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Figure S1. Comparison of ribosome structures from Protein Data Bank showing P2W1sg clusters
(red).

Table S1. All WO2 —containing structures from Protein Data Bank (PDB).

PDB Code Structure Reference
1194 T30S Ribosomal subunit at 3.2 A resolution Pioletti et al., 2001
1195 T30S Ribosomal subunit with Edeine Pioletti et al., 2001
1196 T30S Ribosomal subunit with IF3 Pioletti et al., 2001
1197 T30S Ribosomal subunit with tetracycline Pioletti et al., 2001
1FKA T30S Ribosomal subunit at 3.3 A resolution Schluenzen et al., 2000
1DV4 Partial structure of 16S RNA of T30S Tocilj et al., 1999
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Figure S2. Alternative views of Figure 5 showing more detail of interactions between
representative Double Wells-Dawson cluster consisting of clusters 1001 and 1004 with protein in
1i94 a) as shown in Figure 5, and b) rotated by ~90° to show interactions with residues 35-38.



