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Supplementary table 1: Complete dataset of binding indices. GLA (GLA) or EDC (EDC) cross-
linked material was positively selected with PGT145 (+145), PGT151 (+151) or 3BC315 (+315) or
negatively selected with 19b (-19b). Binding indices were calculated compared to unmodified

trimers. Data shown are means of all (h=1 for EDC -19b, n=2-6 for all other antigens) independent

experiments. Negative values are shown as 0.00. ND: not determined.
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Supplementary Fig. 1. Effects on antigenicity of positive and negative selection. BG505 was
cross-linked with either GLA or EDC/NHS (EDC) and positively (+) or negatively (-) selected with
the indicated antibody. Binding indices were calculated similarly to Fig. 2B and 4C. (A) GLA cross-
linked trimers were positively selected on a PGT145 column. (B) GLA cross-linked trimers were
positively selected on a PGT151 column. (C) EDC/NHS cross-linked trimers were positively
selected on a PGT145 column. (D) EDC/NHS cross-linked trimers were positively selected on a
3BC315 column. (E) GLA cross-linked trimers were negatively selected on a 19b column. (F)

EDC/NHS cross-linked trimers were negatively selected on a 19b column.



