) E993–E1001.

[114] L. Rodriguez-Pascau, C. Toma, J. Macias-Vidal, M. Cozar, B. Cormand, L. Lykopoulou,
M.J. Coll, D. Grinberg, L. Vilageliu, Characterisation of two deletions involving NPC1
and flanking genes in Niemann-Pick type C disease patients, Mol. Genet. Metab.
107 (2012) 716–720.

[115] T. Yamamoto, E. Nanba, H. Ninomiya, K. Higaki, M. Taniguchi, H. Zhang, S.
Akaboshi, Y. Watanabe, T. Takeshima, K. Inui, S. Okada, A. Tanaka, N.
Sakuragawa, G. Millat, M.T. Vanier, J.A. Morris, P.G. Pentchev, K. Ohno, NPC1
gene mutations in Japanese patients with Niemann-Pick disease type C, Hum.
Genet. 105 (1999) 10–16.

[116] I. Ribeiro, A. Marcao, O. Amaral, M.C. Sa Miranda, M.T. Vanier, G. Millat, Niemann-
Pick type C disease: NPC1 mutations associated with severe and mild cellular cho-
lesterol trafficking alterations, Hum. Genet. 109 (2001) 24–32.

[117] E. Colin, M. Barth, F. Boussion, P. Latour, G. Piguet-Lacroix, A. Guichet, A. Ziegler, S.
Triau, D. Loisel, L. Sentilhes, D. Bonneau, In utero diagnosis of Niemann-Pick type C
in the absence of family history, JIMD Rep. (2015), http://dx.doi.org/10.1007/
8904_2015_1516 (in press).

[118] J. Macias-Vidal, L. Gort, M. Lluch, M. Pineda, M.J. Coll, Nonsense-mediated mRNA
decay process in nine alleles of Niemann-Pick type C patients from Spain, Mol.
Genet. Metab. 97 (2009) 60–64.

[119] A. Alavi, S. Nafissi, H. Shamshiri, M.M. Nejad, E. Elahi, Identification of mutation in
NPC2 by exome sequencing results in diagnosis of Niemann-Pick disease type C,
Mol. Genet. Metab. 110 (2013) 139–144.

[120] L. Verot, K. Chikh, E. Freydiere, R. Honore, M.T. Vanier, G. Millat, Niemann-Pick C
disease: functional characterization of three NPC2 mutations and clinical and mo-
lecular update on patients with NPC2, Clin. Genet. 71 (2007) 320–330.

[121] R.E. Infante, M.L. Wang, A. Radhakrishnan, H.J. Kwon, M.S. Brown, J.L. Goldstein,
NPC2 facilitates bidirectional transfer of cholesterol between NPC1 and lipid bilay-
ers, a step in cholesterol egress from lysosomes, Proc. Natl. Acad. Sci. U. S. A. 105
(2008) 15287–15292.

[122] S.M. Herbst, S. Schirmer, C. Posovszky, F. Jochum, T. Rodl, J.A. Schroeder, T.F. Barth,
U. Hehr, M. Melter, J. Vermehren, Taking the next step forward – diagnosing
inherited infantile cholestatic disorders with next generation sequencing, Mol.
Cell. Probes 29 (2015) 291–298.

http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0375
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0375
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0380
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0380
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0380
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0380
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0385
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0385
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0385
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0385
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0385
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0390
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0390
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0390
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0390
http://dx.doi.org/10.1515/cclm-2015-0669
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0400
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0400
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0400
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0400
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0405
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0405
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0410
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0410
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0410
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0415
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0415
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0415
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0415
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0415
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0420
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0420
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0420
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0420
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0420
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0425
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0425
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0425
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0425
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0430
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0430
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0430
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0435
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0435
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0435
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0435
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0440
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0440
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0440
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0440
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0445
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0445
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0445
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0445
http://dx.doi.org/10.1111/cge.12753
http://dx.doi.org/10.1111/cge.12753
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0455
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0455
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0455
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0455
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0460
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0460
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0460
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0465
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0465
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0465
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0465
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0470
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0470
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0470
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0470
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0475
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0475
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0475
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0480
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0480
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0480
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0480
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0480
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0485
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0485
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0485
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0485
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0485
http://dx.doi.org/10.1002/1873-3468.12196
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0495
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0495
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0500
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0500
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0500
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0505
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0505
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0505
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0505
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0505
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0510
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0510
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0515
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0515
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0515
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0515
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0520
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0520
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0520
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0520
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0525
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0525
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0530
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0530
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0535
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0535
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0540
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0540
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0540
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0540
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0545
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0545
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0545
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0550
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0550
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0550
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0555
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0555
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0555
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0560
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0560
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0560
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0560
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0565
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0565
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0565
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0565
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0565
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0570
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0570
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0570
http://dx.doi.org/10.1007/8904_2015_1516
http://dx.doi.org/10.1007/8904_2015_1516
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0580
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0580
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0580
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0585
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0585
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0585
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0590
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0590
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0590
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0595
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0595
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0595
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0595
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0600
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0600
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0600
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0600


254 M.T. Vanier et al. / Molecular Genetics and Metabolism 118 (2016) 244–254
[123] W.E. Kaminski, H.H. Klünemann, B. Ibach, C. Aslanidis, H.E. Klein, G. Schmitz, Iden-
tification of novel mutations in the NPC1 gene in German patients with Niemann-
Pick C disease, J. Inherit. Metab. Dis. 25 (2002) 385–389.

[124] M. Synofzik, F. Harmuth, M. Stampfer, J. Müller Vom Hagen, L. Schols, P. Bauer,
NPC1 is enriched in unexplained early onset ataxia: a targeted high-throughput
screening, J. Neurol. 262 (2015) 2557–2563.

[125] S.E. Plon, D.M. Eccles, D. Easton, W.D. Foulkes, M. Genuardi, M.S. Greenblatt, F.B.
Hogervorst, N. Hoogerbrugge, A.B. Spurdle, S.V. Tavtigian, IARC Unclassified
Genetic Variants Working Group, Sequence variant classification and reporting:
recommendations for improving the interpretation of cancer susceptibility genetic
test results, Hum. Mutat. 29 (2008) 1282–1291.

[126] J.A. Morris, D. Zhang, K.G. Coleman, J. Nagle, P.G. Pentchev, E.D. Carstea, The geno-
mic organization and polymorphism analysis of the human Niemann-Pick C1 gene,
Biochem. Biophys. Res. Commun. 261 (1999) 493–498.

http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0605
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0605
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0605
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0610
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0610
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0610
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0615
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0615
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0615
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0615
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0615
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0620
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0620
http://refhub.elsevier.com/S1096-7192(16)30094-4/rf0620

	Diagnostic tests for Niemann-�Pick disease type C (NP-�C): A critical review
	1. Introduction
	2. Clinical examination
	3. Current laboratory diagnostic techniques
	3.1. Cell biology – studying intracellular trafficking of LDL-derived cholesterol
	3.1.1. Filipin test
	3.1.2. Cholesterol esterification test

	3.2. Biochemical biomarkers
	3.2.1. Chitotriosidase activity
	3.2.2. Oxysterol analysis
	3.2.3. Lysosphingolipids
	3.2.4. Bile acid metabolites
	3.2.5. Bis(monoacylglycero)phosphate

	3.3. Genetic testing

	4. Concluding remarks
	Conflicts of interest
	Acknowledgments
	References


