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Representative mass spectra obtained by extracting the TIC of peak I from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 2 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 3 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 4 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 5 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 6 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 7 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 8 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Representative mass spectra obtained by extracting the TIC of peak 9 from the chromatogram of
POE-15 and RangerPro which elute at different retention times (See figure 1).
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Cytotoxicity dose response evaluation of RangerPro and its ingredients glyphosate and
POE-15 in mouse embryonic stem cells. A total of 20 concentrations were tested for each
compound to determine cytotoxicity thresholds. The green shaded area denotes the selected
concentrations used in the ToxTracker assay system.



