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ABSTRACT  

 
This article presents a brand-new approximation analytical technique we refer to as the reconstruction of variational 

iteration method. For the goal of solving fractional biological population option pricing equations, this methodology was created. 

In certain circumstances, you may actually use the well-known Mittag-Leffer function to get an explicit response. The usage of 

the three examples below demonstrates the precision and effectiveness of the suggested method. The results show that the RVIM 

is not only quite straightforward but also very successful at resolving non-linear problems. 
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I. INTRODUCTION 
 

Over the last thirty years or more, fractional 

differential equations have grown in significance and 

appeal, mostly as a result of their multiple, apparently 

unrelated applications in the disciplines of science and 

engineering. For instance, the fluid-dynamic traffic 

model using fractional derivatives may address the 

inadequacy resulting from the assumption of continuous 

traffic flow. The nonlinear oscillation of earthquake can 

also be described with fractional derivatives. 

Additionally, many chemical processes, mathematical 

biology, and several other physics and engineering 

issues are modeled using fractional differential 

equations,[1]–[10]. 

Since most physical systems are nonlinear in 

nature, nonlinear issues are crucial for engineers, 

physicists, and mathematicians. The nonlinear equations, 

on the other hand, are challenging to solve and produce 

intriguing phenomena, such as chaos. In order to fully 

understand nonlinear physical events, it is crucial to 

investigate the precise solutions of nonlinear evolution 

equations. Recently, a wide variety of alternative 

techniques have been utilized to solve physical-

interesting nonlinear and linear differential equations. 

Linear and nonlinear problems have been solved using 

the Adomian decomposition method (ADM) [11], [12], 

the homotopy perturbation method (HPM) [13]-[16], the 

variational iteration method (VIM)[16]-[21], and other 

techniques. Due to the challenges posed by the nonlinear 

variables, the Laplace transform is completely incapable 

of addressing nonlinear equations.  Numerous strategies, 

including the Laplace decomposition method (LDM) 

[22]–[26] and the homotopy perturbation transform 

technique (HPTM) [27], have been put forward lately to 

cope with these non-linearities. A very efficient 

approach known as the homotopy analysis transform 

method (VIM) has just recently been developed by 

combining the homotopy analysis method (HAM) with 

the well-known Laplace transform [28], [29]. The 

variatoinal iteration technique (VIM) is used in this 

study to handle a variety of nonlinear issues. 

The nonlinear fractional-order biological 

population model using the following formula is 

examined in this paper: 

   
𝜕𝛼𝑢

𝜕𝑡𝛼 =
𝜕2(𝑢2)

𝜕𝑥2 +
𝜕2(𝑢2)

𝜕𝑦2 + 𝑓(𝑢)         …(1) 
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with the given initial condition 

 

𝑢(𝑥. 𝑦. 0) = 𝑓0(𝑥. 𝑦) 

 

where u stands for population density and f for 

the supply of people as a result of births and deaths. This 

nonlinear fractional biological population model is 

created by substituting a fractional derivative of order 

with 011 $ for the first time derivative term in the 

associated biological population model. The derivatives 

are interpreted in the sense of Caputo. A parameter 

indicating the order of the fractional derivative is 

included in the general response expression and may be 

changed to provide different replies. The standard 

biological population model replaces the fractional 

biological population model when = 1 occurs. Other 

scholars have already investigated certain features of this 

concept [30]. 

In this research, we also solve the fractional 

biological population models using the Reconstruction 

of Variational Iteration Method (RVIM). To solve 

nonlinear fractional biological population models, the 

current work aims to adapt the Variational Iteration 

Method (VIM). 

1.1. Preliminaries and definitions 

In this section, we present some basic 

definitions and preliminaries  in fractional calculus, 

Riemann-Liouville fractional integral of order α. 
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one useful function for fractional calculus is 

Mittag-Leffler function. the standard definition of te 

Mittag-Leffler function 𝐸𝛼,𝛽(𝑧) is as follows:  

 

𝐸𝛼,𝛽(𝑧) = ∑

∞

𝑘=0

𝑧𝑘

Γ(𝛼𝑘 + 𝛽)
    ,         

 

𝛼, 𝛽 ∈ ℂ, Re(𝛼) > 0.                …(3) 

 

Although there are numerous ways to define 

fractional derivatives, in this study the most favorable 

definition is Capotu fraction from the order 𝛼 is defined 

as follows. 

 

 0D𝑡
𝛼𝑓(𝑡) =

1

Γ(𝑛−𝛼)
∫

𝑡

0

𝑓(𝑛)(𝜏)

(𝑡−𝜏)𝛼−𝑛+1 d𝜏    …(4) 

 

The fractional integral of order 𝛼 of function 

𝑓(𝑡) = (𝑡 − 𝑎)𝑣 is as follows 

 

 𝑎𝐷𝑡
−𝛼((𝑡 − 𝑎)𝑣) =

Γ(1+𝑣)

Γ(1+𝑣+𝛼)
(𝑡 − 𝑣)𝑣+𝛼     …(5) 

 

II. RECONSTRUCTION OF 

VARIATIONAL ITERATION 

METHOD 

 

In this section we introduce a approximate 

analytical method to solve Biological population model 

(1) for fractional order 𝛼 (1 ≤ 𝛼 ≤ 2). 

Hesameddini and Latifzadeh [30] presented the 

Reconstruction of Variational Iteration Method (RVIM) 

for differential equations of integer order. Here, we 

expand this approach to solving (1) Consider the 

biological population equation in its generic version, 

which looks like this. 

 

𝜕𝛼𝑢(𝑥, 𝑦, 𝑡)

𝜕𝑡𝛼
= 𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,
𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,
𝜕2𝑢

𝜕𝑥2
,
𝜕2𝑢

𝜕𝑦2
), 

𝑢(𝑥, 𝑦, 0) = 𝑓0(𝑥, 𝑦)        …(6) 

 

where the operator 
𝜕𝛼

𝜕𝑡𝛼 is the Caputo fractional 

derivatives and 𝑚 − 1 ≤ 𝛼 < 𝑚 . By taking Laplas 

Transform from both side of equation (6) , with respect 

to the independent variable 𝑡 and using the homogeneous 

initial condition, we get 

 

𝑠𝛼ℒ{𝑢(𝑥, 𝑦, 𝑡)} − 𝑠𝛼−1𝑢(𝑥, 𝑦, 0)

= ℒ {𝑔 (𝑡, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,
𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,
𝜕2𝑢

𝜕𝑥2
,
𝜕2𝑢

𝜕𝑦2
)} 

 

Therefore 

 

ℒ{𝑢(𝑥, 𝑦, 𝑡)} =
1

𝑠
𝑓0(𝑥, 𝑦, 𝑡) +

1

𝑠𝛼 𝐺 (𝑠, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2 ,
𝜕2𝑢

𝜕𝑦2)          ...(7) 

 

Now by applying the inverse Laplace transform 

to both side of equation (7), and using the convolution 

theorem we get  

 

𝑢(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) + ℒ−1 {
1

𝑠𝛼
𝐺 (𝑠, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,
𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,
𝜕2𝑢

𝜕𝑥2
,
𝜕2𝑢

𝜕𝑦2
)}

= 𝑓0(𝑥, 𝑦, 𝑡) +
𝑡𝛼−1

Γ(𝛼)
∗ 𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,
𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,
𝜕2𝑢

𝜕𝑥2
,
𝜕2𝑢

𝜕𝑦2
)

= 𝑓0(𝑥, 𝑦, 𝑡) +
1

Γ(𝛼)
∫

𝑡

0

(𝑡 − 𝜉)𝛼−1𝑔 (𝑡, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,
𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,
𝜕2𝑢

𝜕𝑥2
,
𝜕2𝑢

𝜕𝑦2
) d𝜉

 

  

according to [16] by imposing to initial 

condition to obtain the solution of equation (6) , we 

construct an iteration formula as follows 

 
𝑢𝑛+1(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) +

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2
,

𝜕2𝑢

𝜕𝑦2
) d𝜉 

…8 

 

where 𝑓(0, 𝑥, 𝑦, 𝑡)is initial solution. By the 

above iteration each term will be determined by the 

previous term in the approximation of iteration formula 

can be entirely evaluated. Consequently the solution may 

be written as  
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 𝑢(𝑥, 𝑦, 𝑡) = lim
𝑛→∞

𝑢𝑛(𝑥, 𝑦, 𝑡). 

 

III. EXAMPLES 
 

 Here, we apply the suggested approach to a few 

biological population models. The Mittag-Leffler 

function emerges in the resolution of these situations, as 

we will see. 

Example 3.1: 

Consider the following fractional Biological 

population option pricing equations.  

 

 
𝜕𝛼𝑢

𝜕𝑡𝛼 =
𝜕2(𝑢2)

𝜕𝑥2 +
𝜕2(𝑢2)

𝜕𝑦2 + 𝑢(1 − 𝑟𝑢),  …(9) 

 

with the initial condition  

 

 𝑢(𝑥, 𝑦, 0) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)]. …(10) 

  

Applying the RVIM method to this problem we 

option the following recursive formula  

 
𝑢𝑛+1(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) +

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2
,

𝜕2𝑢

𝜕𝑦2
) d𝜉

 …(11) 

 where 

 

 𝑔 (𝑡, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2 ,
𝜕2𝑢

𝜕𝑦2) =
𝜕2(𝑢2)

𝜕𝑥2 +

𝜕2(𝑢2)

𝜕𝑦2 + 𝑢(1 − 𝑟𝑢), 

 

 𝑓0(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] 

 

Now, the above successive approximation 

yields  

 

𝑢𝑛+1(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) +
1

Γ(𝛼)
∫

𝑡

0

(𝑡

− 𝜉)𝛼−1 (
𝜕2(𝑢𝑛

2)

𝜕𝑥2
+

𝜕2(𝑢𝑛
2)

𝜕𝑦2
+ (𝑢𝑛 − 𝑟𝑢𝑛

2)) d𝜉 

 

𝑢1(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] +

1

Γ(𝛼)
∫

𝑡

0

(𝑡 − 𝜉)𝛼−1 (𝑟exp [√
𝑟

2
(𝑥 + 𝑦)] + exp [

1

2
√

𝑟

2
(𝑥 + 𝑦)] − 𝑟exp [√

𝑟

2
(𝑥 + 𝑦)]) d𝜉

 

 

𝑢1(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] +

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1exp [

1

2
√

𝑟

2
(𝑥 + 𝑦)] d𝜉

= exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] + exp [

1

2
√

𝑟

2
(𝑥 + 𝑦)]

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1d𝜉

= exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] + exp [

1

2
√

𝑟

2
(𝑥 + 𝑦)]

𝑡𝛼

Γ(𝛼+1)

= exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] [1 +

𝑡𝛼

Γ(𝛼+1)
]

 

  

and  

𝑢2(𝑥, 𝑦, 𝑡) = 𝑢1(𝑥, 𝑦, 𝑡) +
1

Γ(𝛼)
∫

𝑡

0

(𝑡 − 𝜉)𝛼−1 (
𝜕2(𝑢1

2)

𝜕𝑥2
+

𝜕2(𝑢1
2)

𝜕𝑦2
+ (𝑢1 − 𝑟𝑢1

2)) d𝜉

= exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] [1 +

𝑡𝛼

Γ(𝛼 + 1)
+

𝑡2𝛼

Γ(𝛼 + 1)
]

 

  

finally we get 

  

𝑢𝑛(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] [1 +

𝑡𝛼

Γ(𝛼 + 1)
+

𝑡2𝛼

Γ(𝛼 + 1)
+ ⋯ +

𝑡𝑛𝛼

Γ(𝑛𝛼 + 1)
] 

 

Therefore by using the definition of Mittag-

leffler function in one parameter, the solution of the 

problem is given by  

 

𝑢(𝑥, 𝑦, 𝑡) = lim
𝑛→∞

𝑢𝑛(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] ∑∞

𝑚=0
𝑡𝑚𝛼

Γ(𝑚𝛼+1)

= exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] 𝐸𝛼(𝑡𝛼)

 

  

if we put 𝛼 = 1 we option the exact solution 

 

𝑢(𝑥, 𝑦, 𝑡) = exp [
1

2
√

𝑟

2
(𝑥 + 𝑦)] 𝑒𝑡 = exp [

1

2
√

𝑟

2
(𝑥 + 𝑦) + 𝑡] 

 

which is an exact solution of the given classical 

Biological Population equation (9).  

Example 3.2: 

Consider the following generalized biological 

population model:  

  

 
𝜕𝛼𝑢

𝜕𝑡𝛼 =
𝜕2(𝑢2)

𝜕𝑥2 +
𝜕2(𝑢2)

𝜕𝑦2 + 𝑘𝑢, …(12) 

  

with the initial condition  

 

 𝑢(𝑥, 𝑦, 0) = √𝑥𝑦, …(13) 

 

as in previous example we apply the RVIM 

method to this problem. corresponding to equation (11) 

recursive formula is obtained as follows:  

 
𝑢𝑛+1(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) +

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2
,

𝜕2𝑢

𝜕𝑦2
) d𝜉

 

where 

 

𝑔 (𝑡, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2 ,
𝜕2𝑢

𝜕𝑦2
) =

𝜕2(𝑢2)

𝜕𝑥2 +
𝜕2(𝑢2)

𝜕𝑦2 + 𝑘𝑢.

𝑢0(𝑥, 𝑦, 𝑡) = √𝑥, 𝑦
 

  

The approximation are obtained as  

 
𝑢1(𝑥, 𝑦, 𝑡) = 𝑘√𝑥, 𝑦

𝑡𝛼

Γ(𝛼+1)

𝑢2(𝑥, 𝑦, 𝑡) = 𝑘√𝑥𝑦
𝑡𝛼

Γ(𝛼+1)
+ 𝑘2√𝑥𝑦

𝑡2𝛼

Γ(2𝛼+1)

𝑢3(𝑥, 𝑦, 𝑡) = 𝑘√𝑥𝑦
𝑡𝛼

Γ(𝛼+1)
+ 𝑘2√𝑥𝑦

𝑡2𝛼

Γ(2𝛼+1)
+ 𝑘3√𝑥𝑦

𝑡3𝛼

Γ(3𝛼+1)

⋮

𝑢𝑛(𝑥, 𝑦, 𝑡) = 𝑘√𝑥𝑦
𝑡𝛼

Γ(𝛼+1)
+ 𝑘2√𝑥𝑦

𝑡2𝛼

Γ(2𝛼+1)
+ 𝑘3√𝑥𝑦

𝑡3𝛼

Γ(3𝛼+1)
+ ⋯ + 𝑘𝑛√𝑥𝑦

𝑡𝑛𝛼

Γ(𝑛𝛼+1)

 

 

and so on.  



 

 

161   This work is licensed under a Creative Commons Attribution-NonCommercial-NoDerivatives 4.0 International (CC BY-NC-ND 4.0) 

 

ISSN: 2583-4053 

Volume-2 Issue-3 || June 2023 || PP. 158-162 
 

https://doi.org/10.55544/jrasb.2.3.20 

 

Journal for Research in Applied Sciences 

and Biotechnology 

www.jrasb.com 

𝑢(𝑥, 𝑦, 𝑡) = lim
𝑛→∞

𝑢𝑛(𝑥, 𝑦, 𝑡) =

√𝑥𝑦 ∑∞
𝑚=0

(𝑘𝑡𝛼)𝑚

Γ(𝑚𝛼+1)
√𝑥𝑦𝐸𝛼(𝑘𝑡𝛼). …(14) 

 

if we put 𝛼 = 1 , we obtain the exact solution:  

 

 𝑢(𝑥, 𝑦, 𝑡) = √𝑥𝑦𝑒𝑘𝑡 , …(15) 

  

Example 3.3: 

 

Consider the following generalized biological 

population model:  

  

 
𝜕𝛼𝑢

𝜕𝑡𝛼 =
𝜕2(𝑢2)

𝜕𝑥2 +
𝜕2(𝑢2)

𝜕𝑦2 + 𝑢, …(16) 

  

with the initial condition  

 

 𝑢(𝑥, 𝑦, 0) = √sin𝑥sinh𝑦. …(17) 

 

By applying the RVIM method to this problem. 

corresponding to recursive equation (16) 

 

 
𝑢𝑛+1(𝑥, 𝑦, 𝑡) = 𝑓0(𝑥, 𝑦, 𝑡) +

1

Γ(𝛼)
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1𝑔 (𝑡, 𝑥, 𝑦, 𝑢,

𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2
,

𝜕2𝑢

𝜕𝑦2
) d𝜉

 

  

where  

 

𝑔 (𝑡, 𝑥, 𝑦, 𝑢,
𝜕𝑢

𝜕𝑥
,

𝜕𝑢

𝜕𝑦
,

𝜕2𝑢

𝜕𝑥𝜕𝑦
,

𝜕2𝑢

𝜕𝑥2
,

𝜕2𝑢

𝜕𝑦2
) =

𝜕2(𝑢2)

𝜕𝑥2
+

𝜕2(𝑢2)

𝜕𝑦2
+ 𝑢,

𝑢(𝑥, 𝑦, 0) = √sin𝑥sinh𝑦.
 

 

Now carry out the recursive process (16) and by 

simplification we obtain 

 

 

𝑢1(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦 +
1

Γ
∫

𝑡

0
(𝑡 − 𝜉)𝛼−1 (

𝜕2(𝑢0
2)

𝜕𝑥2
+

𝜕2(𝑢0
2)

𝜕𝑦2
+ 𝑢0)

𝑢1(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦 (1 +
𝑡𝛼

Γ(𝛼+1)
)

𝑢2(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦 (1 +
𝑡𝛼

Γ(𝛼+1)
+

𝑡2𝛼

Γ(2𝛼+1)
)

⋮

𝑢𝑛(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦 (1 +
𝑡𝛼

Γ(𝛼+1)
+

𝑡2𝛼

Γ(2𝛼+1)
+ ⋯ +

𝑡𝑛𝛼

Γ(𝑛𝛼+1)
)

𝑢(𝑥, 𝑦, 𝑡) = lim
𝑛→∞

𝑢𝑛(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦 ∑∞
𝑚=0

𝑡𝑚𝛼

Γ(𝑚𝛼+1)

= √sin𝑥sinh𝑦𝐸𝛼(𝑡𝛼)

 

  

if we put 𝛼 = 1 , we the exact solution  

 

 𝑢(𝑥, 𝑦, 𝑡) = √sin𝑥sinh𝑦𝑒𝑡 , …(18) 

  

IV. CONCLUSION 
 

Three examples of population equations used in 

option pricing are provided in this article. The (RVIM) is 

successfully used in these cases. In the recursive process, 

the Mittag-Leffler function always arises, and the closed 

form of solutions is obtained. The findings shown in 

[11], [31], and [32] are consistent with the depicted 

outcomes for two of the situations. at least as far as we 

are aware. However, as we could see, it may be 

effectively addressed utilizing (RVIM). As a result, the 

(RVIM) approach is effective for locating the solutions 

to fractional partial differential equations. Additionally, 

the series solution is often simple to discover. Only a 

handful of the series' keywords need to be found; the rest 

will be figured out on their own. 

 

ACKNOWLEDGMENT 
 

The authors appreciate the referee's insightful 

remarks and recommendations for the paper's 

development. 

 

REFERENCES 
 

[1] S. I. Muslih, D. Baleanu, and E. Rabei, 

“Hamiltonian formulation of classical fields within 

Riemann--Liouville fractional derivatives,” Phys. Scr., 

vol. 73, no. 5, p. 436, 2006. 

[2] A. Kilbas, Theory and applications of fractional 

differential equations.  

[3] K. S. Miller and B. Ross, “An introduction to the 

fractional calculus and fractional differential equations,” 

(No Title), 1993. 

[4] K. Oldham and J. Spanier, The fractional calculus 

theory and applications of differentiation and 

integration to arbitrary order. Elsevier, 1974. 

[5] S. Z. Rida, A. M. A. El-Sayed, and A. A. M. Arafa, 

“On the solutions of time-fractional reaction–diffusion 

equations,” Commun. Nonlinear Sci. Numer. Simul., vol. 

15, no. 12, pp. 3847–3854, Dec. 2010, doi: 

10.1016/J.CNSNS.2010.02.007. 

[6] J.-H. He, “From the SelectedWorks of Ji-Huan He 

Approximate analytical solution for seepage flow with 

fractional derivatives in porous media Approximate 

analytical solution for seepage flow with fractional 

derivatives in porous media,” Comput. Methods Appl. 

Mech. Engg, vol. 167, pp. 57–68, 1998, [Online]. 

Available: http://works.bepress.com/ji_huan_he/34/ 

[7] F. Mainardi, Y. Luchko, and G. Pagnini, “The 

fundamental solution of the space-time fractional 

diffusion equation,” vol. 4, no. 2, pp. 153–192, 2007, 

[Online]. Available: http://arxiv.org/abs/cond-

mat/0702419 

[8] J. Liu and M. Xu, “Some exact solutions to Stefan 

problems with fractional differential equations,” J. Math. 

Anal. Appl., vol. 351, no. 2, pp. 536–542, 2009, doi: 

10.1016/j.jmaa.2008.10.042. 

[9] H. Beyer and S. Kempfle, “Definition of Physically 

Consistent Damping Laws with Fractional Derivatives,” 

ZAMM ‐ J. Appl. Math. Mech. / Zeitschrift für Angew. 

Math. und Mech., vol. 75, no. 8, pp. 623–635, 1995, doi: 

10.1002/zamm.19950750820. 

[10] D. Kumar, J. Singh, and D. Baleanu, “A new 

fractional model for convective straight fins with 

temperature-dependent thermal conductivity,” Therm. 



 

 

162   This work is licensed under a Creative Commons Attribution-NonCommercial-NoDerivatives 4.0 International (CC BY-NC-ND 4.0) 

 

ISSN: 2583-4053 

Volume-2 Issue-3 || June 2023 || PP. 158-162 
 

https://doi.org/10.55544/jrasb.2.3.20 

 

Journal for Research in Applied Sciences 

and Biotechnology 

www.jrasb.com 

Sci., vol. 22, no. 6, pp. 2791–2802, 2018, doi: 

10.2298/TSCI170129096K. 

[11] G. Adomian, “Solving frontier problems of 

physics: the decomposition method, Springer,” 

Dordrecht, 1994. 

[12] J. Biazar, M. G. Porshokuhi, and B. Ghanbari, 

“Extracting a general iterative method from an Adomian 

decomposition method and comparing it to the 

variational iteration method,” Comput. \& Math. with 

Appl., vol. 59, no. 2, pp. 622–628, 2010. 

[13] J.-H. He, “Homotopy perturbation technique,” 

Comput. Methods Appl. Mech. Eng., vol. 178, no. 3–4, 

pp. 257–262, 1999. 

[14] J.-H. He, “Addendum: new interpretation of 

homotopy perturbation method,” Int. J. Mod. Phys. B, 

vol. 20, no. 18, pp. 2561–2568, 2006. 

[15] D. D. Ganji, “The application of He’s homotopy 

perturbation method to nonlinear equations arising in 

heat transfer,” Phys. Lett. Sect. A Gen. At. Solid State 

Phys., vol. 355, no. 4–5, pp. 337–341, 2006, doi: 

10.1016/j.physleta.2006.02.056. 

[16] E. Hesameddini and H. Latifizadeh, “A new vision 

of the He’s homotopy perturbation method,” Int. J. 

Nonlinear Sci. Numer. Simul., vol. 10, no. 11–12, pp. 

1415–1424, 2009. 

[17] J.-H. He, “Variational iteration method—some 

recent results and new interpretations,” J. Comput. Appl. 

Math., vol. 207, no. 1, pp. 3–17, 2007. 

[18] J.-H. He, G.-C. Wu, and F. Austin, “The 

variational iteration method which should be followed,” 

Nonlinear Sci. Lett. A, vol. 1, no. 1, pp. 1–30, 2010. 

[19] L. A. Soltani and A. Shirzadi, “A new modification 

of the variational iteration method,” Comput. \& Math. 

with Appl., vol. 59, no. 8, pp. 2528–2535, 2010. 

[20] N. Faraz, Y. Khan, and A. Yildirim, “Analytical 

approach to two-dimensional viscous flow with a 

shrinking sheet via variational iteration algorithm-II,” J. 

King Saud Univ., vol. 23, no. 1, pp. 77–81, 2011. 

[21] C. Chun, “Fourier-series-based variational iteration 

method for a reliable treatment of heat equations with 

variable coefficients,” Int. J. Nonlinear Sci. Numer. 

Simul., vol. 10, no. 11–12, pp. 1383–1388, 2009. 

[22] S. A. Khuri, “A Laplace decomposition algorithm 

applied to a class of nonlinear differential equations,” J. 

Appl. Math., vol. 1, no. 4, pp. 141–155, 2001, doi: 

10.1155/S1110757X01000183. 

[23] E. Yusufo\uglu, “Numerical solution of Duffing 

equation by the Laplace decomposition algorithm,” 

Appl. Math. Comput., vol. 177, no. 2, pp. 572–580, 

2006. 

[24] Y. Khan, “An effective modification of the Laplace 

decomposition method for nonlinear equations,” Int. J. 

Nonlinear Sci. Numer. Simul., vol. 10, no. 11–12, pp. 

1373–1376, 2009. 

[25] N. Faraz, Y. Khan, and F. Austin, “An alternative 

approach to differential-difference equations using the 

variational iteration method,” Zeitschrift fur Naturforsch. 

- Sect. A J. Phys. Sci., vol. 65, no. 12, pp. 1055–1059, 

2010, doi: 10.1515/zna-2010-1206. 

[26] M. Khan and M. Hussain, “Application of Laplace 

decomposition method on semi-infinite domain,” Numer. 

Algorithms, vol. 56, no. 2, pp. 211–218, 2011, doi: 

10.1007/s11075-010-9382-0. 

[27] Y. Khan and Q. Wu, “Homotopy perturbation 

transform method for nonlinear equations using He’s 

polynomials,” Comput. \& Math. with Appl., vol. 61, no. 

8, pp. 1963–1967, 2011. 

[28] M. A. Gondal, A. S. Arife, M. Khan, and I. 

Hussain, “An efficient numerical method for solving 

linear and nonlinear partial differential equations by 

combining homotopy analysis and transform method,” 

World Appl. Sci. J., vol. 14, no. 12, pp. 1786–1791, 

2011. 

[29] M. Khan, M. A. Gondal, I. Hussain, and S. K. 

Vanani, “A new comparative study between homotopy 

analysis transform method and homotopy perturbation 

transform method on a semi infinite domain,” Math. 

Comput. Model., vol. 55, no. 3–4, pp. 1143–1150, 2012. 

[30] A. A. M. Arafa, S. Z. Rida, and H. Mohamed, 

“Homotopy analysis method for solving biological 

population model,” Commun. Theor. Phys., vol. 56, no. 

5, p. 797, 2011. 

[31] S. Kumar, A. Yildirim, Y. Khan, H. Jafari, K. 

Sayevand, and L. Wei, “Analytical solution of fractional 

Black-Scholes European option pricing equation by 

using Laplace transform,” J. Fract. Calc. Appl., vol. 2, 

no. 8, pp. 1–9, 2012. 

[32] A. A. Elbeleze, A. K\il\içman, and B. M. Taib, 

“Homotopy perturbation method for fractional Black-

Scholes European option pricing equations using 

Sumudu transform,” Math. Probl. Eng., vol. 2013, 2013. 

 

 

 


