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New Saccaromyces cerevisiae strains that combine inhibitor tolerance with high D-xylose fermentation rate have been generated and are
currently being further developed and scaled-up. A combination of the available tools in rational and evolutionary engineering with the
natural recombination systems occurring in yeast populations have been used together to overcome the different challenges and limitations

during the improvement of these strains, in a way that the separate technigues could not have achieved.
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