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Background: P AR . . W « Smoking was the only significant factor of the traditional risks According to table 3. there S -

: i - - ot T for CAD among the current study. obesity has also showed a * ACCording 1o table o, there 1S a signiticant association
Previous studies have investigated the assomat_lon pf rs1544410, sionificant relation amona CAD patients also. which s between vitamin D levels, SNP 797523 and main
rs7975232 and rs731236 polymorphisms on vitamin D receptor P . e re— gni | g P >0, CAD risk factors collaborativelv with the severity of
gene and its impact on diseases such as cancer, diabetes and | . - H—— | consistent with a study by Sabah et al. (2014) which showed or Y Y
hypertension in different ethnic backgrounds reported that high BMI ratios increases the severity of CAD In CAD.

Premeter araeaaa i e s as o 2a o SUTR Bangladesh [, Figure 3: Vitamin D levels among the genotypes of rs7975232
Aim [I l] [] [] T l] [”] [] [] I[IZI Table 2: Clinical and biochemical data of CAD patients: among CAD patients .
The aim of this study is to investigate the association between VDR . T e Variables SKniTicant stenosi e - value
polymorphisms using three SNP’s and the severity of the significant ) 5 O & = — / 1731
lesion in coronary arteries among angiographically diagnosed CAD h y Y ¥ SBP (mmHo) - - - e
() (<) (&) DBP (mmHg) . /
FBS (Mm) . : 17 -
LDL (mM)
Methods: oL () osy”
192 CAD patients enrolled from the cardiology department-Heart TG (mM) 2 Vitamin D
~ 15.81 na/m
Hospital, Hammed Medical Corporation (HMC). Medical records, METHODOLOGY ’;ﬂiﬂg 2 1 / 2 (ngmD
niochemical tests data and DNA samples were obtained from a Creatinine (umoV/l) . §155_ /
previous study conducted in 2012. : . |
Patients selection: HbAtCY - - -
Resulis: Sample size : 192 CAD-patients SHEGH | | | o '
By studying SNP rs7975232 it has been observed that the most \ HOPORIGSAD 145 -
frequent genotype in distribution is the AA among the significant Significant sigini?‘?c;ant g s - - - Genotype
stenosis patients, while the heterozygous AC was the frequent stenosis . MES oA |
genotype In distribution among the non-significant stenosis group. n=96 =06 Continuous data are presented as mean for normally distributed data and by median non-
normally distributed data. Two-tailed p value is significant at <0.05. . According to figures 3 Nno significant difference with vitamin
Conclusion:  Fasting blood sugar, showed a significant difference between D among all CAD patients. This finding agree with a study by
There 1s a significant association between rs7975232 and the Methods: Q/ the two groups, while HBA1C did not show any difference. Shanker et al. (2011) which demonstrated that there is no
severity of CAD lesion. The carrier of CC genotype In rs7975232 ' Car dBmyopathydlg(I%\gig « CK-MB and troponin where both were higher in significant association between VDR genotypes and vitamin D levels or
Increased the risk of having significant coronary arteries Patiexisusion criteria stenosis than non-significant stenosis subjects. Studies shows CAD on a group of Indian patients with angiography CAD 4
atherosclerotic lesion especially in patients with smoking history. diagnosed dlcs’ggse Ital heart that both CK-MB and troponin are biomarkers for myocardial
angiggraph 5 injuries due to fatal acute heart diseases such as M| 3!
OBJECTIVES Y™, Mean age (30-75
ivchemi ol ) Figure 2: Genotype distribution of the rs7975232 on chromosome 12913 among CO N C I_ US I O N
tE;?sCaﬁg?;/%?s significant stenosis and non- significant stenosis.
1) To Investigate the genotype distribution of the following SNPs DNA . N .
) J genotyp J extracted There i1s a significant association between rs7975232 and the

(rs731236, rs7975232 and rs1544410) among the two groups of : . : )

. - Do : severity of CAD lesion. The carrier of CC genotype In

CAD patients (significant and non- significant stenosis). 17975232 Increased the risk of having significant coronar
2) To_assess the association of the VDR polymorphisms of Genotypic - 1 arteries atherosclerotic lesion es ecia?l gin atients wit%/

(rs731236, rs7975232 and rs1544410) with the severity of analysis by Real o P y P

- . Time smoking history.

3 :c,rlgnlflcc:lanthstgnoms SRR Vit SPSS version 22 for results m significant stenosis
O Stu yt e ImpaCt oT the traditional risk Tactors an Itamin analvsis non- significant stenosis
level with these polymorphisms on the severity of significant 4 AC KNOWLEDGM ENT

stenosis.

4) To assess any association between VRD polymorphisms with RESU LTS and DlSCUSSlON

the traditional risk factors and vitamin D among CAD patients.
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Table 1: Risk factors among the CAD patients.

Variables Significant stenosis Non- significant stenosis  p- value * Figure 2 shows the genOtypiC studies of the patientS’ the most

(n=96) (n=96) common frequent genotype was the homozygous AA among
the significant stenosis subjects while for the non-significant
stenosis, the most common genotype was the heterozygous AC.
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Age (Years)
BMI (kg/m?)

| | | The minor allele was C allele that did not show a significant REEERENCES
() - =29 - difference between the two groups.
Coronary artery disease (CAD) is one of the most common causes Ciypertension (%) | o
. . . . . . . (0) . - - - - - - -
of severe |nf|rm|ty and mortalities than any other diseases In ® Tab_le_ 3: ASSOCIatIOI’l_ between major coronary disease risk factors, vitamin D 1. Achinger, S., & Ayus, J. (2010). The Role of Vitamin D in Left \entricular Hypertrophy
i tine [1] - : deficiency and dominant model of rs7975232. and Cardiac Function. Kidney Intemnational, 6 {Supplement 95), S37-S42 Retrieved
affluent societies 1. Many factors contrl_bu_te to t_he development of Diabetes (%) - - - | 0 | January 28, 2015.
(CAD). All of these factors are divided into two classes; Smoking (%) SNP Mode OR 9% Cl p-value 2. Ramakrishnan, V. Gowtham, K & Madhusudhanan, N. (2011). Genetic Basis of Coronary
environmental and genetic factors. Genetic factors maimy Model 1 1.83 1.02- 3.28 0.043 ,JArtery Ig:)segl(s)c?l 5and its Risk Factors. Jof Pharm Res. 4 (12):4504-4506. Retrieved
. . . . . . . . . . anuar \ :
contribute in CAD assoclated with Smgle nucleotide polymorphlsm Pyslipidemia (%) ' | | r$7975232 Model 2 e 1.032-3.51 . 3. Sabah, K)./, Chowdhury, A., Khan, H., Hasan, A., Hague, S., Ali, S, Mahabub, S. (2014).
(SNP) - Scientists identified many genetic variants in the DNA s Model 3 1.97 1.05:3.75 0.015 Body mass index and waist/height ratio for prediction of severity of coronary artery
sequence of the VDR. Genetic varieties of VDR may contribute to y 7o ' ' disease. BMC Research Notes, 7, 246-246. doi:10.1186/1756-0500-7-246. Retrieved
' . : - _ : - May 27, 2015.
- - - Continuous data are presented as mean if normally distributed; and median for non- distributed : : : .
many disorders such as autoimmune diseases, cancers, type 1 data, and categorical variables are presented as percent. Two-tailed p value is significant at 4. Shanker, J., Maitra, A., Arvind, P., Nair, J., Dash, D., Manchiganti, R., Kakkar, V. (2011).
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