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POXYEENASES SESS 3 2)are region-and stereospecific monomeric dioxygenasesin Proteolytic digestions
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son, USA).
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cluster, a phylogenetic tree was composed from the translated cDNA sequences (figure 1) using

the Clu<talX?2 coftware (httn -/ /swww clustal oro /)
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et al., 1996). The substrate cavity and the iron coordination network are connected by a hydro-
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igure 3: Translated c from four potato tuber Lox isoforms. The grey areas correspond to

vork composed of Gln>17. GIn71% and Asn?16 (k1 215 nnmharc providino a verv
SR s ""“‘I""""" S y === SR AT SR S e e - - " T O T W 4
specific cavity for substrate binding (Tomchick et al., 2001). The conserved amino acids can be
seen in figure 2, which is the crystal structure of soybean (Glycine max; Gm) Lox1 (PDB structure

The sequence coverage of the four potato tuber isoforms (fisure 3) 1s as it follows: 87 Y% of
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StLox exists. GmLox1 is 56 % identical to k1_215 (a Kuras specific StLox).
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Figure 2: Soybean (Glycine max; Gm) Lox1 (PDB structure no. 1f8n, 1.40 A resolution) with
the conserved amino acids (His*%?, His504, His%90, Ile839, Asn%%4, GIn4%> and GIn®%7 GmLox1

The histidines are shown in red, the isoleucine in yellow, the asparagine in green, and the
glutamines in cyan.
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