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Figure S1 – Domain architecture and coiled-coil prediction of the CBB assembly proteins used in this 

study. A scheme of the domain architecture of the human proteins involved in CBB assembly according 

to residue conservation amongst orthologues (Figure 2) and coiled-coil region predictions. For each 

protein we show a graphical representation of the probability of the protein to form coiled-coil regions 

(see Methods). A. SAS6. B. SAS4/CPAP. C. BLD10/CEP135. D. Polo/PLK1. E. SAK/PLK4. F. CP110. G. 

SPD2/CEP192. 


