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Summary 
There is an intriguing dichotomy in the function of cytokine interleukin-15—at low levels, it is required for the homeostasis of the immune 
system, yet when it is upregulated in response to pathogenic infections or in autoimmunity, IL-15 drives inflammation. IL-15 associates with the 
IL-15Rα within both myeloid and non-haematopoietic cells, where IL-15Rα trans-presents IL-15 in a membrane-bound form to neighboring cells. 
Alongside homeostatic maintenance of select lymphocyte populations such as NK cells and tissue-resident T cells, when upregulated, IL-15 also 
promotes inflammatory outcomes by driving effector function and cytotoxicity in NK cells and T cells. As chronic over-expression of IL-15 can lead 
to autoimmunity, IL-15 expression is tightly regulated. Thus, blocking dysregulated IL-15 and its downstream signalling pathways are avenues for 
immunotherapy. In this review we discuss the molecular pathways involved in IL-15 signalling and how these pathways contribute to both home-
ostatic and inflammatory functions in IL-15-dependent mature lymphoid populations, focusing on innate, and innate-like lymphocytes in tissues.
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Graphical Abstract 

Keywords: interleukin-15, innate-like T cells, natural killer cells, signalling, autoimmunity
Abbreviations: AKT/PKB AKT serine/threonine kinase 1: protein kinase B; CD: coeliac disease; cPLA2: cytosolic phospholipase A2; DETC: dendritic epidermal 
γδ T cells; FAM59A: fat facets in mouse 59A; GAB2: GRB2-associated binding protein 2; GRB2: growth factor receptor-bound protein2; IBD: inflammatory bowel 
diseases; IEL: intestinal intraepithelial T lymphocytes; IL: interleukin; ILCs: innate-like lymphoid cells; LSP: long signal peptide; MAPK: mitogen-activated protein 
kinase; MS: multiple sclerosis; mTORC1: mTOR complex 1; NK: natural killer; NKT: NK like T cells; PDK1: phosphoinositide-dependent kinase 1; PERK: PKR-like 
ER kinase; PI3K: phosphatidylinositol-3kinases; PIM: proviral integration of moloney virus; PTP:  protein tyrosine phosphatase; PTPN11: protein phosphatase 
non-receptor type 11; pY: phospho-tyrosine; RA: rheumatoid arthritis; RCD: refractory CD; RCDII: refractory coeliac disease type II; SH2: src-homology 2; SLE: 
systemic lupus erythematosus; SNPs: ssmallnucleotide polymorphisms; SOCS: ssuppressorof cytokine signalling; SP: signal peptides; SSP: short signal peptide; 
STAT: signal transducers and activator of transcription; TMEM: CD8+ memory T; Treg: regulatory T cells; TRM: tissue resident memory T cells; γc: γ-chain.

Introduction
Immune cells work in a coordinated manner to defend the 
body against various pathogenic insults. Cytokines act as sol-
uble immune communicators that coordinate responses be-
tween different immune cells. While cytokines are essential 
for mounting a successful immune response against infections, 
dysregulated expression of cytokines can damage surrounding 
tissues. Interleukin (IL)-15 is an intriguing cytokine for many 
reasons—unlike other cytokines, it is mostly trans-presented 
in a membrane bound form to its target cells, enabling very 
short-range communication, second, it is produced not just 
by immune cells, but also by stromal cells, particularly in mu-
cosal tissues, where it can act as a danger signal, and, while 
it maintains immune cell homeostasis at low levels, at high 
levels or prolonged up-regulation it causes pathogenesis and 
autoimmunity [1].

IL-15 is a 14-15 kDa protein belonging to the common 
γ-chain (γc) family of cytokines, that includes IL-2, IL-4, 
IL-7, IL-9, and IL-21 [2]. IL-15 has diverse effects on various 

immune cells such as lymphocytes, mast cells, monocytes, 
macrophages, neutrophils, and eosinophils [3–10]. In 
lymphocytes, IL-15 signals through a hetero-trimeric re-
ceptor consisting of 3 subunits: a γ chain (γc/CD132) that 
it shares with the other members of the family; a β chain 
(CD122/IL-2Rβ) that it shares with IL-2, and a private α 
chain (IL-15Rα/CD215). IL-15 on its own binds with low/
intermediate affinity to heterodimeric IL-2Rβ/γc receptor 
and with high affinity to its hetero-trimeric IL-15Rα/IL-2Rβ/
γc receptor [11]. Binding of IL-15 to IL-15Rα enhances the 
binding affinity of the cytokine to IL-2Rβ/γc. IL-15 signals 
can be transmitted by trans-presentation or cis-presentation 
of IL-15 to its receptor (Fig. 1) [12]. However, trans-
presentation appears to be the main mechanism driving IL-15 
biology, as soluble IL-15 is only found complexed to IL-15Rα 
in both human and mouse serum [13].

Despite sharing the heterodimeric IL-2Rβ/γc receptor 
subunits with IL-2, IL-2, and IL-15 have distinct roles in vivo, 
suggesting that α chain receptor plays an especially significant 
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role in the specificity of action [14]. The most prominent dif-
ference is that IL-2 is a secreted diffusible molecule that can 
bind to the hetero-trimeric IL-2 receptor on lymphocytes, 
whereas IL-15 is mainly found as a membrane-bound com-
plex with IL-15Rα. In tissues, IL-15 signalling is induced by 
the trans-presentation of the IL15/IL-15Rα complex to the 
heterodimeric IL-2Rβγ receptor on lymphocytes [15]. While 
IL-2 is required for T-cell expansion and maintenance of reg-
ulatory T cells (Treg), IL-15 is essential for the development 
and maintenance of natural killer (NK) cells, NK like T cells 
(NKT), CD8+ memory T (TMEM), innate-like lymphoid cells 
(ILCs), dendritic epidermal γδ T cells (DETC), and intestinal 
intraepithelial T lymphocytes (IEL) [16–22]. Further, while 
IL-2 promotes activation-induced cell death and tolerance in 
many of these cell types, IL-15 is known to prolong the sur-
vival of cytotoxic lineages and promote autoimmunity [14]. 
In tissues, IL-15 is upregulated in infection and stress, and can 
drive the cytotoxic effector functions of tissue-resident T cells, 
a key function for protecting the tissue against pathogens [1]. 
Here, we discuss the regulation of IL-15 expression and delin-
eate the homeostatic and proinflammatory signalling of IL-15 
in lymphocytes and their role in driving the pathogenesis of 
several autoimmune conditions.

Regulation of IL-15 expression
The IL15 gene is mapped on chromosome 4q31 in humans 
and the central region of chromosome 8 in mouse [23]. Il15 
mRNA has been detected in various tissues, including the pla-
centa, skeletal muscle, kidney, lung, heart, fibroblasts, epithe-
lial cells, and monocytes [24, 25], but the protein is mainly 
expressed by macrophages, dendritic cells, epithelial cells, and 
activated fibroblasts, suggesting tight regulation of its expres-
sion [26–28]. Regulation of IL-15 expression is seen at var-
ious levels of protein synthesis with modest transcriptional 
and predominant post-transcriptional regulation, which 
explains the disconnect between the widespread mRNA ex-
pression and little to no protein expression [23]. Studies using 
IL-15 reporter mice showed that IL-15 promoter activity was 

differentially regulated, and its expression was limited to my-
eloid lineages and tissue-specific epithelial cells [28]. Toll-like 
receptor ligands and type I interferons can induce the tran-
scription of IL-15 in dendritic cells [29, 30]. Translation of 
IL-15 is hindered by the presence of 10 AUG sequences in 
the 5ʹ UTR of human IL-15, its unusual signal peptides (SP), 
and a negative regulatory element at the C-terminus of the 
IL-15 mature protein coding sequence (Fig. 2) [25, 31, 32]. 
Alternative splicing into two forms with different lengths 
of signal peptides further contributes to the regulation of 
IL-15 expression [32]. In COS cells transfected with the 
long signal peptide (LSP) construct, IL-15 is trafficked more 
slowly through the cell once it enters the secretory pathway 
compared to IL-2. However, this was shown to be only par-
tially dependent on the SP [32]. Interestingly, the short signal 
peptide (SSP) form can block transcription of the LSP form. 
On the other hand, IL-15 LSP is more stable when complexed 
with IL-15Rα and can be presented for longer. IL-15Rα 
bound to IL-15 SSP is degraded more quickly, reducing the 
bioavailability of IL-15 (Fig. 2) [33]. It is presently unknown 
if a shift in these regulatory mechanisms underlies the path-
ogenic manifestations of IL-15, however, it is evident that 
several mechanisms ensure that IL-15 expression and trans-
presentation are tightly regulated.

IL-15 signal transduction
Three main signalling pathways are known to be trig-
gered by the engagement of membrane-bound IL-15/Rα 
with IL-15-receptor βγ chains in responding cells—Janus-
associated kinases (JAK)/signal transducers and activator of 
transcription (STAT), phosphatidylinositol 3 kinases (PI3K)-
protein kinase B (AKT), and mitogen-activated protein ki-
nase (MAPK) pathways (Fig. 3) [34]. Receptor engagement 
activates ubiquitously expressed JAK1 and haematopoietic 
lineage-specific JAK3 [35]. JAK1/3 phosphorylate specific ty-
rosine residues that are docking sites for proteins containing 
Src-homology 2 (SH2) or phospho-tyrosine (pY) binding 
domains. Phosphorylation of Y536 on the C-terminal tail of 

Figure 1: Modes of IL-15 presentation. IL-15 functions predominantly by trans-presentation where membrane bound IL-15/IL-Rα is presented by IL-15 
presenting cells to the heterodimeric IL-2Rβ/γc present on lymphocytes. Alternatively, soluble IL-15/IL-15Rα shed by IL-15 presenting cells can also 
bind to heterodimeric receptors on lymphocytes to activate signalling. In addition to these mechanisms, binding of soluble IL-15 to IL-15Rα can allow 
signalling of adjacent IL-2Rβ/γc present on the same cell through cis-presentation. Created in Biorender.com.
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IL-2Rβ acts as an anchoring site for the STAT proteins STAT5 
and STAT3, which are phosphorylated by JAK kinases [35, 
36]. Phosphorylated STATs are released from the receptor, di-
merize, translocate to the nucleus, and bind to promoters of 
target genes involved in cell survival and proliferation (Fig. 3) 
[34, 37].

The MAPK pathway is simultaneously activated following 
stimulation with IL-15. Phospho-tyrosine site (Y388) on the 
IL-2Rβ chain of the active receptor serves as the docking site 
for pY domains of adaptor protein SHC1. Upon recruitment, 
SHC1 is phosphorylated and recruits Growth factor receptor-
bound protein 2 (GRB2) through its SH2 domains. Through 

its SH3 domain, GRB2 interacts with the Ras guanine nucleo-
tide exchange factor, Son of Sevenless (SOS), inducing the Ras-
Raf-MAPK pathway [36]. Alternatively, IL-15 also induces 
phosphorylation of the adaptor protein, GRB2-associated and 
regulator of MAPK protein (GARE1, also known as FAM59A) 
that interacts with tyrosine–protein phosphatase non-receptor 
type 11 (PTPN11), which might activate the MAPK pathway 
through the formation of a complex with GRB2-associated 
binding protein 2 (GAB2) and its constitutive partner GRB2 
[36]. The products of MAPK signalling promote cellular pro-
liferation, cytokine production, and antigen-specific expansion 
in immune cells (Fig. 3) [34].

Figure 2: Multifaceted regulation of IL-15 expression. IL-15 expression is modulated at various levels, such as transcription, translation, receptor complex 
formation, intracellular trafficking, and surface presentation. IL-15 transcription is induced in IL-15-expressing cells by Toll-like receptor or type I interferon 
receptor activation. Alternate splicing of Il15 results in the formation of two isoforms of IL-15 containing a short (21 amino acids) signal peptide 
(IL-15SSP) and long (48 amino acids) signal peptide (IL-15LSP) where IL-15SSP inhibits the transcription of IL-15LSP. Translational efficiency is reduced 
due to 10AUG codons in the 5ʹUTR and a negative cis-regulatory element in the C terminal. In the cell, IL-15 forms a complex with IL-15Rα in the 
endoplasmic reticulum. IL-15SSP competes with IL-15LSP for binding to IL-15Rα. IL-15Rα/IL-15 complex is stable, escapes degradation, moves through 
the Golgi complex, and is expressed on the cell’s surface, where it is trans-presented to the IL-15 responding cells. Created in Biorender.com.
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Another vital signalling pathway triggered by IL-15 stim-
ulation is the PI3K-AKT pathway. PI3K is recruited and 
binds to the activated receptor near its lipid targets on the 
plasma membrane after stimulation. Activated PI3K increases 
phosphatidylinositol-3,4,5-triphosphate (PI(3,4,5)P3) levels, 
which interact with PDK1 and AKT, leading to their re-
cruitment to the plasma membrane. Interaction between 
PI(3,4,5)P3 and AKT initiates conformational changes in 
AKT, allowing phosphoinositide-dependent kinase 1(PDK1) 
phosphorylation of AKT at Thr308 resulting in its activation 
and further downstream signalling [36, 38]. The PI3K-AKT 
pathway is particularly important in IL-15-mediated de-
velopment, expansion, metabolic regulation, and cytotoxic 
functions (Fig. 3) [39].

IL-15 signalling pathways driving immune 
homeostasis
IL-15 is crucial for the homeostasis of many innate-like 
lymphocytes. The complementary strategies of either ablation 

or transgenic expression of IL-15 have highlighted the im-
portance of IL-15 [40, 41]. Genetic ablation of IL-15 caused 
lymphopenia due to substantially reduced numbers of TMEM, 
NK cells, NKT cells, and IEL in the skin and gut. Conversely, 
transgenic expression of human IL-15 led to the elevation of 
these subsets, an effect that could be reversed using an IL-2Rβ 
blocking antibody that hindered IL-15 activity [42, 43]. IL-15 
maintains homeostasis by regulating various mechanisms 
such as cell survival, proliferation, differentiation, and migra-
tion (Figs. 3 and 4).

Regulation of lymphocyte survival at steady state
IL-15 promotes cell survival during development or in 
lymphopenia through JAK/STAT and PI3K/AKT pathway-
mediated regulation of both anti- and pro-apoptotic factors 
of the Bcl-2 protein family. However, IL-15-induced survival 
mediators vary according to species and cell type. Although 
IL-15 induces anti-apoptotic protein Bcl2 in multiple cell 
types and the overexpression of Bcl-2 ultimately rescued 

Figure 3: IL-15 signalling in immune cells. Upon IL-15 trans-presentation to heterodimeric IL-2Rβ/γc on the target cell, three main signals are initiated: 
JAK/STAT pathway, PI3K/AKT/mTOR pathway, and MAPK pathway, to promote various cellular functions such as survival, proliferation, differentiation, 
motility, metabolism, and cytotoxicity. Activation of the JAK/STAT pathway leads to STAT3/5 dimerization, and STAT dimers translocate to the nucleus 
to initiate transcription of various genes. Simultaneously, the recruitment of PI3K to the receptor increases PIP3, which can activate PDK1 and AKT and 
initiate further downstream signalling through mTOR. In addition, AKT activation leads to stabilization of XBP1 which can translocate to the nucleus to 
initiate further transcriptional programs. Meanwhile, the recruitment of various adaptor proteins such as FAM59, PTPN11, GAB2, GRB2, SHC1, and SOS 
to the activated receptor stimulates the MAP kinase pathway. IL-15 receptor stimulation also activates negative feedback through the upregulation of 
various negative regulators of the JAK/STAT signalling, such as the SOCS family proteins (SOCS1, CIS, SHP1) and inhibitors of the AKT pathway such as 
Otub1 and TIPE2. Created in Biorender.com.
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NKT cell numbers in IL15−/− mice, it only partially recovered 
the NK compartment in IL15−/− mice [20, 21, 44, 45]. Along 
similar lines, IL-15 was able to promote the survival of mu-
rine NK cells even in the presence of BH3 mimetic compound 
ABT 737, which blocks Bcl2 and Bcl-xl [46]. Mechanistically, 
this was shown to be through the maintenance of expres-
sion of anti-apoptotic protein Mcl-1 and reduction of pro-
apoptotic protein Bim in NK cells. Bim was reduced through 
proteasomal degradation induced by IL-15-mediated ERK1/2 
phosphorylation of Bim and through transcriptional re-
pression mediated by phosphorylation of Foxo3a by P13K-
AKT [46]. Conversely, in human NK cells, IL-15 was shown 
to maintain Bcl2 expression and reduce Bid abundance 
without affecting Bcl-xl, Mcl-1, and other BH3 molecules 
[21, 46–48]. T effector cells also showed a reduction in pro-
apoptotic proteins Bcl-Xs and Bax in response to IL-15 in a 
lymphopenia mouse model [48]. IL-15-induced ERK1/2 de-
pendent phosphorylation of Ser65 of pro-apoptotic Bim(EL) 
in murine IEL resulted in dissociation of the Bcl2-Bim com-
plex, thus shifting the balance towards pro-survival [49]. In 
addition to regulation by Bcl2 family proteins, IL-15 could 
regulate homeostatic cell survival by modulating several ER 
stress response proteins through an unknown mechanism, 

thus inhibiting survival defects induced by intense ER stress 
and PKR-like ER kinase (PERK) expression [50].

Cell proliferation at steady state
In addition to survival, antigen-independent homeostatic pro-
liferation induced during lymphopenia restores the lympho-
cyte pool through homeostatic cytokines such as IL-15. IL-15 
controls the expansion of human and murine NK cells, TMEM, 
and γδ T cells [51–54]. JAK-STAT and PI3K-AKT-mTOR 
pathways were primarily responsible for homeostatic expan-
sion [55]. The transcription factor c-Myc has been implicated 
downstream of these pathways as a mediator of homeostatic 
proliferation with TMEM and NK cells showing defective ho-
meostatic proliferation in c-Myc+/− mice [52, 55]. Although 
c-Myc deficiency led to reduced proliferation in CD8αα 
IEL, BrdU incorporation studies with Villin/IL-15Rα trans-
genic mice indicated no difference in IEL proliferation in the 
presence of overexpressed IL-15 compared to wild-type IEL 
[56, 57]. The idea that IL-15 drives the proliferation of IEL in 
vivo is conflicted, with many hypothesizing that IEL accumu-
lation in the epithelium during tissue stress or disease is due 
to an increase in IL-15-mediated survival of IEL [58]. Indeed, 
overexpression of transgenic Bcl2 in c-Myc deficient mice 

Figure 4: IL-15 as a homeostatic and proinflammatory cytokine. Loss of IL-15 signalling leads to deficiency in immune cell populations such as NK 
cells, memory T cells, and IELs. IL-15, at moderate levels during steady state, is required to develop and maintain several immune cells such as NK 
cells, IEL, TMEM, and ILC. At physiological levels, IL-15 regulates apoptosis, proliferation, metabolism, and cell trafficking. However, with an increase in 
IL-15 expression observed during inflammation and autoimmunity, a robust continuous signalling by IL-15 leads to increase in cytotoxicity in addition to 
survival, proliferation, metabolism, and cell motility which leads to an imbalance in immune response causing tissue damage.
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rescued CD8αα IEL, suggesting that c-Myc, through modula-
tion of Bcl2, predominantly regulates IL-15 mediated survival 
rather than proliferation [56]. Thus, role of IL-15-driven pro-
liferation at a steady state remains debatable due to lack of 
mechanistic studies.

Differentiation and maintenance of tissue-resident 
lymphocyte populations at steady state
Maintaining the composition of different immune cell 
populations is another critical aspect of homeostasis. In addi-
tion to survival and homeostatic proliferation, IL-15 maintains 
the composition of immune cells by regulating various devel-
opmental and differentiation/maturation signals in NK cells, 
NKT cells, CD8 T cells, ILC, DETC, and IEL [19, 20, 59–61]. 
Expression of nuclear factor NFIL3, a critical regulator of 
NK cell lineage commitment, is thought to be regulated by 
IL-15 through PDK1-mTOR signalling [62]. Mechanistically, 
IL-15 signalling leads to upregulation of mTOR complex 1 
(mTORC1) and Tsc1 expression, which prevents exhaustive 
proliferation of NK cell precursors and thus defective NK 
cell maturation [63]. In NKT cells, IL-15 regulates Tbx21 
(T-bet) expression, which is essential for their differentiation 
and upregulation of cytotoxic gene program, including Ifng 
(Interferon γ), Gzma (granzyme A), Gzmc, Hopx (homeobox 
protein), and several NK cell receptor genes (Klra3 [NKG2E], 
Klrb1c [NK1.1], Klrc1 [NKG2A/B], and Klrk1 [NKG2D]) 
[20, 64, 65]. As opposed to NKT cells, IL-15 promoted 
TMEM by inhibiting T-bet and promoting Eomes upregulation 
and memory T cell metabolism through the ULK1/Atg7 
autophagy pathway in mouse models of lymphopenia [48]. 
IL-15 was also shown to impact the composition of the sec-
ondary TMEM pool in response to infections [66]. The defi-
ciency in the TMEM pool is further corroborated using IL-2Rβ 
deficient mice where deficiency in IL-2 and IL-15 signalling 
promoted lineage decision towards secondary effectors by 
induction of T-bet and Prdm1 (Blimp-1) over long-term 
memory cell promoting transcription factors Eomes, Bcl6 and 
Klf2 [67]. The differentiation of IEL in the intestine has also 
been shown to be dependent on IL-15-mediated regulation 
of T-bet expression. Tbx21−/− thymic IEL precursors failed to 
expand and did not upregulate CD8αα when stimulated with 
IL-15 [68]. During ILC differentiation, IL-15 promotes the 
induction of Granzyme B in T cell/ILC progenitors, which 
cleaves NOTCH and prematurely switches off the differen-
tiation towards T cell committed precursors [69]. Lastly, an-
other essential homeostatic function of IL-15 is promoting 
the trafficking of memory CD8 T cells to tissues to establish 
tissue residency (TRM) at mucosal sites [70, 71]. However, the 
molecular mechanism regulating this during homeostasis is 
unclear.

IL-15 signalling in inflammation and autoimmunity
Although IL-15 is an essential homeostatic cytokine, it also 
plays a key role in triggering effector T-cell responses in in-
fection and sterile inflammation [1]. During bacterial or viral 
infections, Toll-like receptor or Type I Interferon mediated 
signals upregulate the expression of IL-15 in both antigen-
presenting cells and epithelial cells. In autoimmune diseases, 
however, IL-15 appears to be induced in the absence of infec-
tion, and it is not clear what signals drive this upregulation. 
Small nucleotide polymorphisms (SNPs) in IL15 and IL15RA 
have been shown to increase susceptibility to certain auto-
immune diseases [72]. IL-15 has been implicated in the 

pathogenesis of various autoimmune conditions such as coe-
liac disease (CD), type 1 diabetes, rheumatoid arthritis (RA), 
psoriasis, multiple sclerosis (MS), vitiligo, systemic lupus er-
ythematosus (SLE), and inflammatory bowel diseases (IBD). 
Emerging studies suggest that the chronic upregulation of 
IL-15 is the driving force behind the damage seen in some 
of these diseases, with a strong correlation reported between 
IL-15 levels and disease severity [73–76]. These observations 
suggest a crucial role of IL-15 in developing and progressing 
autoimmune conditions through mechanisms discussed below 
in detail (Fig. 3).

Lymphocyte survival in inflammation
As previously described, IL-15 is paramount for the ho-
meostasis of tissue-resident cytotoxic lymphoid lineages. 
However, sustained, and excessive presence of survival sig-
nals can result in dysregulated immune cell expansion of the 
cytotoxic T cells, thus causing tissue damage [77–79]. Several 
studies suggest that constitutively enhanced expression of 
Bcl2 in lymphocytes can promote disease pathogenesis in an-
imal models [80, 81]. Lymphocytes from SLE patients have 
a higher content of Bcl2 that can increase further upon incu-
bation with IL-15 [82]. In refractory CD (RCD), Bcl-xl was 
shown to be the significant player promoting the survival of 
cytotoxic IEL [58]. Studies in refractory coeliac disease type 
II (RCDII) derived IEL lines treated with IL-15 showed that 
JAK3/STAT5 played a vital role in mediating survival advan-
tage through the upregulation of Bcl-xl which could be by 
transcriptional activation of the promoter by direct binding 
of STAT5 [58]. In addition to Bcl2 family-mediated survival, 
IL-15-induced PI3K/AKT mediates deubiquitylation and 
stabilization of XBP1, which protects NK cells from stress-
induced death. Unlike Bcl2, which is present at homeostasis, 
XBP1 is induced upon IL-15-mediated activation, suggesting 
a role in sustaining inflammatory conditions [83]. However, 
treatment of IL-15-activated NK cells with PI3K/AKT/mTOR 
inhibitors, RCDII IELs treated with AKT inhibitors did not 
show reduce viability compared to controls suggesting that 
this pathway might be dispensable for enhanced survival of 
cytotoxic lineages [58, 84].

Proliferation in inflammation
Compared to other common γc cytokines, increasing 
concentrations of IL-15 significantly enhanced the antigen-
independent proliferation of human and murine NK cells, 
IEL, and T cells [85–87]. In SLE, IL-15 promoted the expan-
sion of novel cytotoxic CD4+ CD28− T cells, mainly driven by 
the JAK-STAT and PI3K-AKT pathways [88]. Patients with 
CD harbouring activating JAK1 (G1097) and STAT3 (D661) 
mutations have increased IL-15-mediated expansion of intes-
tinal IEL. Similarly, phosphorylation of STAT3 in response 
to IL-15 was increased in refractory CD (RCD)-derived IEL 
lines with G1097D/C JAK1 mutations, and abolished by a 
JAK1 inhibitor, reducing their proliferation [69]. Treatment 
with JAK3 and STAT5 inhibitors completely abrogated pro-
liferation in NK cells, suggesting a vital role for this pathway 
in proliferation [84]. While the PI3K/AKT pathway is dispen-
sable for survival, studies in NK cells suggest it is essential for 
IL-15-induced proliferation. Treatment with AKT inhibitor 
(CAS 612847-09-3) or rapamycin (mTOR inhibitor) severely 
affected NK cell proliferation [84]. In RCDII-derived cell 
lines, treatment with PI3K inhibitor LY294002 also strongly 
inhibited proliferation triggered by IL-15 [58]. One of the 
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mechanisms by which JAK/STAT and PI3K/AKT pathways 
promote proliferation during IL-15 signalling is through the 
upregulation of telomerase which maintains telomere length 
for continuous proliferation in NK, NKT, and TMEM [89–92].

In addition, IL-15 stimulation also induces transcriptional 
programs that favour cell cycle entry as seen in TMEM and IEL 
[87, 90]. Proteomic analysis of IEL stimulated with high levels 
of IL-15, to mimic the inflammation, found the induction of 
cell-cycle regulators, including the cyclin-dependent kinases, 
driving IEL entry into the S phase of the cell cycle [87]. High 
levels of IL-15 also induced the expression of the Proviral 
Integration of Moloney virus (PIM) family of kinases; PIM1 
and PIM2 in IEL. In the absence of PIM1/2, IL-15-induced 
proliferation of IEL was completely blocked. Interestingly PIM 
proteins are not detectable with homeostatic IL-15 signals, 
but are strongly expressed with inflammatory levels of IL-15. 
PIM1 overexpression was also observed in IELs from CD 
biopsies suggesting conserved mechanism of IL-15-induced 
proliferation across species [87]. In addition, IL-15-mediated 
T-cell proliferation was shown to be also regulated through 
FK506-binding protein 12 (FKBP12) activation which in turn 
induces activation of p70-S6 kinase and ERK. Deficiency of 
FKBP12 led to decreased proliferation of T cells in response 
to IL-15. Along these lines, it was found that T cells from SLE 
patients had enhanced expression of FKBP12 [92, 93].

Tissue-residency and cell trafficking in inflammation
IL-15 signals are essential for driving tissue migration and 
residency of immune cells in homeostasis, but excessive in-
filtration of immune cells is associated with the pathogenesis 
of many diseases. IL-15 is an essential environmental cue re-
quired for the formation of tissue-resident memory cells by 
inducing Gcnt1 that upregulates glycosyl transferase enzymes 
required for the synthesis of ligands for P and E- selectins 
which facilitate extravasation into nonlymphoid tissues [ 
[94, 95]. In addition, IL-15 causes upregulation of CD69 ex-
pression which blocks sphingosine receptor SIPR1 surface 
expression that is known to promote exit into S1P-rich lym-
phatic circulation [96]. Transgenic mice overexpressing IL-15 
had increased infiltration of CD8 T cells expressing NKG2D 
receptors in the intestinal tissue resulting in intestinal villous 
atrophy. Treatment with antibodies against IL-15 receptor 
reversed this affect [42]. Reduced CD8 T cells in intestine 
on IL-15 blockage was specific to IEC trans-presentation of 
IL-15 as epithelial-specific overexpression of IL-15 reinstated 
γδ IEL in the epithelial layer even with high IL-15 produc-
tion in lamina propria [97]. In addition to tissue residency, 
IL-15 has been linked to promoting chemokinesis of T cells 
and inhibition of JAK1/3, STAT5, or PI3K signalling reduced 
IL-15-induced motility [97]. In this context, administration of 
IL-15 led to an increase in infiltrating CD8 T cells in mouse 
models of MS and RA and was associated with worse clinical 
outcomes [98, 99]. However, the mechanisms driven by IL-15 
that promote tissue infiltration and residency during inflam-
mation still need further exploration.

Cytotoxicity in inflammation
Enhanced cytotoxicity is one of the main factors responsible 
for disease severity during pathogenic infections and autoim-
munity. The three IL-15-stimulated pathways drive various 
effector activities, such as proinflammatory cytokine syn-
thesis, granzyme expression, and cytolytic activities, which 
are cell-type dependent. However, the signalling mechanisms 

driving the expression of effector proteins must be better 
characterized. IL-15 increased inflammatory capacity of NK 
cells by upregulating cytotoxic proteins such as granzymes, 
perforins, TRAIL, and NKG2D [84]. Enhanced cytotoxicity 
in NK cells is mediated by IL-15-induced AKT and ERK ac-
tivation and blockade of the upstream molecules PI3K/MEK 
impaired cytokine production and degranulation [100–102].

Similarly, high levels of IL-15 can induce antigen-
independent proinflammatory cytokine production and cyto-
toxicity in T cells through JAK3/STAT5 pathway [88, 102, 
103]. Clinically, there is a strong correlation among IL-15 
levels, IFNg, and cytotoxic capacity of IEL in CD and CD49a+ 
tissue-resident cells in psoriasis and vitiligo [73, 104]. IL-15 
promotes the expression of various NK receptors, including 
CD94 and NKG2D, primarily in human TCRαβ CD8αβ IEL 
which drive antigen-independent cytotoxicity of these cells 
[105, 106]. IL-15-induced cytosolic phospholipase A2 (cPLA2) 
and arachidonic acid release in human intestinal cytotoxic T 
cells, which enhanced NKG2D-mediated killing by these cells 
[107]. Recently, it was shown that Granzyme B expression in 
murine IEL is mediated by IL-15-induced PIM kinases [87].

Metabolic rewiring during inflammation
Lymphocytes need to remodel their metabolism to cater to 
the increased energy demands of proliferation and effector 
functions. Hence, IL-15 signals also remodel the metabolism 
of effector cells during inflammation. IL-15 directly increases 
mitochondrial biogenesis, thereby enhancing spare respiratory 
capacity in TMEM. IL-15 also enhanced the expression of the rate-
limiting enzyme of fatty acid oxidation, mitochondrial protein 
carnitine palmitoyltransferase 1A, which transfers fatty acids 
into the mitochondria for use in the TCA cycle [108]. IL-15 
promoted the expression of antioxidant molecules in human 
CD8+ T cells such as glutathione reductase, thioredoxin reduc-
tase 1, peroxiredoxin, and superoxide dismutase, which are 
associated with increased survival and cytolytic activity [109]. 
In murine IEL, IL-15-induced ribosome biogenesis and pro-
tein synthesis, increased glucose uptake, and improved mito-
chondrial activity [87]. This metabolic reprogramming could 
be through the PI3K-mTOR pathway. In active CD duodenal 
biopsies, mTOR activity was higher compared to healthy 
intestines [110]. IL-15 also upregulates mTORC1 in NK cells, 
enhancing the metabolic activity of these cells (increased gly-
colysis and OXPHOS) and IL-15-mediated mTOR activation 
is necessary for GzmB expression and degranulation [101]. 
However, the exact signalling driving IL-15-mediated meta-
bolic reprogramming in different cell types and their functions 
requires further clarification.

Negative regulators of IL-15 signalling
All the studies on IL-15 signalling show that all three signalling 
pathways (JAK-STAT, PI3K/AKT, and MAPK pathways) play 
a role in the inflammatory response. As these pathways are 
also critical for maintaining homeostasis, the signal strength 
and persistence likely decide if the response will be inflam-
matory or homeostatic. The strength of the signal is also 
regulated by various negative regulators, which have also 
been shown to be dysregulated in pathogenesis.

Strong IL-15 signalling induces regulatory mechanisms that 
provide a negative feedback loop at multiple levels of IL-15 
signalling. Members of the Suppressor of cytokine signalling 
(SOCS) family inhibit the enzymatic activity of JAKs by di-
rect binding or by interacting with phospho-tyrosine residues 

D
ow

nloaded from
 https://academ

ic.oup.com
/discovim

m
unology/article/3/1/kyae002/7593478 by guest on 26 February 2024



9Signalling mechanisms driving homeostatic and inflammatory effects, 2024, Vol. 3, No. 1

via their central SH2 binding domain (Fig. 3). SOCS proteins 
recruit the ubiquitin transferase system with SOX box 
binding motif leading to target-directed proteasomal deg-
radation [111]. SOCS1−/− mice have a more significant pro-
portion of autoreactive CD8 T cells that are hypersensitive 
to γc cytokines [111, 112]. Another member of the SOCS 
family, cytokine-inducible SH2-containing protein (CIS), 
was shown to be rapidly upregulated following IL-15 stim-
ulation in NK cells and critically downmodulated JAK1 ac-
tivity, such that CIS-deficient NK cells were hypersensitive to 
IL-15 [113]. Protein tyrosine phosphatase (PTP) containing 
SH2 domain, SHP1, also negatively regulates the JAK/STAT 
pathway. SHP1-deficient NKT cells from murine thymus and 
spleen showed enhanced proliferation when treated with 
IL-15, IL-2, or IL-7 [114]. Recently, thymocyte-expressed 
molecule involved in selection (Themis) was shown to be 
crucial for activating JAK/STAT in TMEM stimulated with 
IL-15 [115]. Themis-deficient TMEM stimulated with IL-15 
had diminished JAK1, JAK3, and STAT5 phosphoryla-
tion compared to controls. Phosphorylation of the IL-15 
signalling components was rescued by SHP1 phosphatase 
deficiency, indicating that Themis functions to release SHP1 
inhibition of JAK/STAT signalling-induced by IL-15. IL-15 
also induces lipid phosphatases SHIP1 and SHIP2, which are 
significant regulators of PI3K pathway [36]. Tumor necrosis 
factor-α (TNF-α)–induced protein-8 like-2 (TIPE2) was re-
cently discovered to be a negative regulator of IL-15 triggered 
mTOR activity in NK cells [116]. Overexpression of TIPE2 
in NK92 cells resulted in decreased phosphorylation of S6, a 
substrate of mTOR, and deficiency of TIPE2 increased phos-
phorylation of S6. Another PI3K-AKT pathway regulator 
is the deubiquitinase Otub1, identified as a negative regu-
lator of IL-15 mediated priming of CD8 T and NK cells in 
mice [117]. Otub1 is recruited to the membrane upon IL-15 
signalling, and deubiquitinates the PH binding domain of 
AKT, thus reducing its ability to bind to PIP3 and get acti-
vated. Deficiencies in these regulators have been associated 
with lack of tolerance to self, enhanced antitumor immunity, 
and hyperresponsive state of NK and CD8 T cells to IL-15 
[111, 112, 116, 117]. These negative regulators ensure that 
the signalling proceeds in a controlled manner and thus pre-
vent tissue damage.

Conclusion and future perspectives
IL-15 is a master regulator of homeostatic as well as inflamma-
tory responses (Fig. 4). Owing to the role of IL-15 in different 
pathologies, it is imperative to understand the differences in 
signalling under inflammation and at a steady state. Targeting 
inflammatory and cytotoxicity-specific signalling of IL-15 
might be a useful strategy to treat autoimmune diseases. A re-
cent review described the various therapeutic approaches de-
veloped to target IL-15 in autoimmunity, mainly by blocking 
its binding to its receptor [118]. IL-15 blocking antibodies 
have been successfully shown to reverse damage in mouse 
models of IL-15 mediated autoimmune diseases and several 
blocking antibodies have been progressed to clinical trial 
with varying degrees of success [72]. However, immune cell 
deficiencies such as loss of NK cells or CD8 + memory cells 
associated with blocking IL-15 are a concern, as the homeo-
static as well as the inflammatory functions of IL-15 might 
be blocked by blocking receptor-ligand interactions. It has 
been shown that cis-presentation of IL-15 by heterotrimeric 

IL-15Rα/IL-2Rβ/γc receptor triggers fast and transient 
signalling whereas trans-presentation of IL-15/IL-15Rα to 
the heterodimeric IL-2Rβ/γc receptor-induced slow and per-
sistent signalling [12]. In this context, one promising new 
strategy is to directly target the heterotrimeric IL-15Rα/
IL-2Rβ/γc receptor that did not seem to affect homeostatic 
survival of NK and CD8 T cells, but targeted inflammation 
in tissues [119]. An Fc-coupled dimeric IL-15 mutein that se-
lectively blocked cis-presentation of IL-15 without impacting 
trans-presentation was seen to specifically prevent inflamma-
tory responses in mouse models of arthritis [119]. Although 
an increase in circulating IL-15 has been shown in several 
inflammatory conditions, it is unclear if the IL-15 is present 
as a complex with IL-15Rα. It would be interesting to under-
stand if there is a shift in the IL-15 presentation mechanism as 
well as the expression of the heterotrimeric receptor to allow 
cis-presentation during tissue inflammation. While inflamma-
tory IL-15 signals are mainly characterized by an increase in 
strength and signal duration, it may also be possible to target 
specific signalling proteins that are highly increased in expres-
sion or activity with continued stimulation of IL-15 signals in 
autoimmunity. Finally, IL-15 plays important roles in mucosal 
immunity to infections and in driving NK and T cell effector 
responses in cancer, and thus enhancing these inflammatory 
responses may be a useful strategy in mucosal vaccination 
and cancer immunotherapy.

Acknowledgments
We would like to thank Amanpreet Chawla and Harriet Watt 
for critical reading of the manuscript. The Editor-in-Chief, 
Simon Milling, and handling editor, Emily Gwyer Findlay, 
would like to thank the following reviewers, Suman Mitra 
and Erwan Mortier, for their contribution to the publication 
of this article.

Ethical Approval
Not applicable.

Conflicts of Interest
MS has consulted for Calypso Biotech and receives research 
funding from Astra Zeneca and Interline Therapeutics. The 
authors declare no other conflicts of interest.

Funding
O.J.J. was supported by a Wellcome Trust PhD studentship 
(215309/Z/19/Z), NS.. is supported by a Medical Research 
Scotland PhD studentship co-funded by Astra Zeneca (PHD-
50234-2020); M.S. is supported by the Wellcome Trust and 
Royal Society (Sir Henry Dale Fellowship, 206246/Z/17/Z).

Data Availability
No data were presented in this review.

Author Contributions
N.S., O.J.J., and M.S. reviewed the literature, NS and OJJ pre-
pared illustrations, and NS wrote the manuscript with input 
from O.J.J. and M.S.

D
ow

nloaded from
 https://academ

ic.oup.com
/discovim

m
unology/article/3/1/kyae002/7593478 by guest on 26 February 2024



10 Skariah et al.

References
1. Jabri B, Abadie V. IL-15 functions as a danger signal to regulate 

tissue-resident T cells and tissue destruction. Nat Rev Immunol 
2015, 15, 771–83. doi:10.1038/nri3919

2. Overwijk WW, Schluns KS. Functions of γC cytokines in immune 
homeostasis: current and potential clinical applications. Clin 
Immunol 2009, 132, 153–65. doi:10.1016/j.clim.2009.03.512

3. Badolato R, Ponzi AN, Millesimo M, Notarangelo LD, Musso T. 
Interleukin-15 (IL-15) induces IL-8 and monocyte chemotactic 
protein 1 production in human monocytes. Blood 1997, 90, 2804–
9. doi:10.1182/blood.V90.7.2804

4. Rückert R, Brandt K, Ernst M, Marienfeld K, Csernok E, Metzler 
C, et al. Interleukin-15 stimulates macrophages to activate CD4 + 
T cells: a role in the pathogenesis of rheumatoid arthritis? Immu-
nology 2009, 126, 63–73. doi:10.1111/j.1365-2567.2008.02878.x

5. Mohamadzadeh M, Berard F, Essert G, Chalouni C, Pulendran B, 
Davoust J, et al. Interleukin 15 skews monocyte differentiation into 
dendritic cells with features of langerhans cells. J Exp Med 2001, 
194, 1013–20. doi:10.1084/jem.194.7.1013

6. Ratthé C, Girard D. Interleukin-15 enhances human neutrophil 
phagocytosis by a Syk-dependent mechanism: importance of the 
IL-15Rα chain. J Leukoc Biol 2004, 76, 162–8. doi:10.1189/
jlb.0605298

7. Hoontrakoon R, Chu HW, Gardai SJ, Wenzel SE, McDonald P, 
Fadok VA, et al. Interleukin-15 inhibits spontaneous apoptosis in 
human eosinophils via autocrine production of granulocyte mac-
rophage–colony stimulating factor and nuclear factor- κ B activa-
tion. Am J Respir Cell Mol Biol 2002, 26, 404–12. doi:10.1165/
ajrcmb.26.4.4517

8. Jackson NE, Wang H-W, Tedla N, McNeil HP, Geczy CL, Collins 
A, et al. IL-15 induces mast cell migration via a pertussis toxin-
sensitive receptor. Eur J Immunol 2005, 35, 2376–85. doi:10.1002/
eji.200526154

9. Ma A, Boone DL, Lodolce JP. The pleiotropic functions of inter-
leukin 15. J Exp Med 2000, 191, 753–6. doi:10.1084/jem.191.5.753

10. Zhang M, Wen B, Anton OM, Yao Z, Dubois S, Ju W, et al. IL-
15 enhanced antibody-dependent cellular cytotoxicity mediated by 
NK cells and macrophages. Proc Natl Acad Sci USA 2018, 115, 
E10915–E10924. doi:10.1073/pnas.1811615115

11. Ring AM, Lin J-X, Feng D, Mitra S, Rickert M, Bowman GR, et al. 
Mechanistic and structural insight into the functional dichotomy 
between IL-2 and IL-15. Nat Immunol 2012, 13, 1187–95. 
doi:10.1038/ni.2449

12. Perdreau H, Mortier E, Bouchaud G, Solé V, Boublik Y, Plet A, et 
al. Different dynamics of IL-15R activation following IL-15 cis- 
or trans-presentation. Eur Cytokine Netw 2010, 21, 297–307. 
doi:10.1684/ecn.2010.0207

13. Bergamaschi C, Bear J, Rosati M, Beach RK, Alicea C, Sowder R, 
et al. Circulating IL-15 exists as heterodimeric complex with sol-
uble IL-15Rα in human and mouse serum. Blood 2012, 120, e1–8. 
doi:10.1182/blood-2011-10-384362

14. Waldmann TA. The shared and contrasting roles of IL2 and 
IL15 in the life and death of normal and neoplastic lymphocytes: 
implications for cancer therapy. Cancer Immunol Res 2015, 3, 
219–27. doi:10.1158/2326-6066.CIR-15-0009

15. Stonier SW, Schluns KS. Trans-presentation: a novel mechanism 
regulating IL-15 delivery and responses. Immunol Lett 2010, 127, 
85–92. doi:10.1016/j.imlet.2009.09.009

16. Nelson BH. IL-2, regulatory T cells, and tolerance. J Immunol 
2004, 172, 3983–8. doi:10.4049/jimmunol.172.7.3983

17. Schluns KS, Nowak EC, Cabrera-Hernandez A, Puddington L, 
Lefrançois L, Aguila HL. Distinct cell types control lymphoid 
subset development by means of IL-15 and IL-15 receptor α expres-
sion. Proc Natl Acad Sci USA 2004, 101, 5616–21. doi:10.1073/
pnas.0307442101

18. Stonier SW, Ma LJ, Castillo EF, Schluns KS. Dendritic cells drive 
memory CD8 T-cell homeostasis via IL-15 transpresentation. 
Blood 2008, 112, 4546–54. doi:10.1182/blood-2008-05-156307

19. Robinette ML, Bando JK, Song W, Ulland TK, Gilfillan S, Colonna 
M. IL-15 sustains IL-7R-independent ILC2 and ILC3 development. 
Nat Commun 2017, 8, 14601. doi:10.1038/ncomms14601

20. Gordy LE, Bezbradica JS, Flyak AI, Spencer CT, Dunkle A, Sun 
J, et al. IL-15 regulates homeostasis and terminal maturation 
of NKT Cells. J Immunol 2011, 187, 6335–45. doi:10.4049/
jimmunol.1003965

21. Ranson T, Vosshenrich CAJ, Corcuff E, Richard O, Müller W, Di 
Santo JP. IL-15 is an essential mediator of peripheral NK-cell ho-
meostasis. Blood 2003, 101, 4887–93. doi:10.1182/blood-2002-
11-3392

22. De Creus A, Van Beneden K, Stevenaert F, Debacker V, Plum J, 
Leclercq G. Developmental and functional defects of thymic and 
epidermal Vγ3 cells in IL-15-deficient and IFN regulatory factor-
1-deficient mice. J Immunol 2002, 168, 6486–93. doi:10.4049/
jimmunol.168.12.6486

23. Waldmann TA, Tagaya Y. The multifaceted regulation of 
 interleukin-15 expression and the role of this cytokine in nk cell dif-
ferentiation and host response to intracellular pathogens. Annu Rev 
Immunol 1999, 17, 19–49. doi:10.1146/annurev.immunol.17.1.19

24. Grabstein KH, Eisenman J, Shanebeck K, Rauch C, Srinivasan S, 
Fung V, et al. Cloning of a T cell growth factor that interacts with 
the β chain of the interleukin-2 receptor. Science 1994, 264, 965–8. 
doi:10.1126/science.8178155

25. Bamford RN, Battiata AP, Burton JD, Sharma H, Waldmann TA. 
Interleukin (IL) 15/IL-T production by the adult T-cell leukemia 
cell line HuT-102 is associated with a human T-cell lymphotrophic 
virus type I region/IL-15 fusion message that lacks many upstream 
AUGs that normally attenuates IL-15 mRNA translation. Proc Natl 
Acad Sci USA 1996, 93, 2897–902. doi:10.1073/pnas.93.7.2897

26. Kapsokefalou A, Heuser C, Abken H, Rappl G, Röβler M, Ugurel 
S, et al. Dermal fibroblasts sustain proliferation of activated T cells 
via membrane-bound interleukin-15 upon long-term stimulation 
with tumor necrosis factor-α. J Investig Dermatol 2001, 116, 102–
9. doi:10.1046/j.1523-1747.2001.00239.x

27. Reinecker H, MacDermott R, Mirau S, Dignass A, Podolsky DK. 
Intestinal epithelial cells both express and respond to interleukin 
15. Gastroenterology 1996, 111, 1706–13. doi:10.1016/s0016-
5085(96)70036-7

28. Colpitts SL, Stonier SW, Stoklasek TA, Root SH, Aguila HL, Schluns 
KS, et al. Transcriptional regulation of IL-15 expression during 
hematopoiesis. J Immunol 2013, 191, 3017–24. doi:10.4049/
jimmunol.1301389

29. Mattei F, Schiavoni G, Belardelli F, Tough DF. IL-15 is expressed 
by dendritic cells in response to type I IFN, double-stranded RNA, 
or lipopolysaccharide and promotes dendritic cell activation. J 
Immunol 2001, 167, 1179–87. doi:10.4049/jimmunol.167.3.1179

30. Zhu Q, Egelston C, Gagnon S, Sui Y, Belyakov IM, Klinman DM, 
et al. Using 3 TLR ligands as a combination adjuvant induces qual-
itative changes in T cell responses needed for antiviral protection in 
mice. J Clin Invest 2010, 120, 607–16. doi:10.1172/JCI39293

31. Bamford RN, DeFilippis AP, Azimi N, Kurys G, Waldmann TA. 
The 5ʹ untranslated region, signal peptide, and the coding sequence 
of the Carboxyl Terminus of IL-15 participate in its multifaceted 
translational control. J Immunol 1998, 160, 4418–26. doi:10.4049/
jimmunol.160.9.4418

32. Tagaya Y, Kurys G, Thies TA, Losi JM, Azimi N, Hanover JA, et al. 
Generation of secretable and nonsecretable interleukin 15 isoforms 
through alternate usage of signal peptides. Proc Natl Acad Sci USA 
1997, 94, 14444–9. doi:10.1073/pnas.94.26.14444

33. Bergamaschi C, Jalah R, Kulkarni V, Rosati M, Zhang G-M, Alicea 
C, et al. Secretion and biological activity of short signal peptide 
IL-15 is chaperoned by IL-15 receptor alpha in vivo. J Immunol 
2009, 183, 3064–72. doi:10.4049/jimmunol.0900693

34. Mishra A, Sullivan L, Caligiuri MA. Molecular pathways: 
 interleukin-15 signaling in health and in cancer. Clin Cancer Res 
2014, 20, 2044–50. doi:10.1158/1078-0432.CCR-12-3603

35. Johnston JA, Bacon CM, Finbloom DS, Rees RC, Kaplan D, Shibuya 
K, et al. Tyrosine phosphorylation and activation of STAT5, STAT3, 

D
ow

nloaded from
 https://academ

ic.oup.com
/discovim

m
unology/article/3/1/kyae002/7593478 by guest on 26 February 2024

https://doi.org/10.1038/nri3919
https://doi.org/10.1016/j.clim.2009.03.512
https://doi.org/10.1182/blood.V90.7.2804
https://doi.org/10.1111/j.1365-2567.2008.02878.x
https://doi.org/10.1084/jem.194.7.1013
https://doi.org/10.1189/jlb.0605298
https://doi.org/10.1189/jlb.0605298
https://doi.org/10.1165/ajrcmb.26.4.4517
https://doi.org/10.1165/ajrcmb.26.4.4517
https://doi.org/10.1002/eji.200526154
https://doi.org/10.1002/eji.200526154
https://doi.org/10.1084/jem.191.5.753
https://doi.org/10.1073/pnas.1811615115
https://doi.org/10.1038/ni.2449
https://doi.org/10.1684/ecn.2010.0207
https://doi.org/10.1182/blood-2011-10-384362
https://doi.org/10.1158/2326-6066.CIR-15-0009
https://doi.org/10.1016/j.imlet.2009.09.009
https://doi.org/10.4049/jimmunol.172.7.3983
https://doi.org/10.1073/pnas.0307442101
https://doi.org/10.1073/pnas.0307442101
https://doi.org/10.1182/blood-2008-05-156307
https://doi.org/10.1038/ncomms14601
https://doi.org/10.4049/jimmunol.1003965
https://doi.org/10.4049/jimmunol.1003965
https://doi.org/10.1182/blood-2002-11-3392
https://doi.org/10.1182/blood-2002-11-3392
https://doi.org/10.4049/jimmunol.168.12.6486
https://doi.org/10.4049/jimmunol.168.12.6486
https://doi.org/10.1146/annurev.immunol.17.1.19
https://doi.org/10.1126/science.8178155
https://doi.org/10.1073/pnas.93.7.2897
https://doi.org/10.1046/j.1523-1747.2001.00239.x
https://doi.org/10.1016/s0016-5085(96)70036-7
https://doi.org/10.1016/s0016-5085(96)70036-7
https://doi.org/10.4049/jimmunol.1301389
https://doi.org/10.4049/jimmunol.1301389
https://doi.org/10.4049/jimmunol.167.3.1179
https://doi.org/10.1172/JCI39293
https://doi.org/10.4049/jimmunol.160.9.4418
https://doi.org/10.4049/jimmunol.160.9.4418
https://doi.org/10.1073/pnas.94.26.14444
https://doi.org/10.4049/jimmunol.0900693
https://doi.org/10.1158/1078-0432.CCR-12-3603


11Signalling mechanisms driving homeostatic and inflammatory effects, 2024, Vol. 3, No. 1

and Janus kinases by interleukins 2 and 15. Proc Natl Acad Sci USA 
1995, 92, 8705–9. doi:10.1073/pnas.92.19.8705

36. Osinalde N, Sanchez-Quiles V, Akimov V, Guerra B, Blagoev 
B, Kratchmarova I. Simultaneous dissection and comparison 
of IL -2 and IL -15 signaling pathways by global quantitative 
phosphoproteomics. Proteomics 2015, 15, 520–31.

37. Bromberg J, Darnell JE. The role of STATs in transcriptional con-
trol and their impact on cellular function. Oncogene 2000, 19, 
2468–73. doi:10.1038/sj.onc.1203476

38. Alessi DR, James SR, Downes CP, Holmes AB, Gaffney PRJ, Reese 
CB, et al. Characterization of a 3-phosphoinositide-dependent pro-
tein kinase which phosphorylates and activates protein kinase Bα. 
Curr Biol 1997, 7, 261–9. doi:10.1016/s0960-9822(06)00122-9

39. Caforio M, de Billy E, De Angelis B, Iacovelli S, Quintarelli C, 
Paganelli V, et al. PI3K/Akt pathway: the indestructible role of a 
vintage target as a support to the most recent immunotherapeutic 
approaches. Cancers (Basel) 2021, 13, 4040. doi:10.3390/
cancers13164040

40. Kennedy MK, Glaccum M, Brown SN, Butz EA, Viney JL, Embers 
M, et al. Reversible defects in natural killer and memory Cd8 T cell 
lineages in interleukin 15–deficient mice. J Exp Med 2000, 191, 
771–80. doi:10.1084/jem.191.5.771

41. Lodolce JP, Boone DL, Chai S, Swain RE, Dassopoulos T, Trettin S, 
et al. IL-15 receptor maintains lymphoid homeostasis by supporting 
lymphocyte homing and proliferation. Immunity 1998, 9, 669–76. 
doi:10.1016/s1074-7613(00)80664-0

42. Yokoyama S, Watanabe N, Sato N, Perera P-Y, Filkoski L, Tanaka 
T, et al. Antibody-mediated blockade of IL-15 reverses the autoim-
mune intestinal damage in transgenic mice that overexpress IL-15 
in enterocytes. Proc Natl Acad Sci USA 2009, 106, 15849–54. 
doi:10.1073/pnas.0908834106

43. Marks-Konczalik J, Dubois S, Losi JM, Sabzevari H, Yamada N, 
Feigenbaum L, et al. IL-2-induced activation-induced cell death is 
inhibited in IL-15 transgenic mice. Proc Natl Acad Sci USA 2000, 
97, 11445–50. doi:10.1073/pnas.200363097

44. Cooper MA, Bush JE, Fehniger TA, VanDeusen JB, Waite RE, Liu Y, 
et al. In vivo evidence for a dependence on interleukin 15 for sur-
vival of natural killer cells. Blood 2002, 100, 3633–8. doi:10.1182/
blood-2001-12-0293

45. Carson WE, Fehniger TA, Haldar S, Eckhert K, Lindemann MJ, Lai 
CF, et al. A potential role for interleukin-15 in the regulation of 
human natural killer cell survival. J Clin Invest 1997, 99, 937–43. 
doi:10.1172/JCI119258

46. Huntington ND, Puthalakath H, Gunn P, Naik E, Michalak EM, 
Smyth MJ, et al. Interleukin 15–mediated survival of natural killer 
cells is determined by interactions among Bim, Noxa and Mcl-1. 
Nat Immunol 2007, 8, 856–63. doi:10.1038/ni1487

47. Hodge DL, Yang J, Buschman MD, Schaughency PM, Dang H, Bere 
W, et al. Interleukin-15 enhances proteasomal degradation of bid 
in normal lymphocytes: implications for large granular lympho-
cyte leukemias. Cancer Res 2009, 69, 3986–94. doi:10.1158/0008-
5472.CAN-08-3735

48. Xu A, Bhanumathy KK, Wu J, Ye Z, Freywald A, Leary SC, et al. IL-
15 signaling promotes adoptive effector T-cell survival and memory 
formation in irradiation-induced lymphopenia. Cell Biosci 2016, 6, 
30. doi:10.1186/s13578-016-0098-2

49. Lai Y-G, Hou M-S, Lo A, Huang S-T, Huang Y-W, Yang-Yen H-F, 
et al. IL-15 modulates the balance between Bcl-2 and Bim via a 
Jak3/1-PI3K-Akt-ERK pathway to promote CD8αα + intestinal 
intraepithelial lymphocyte survival. Eur J Immunol 2013, 43, 
2305–16. doi:10.1002/eji.201243026

50. Gao Y, Li W, Wang Z, Zhang C, He Y, Liu X, et al. SEL1L preserves 
CD8+ T-cell survival and homeostasis by fine-tuning PERK 
signaling and the IL-15 receptor-mediated mTORC1 axis. Cell Mol 
Immunol 2023, 20, 1232–50. doi:10.1038/s41423-023-01078-x

51. Baccala R, Witherden D, Gonzalez-Quintial R, Dummer W, Surh 
CD, Havran WL, et al. γδ T cell homeostasis is controlled by IL-7 
and IL-15 together with subset-specific factors. J Immunol 2005, 
174, 4606–12. doi:10.4049/jimmunol.174.8.4606

52. Khameneh HJ, Fonta N, Zenobi A, Niogret C, Ventura P, Guerra C, 
et al. Myc controls NK cell development, IL-15-driven expansion, 
and translational machinery. Life Sci Alliance 2023, 6, e202302069. 
doi:10.26508/lsa.202302069
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