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Our colleagues Tassi et al. submitted a Letter to the Editor
regarding our recent paper on the spatio-temporal changes in
pre-exposure prophylaxis (PrEP) uptake among men who have
sex with men (MSM) in France [1]. We appreciate their inter-
est and constructive feedback, and we seek to address their
concerns and provide further clarification.

Tassi et al.’s primary concern centred around our utiliza-
tion of unadjusted regional data on new HIV infections noti-
fications, alongside the French subset of EMIS-2017 survey
[2] to estimate the regional HIV-negative MSM population.
While we acknowledge the difference between the unadjusted
and adjusted notification data, which considers underreport-
ing and late diagnosis, our approach relies on the number
of newly diagnosed infections (including both recent and late
diagnoses), rather than data on new infections.

In our paper, we modelled the regional risk of the newly
diagnosed HIV in 2017 in France through a Bayesian spatial
analysis using self-reported data from EMIS-2017. However,
unlike surveillance notification data, self-reported survey-
based data cannot be adjusted for underreporting or late
diagnosis. To ensure high homogeneity in data sources, we
prioritized consistency over potentially higher data quality.
Unfortunately, there remains a trade-off either way. We
acknowledge this limitation and caution the interpretation of
our model’s results as potential underestimations, as empha-
sized in the Limitations in our paper.

We acknowledge our estimates based on unadjusted data
should be interpreted with caution, especially considering
potential heterogenous underreporting rates among regions,
notably observed in Centre-Val-de-Loire (CVL). Given the lim-
ited published data at the same level of detail, this is a limita-
tion we must accept. However, we believe that this limitation,
which could apply to any region, is unlikely to fully explain
the result that is the subject of criticism, especially on the
MSM proportion among adult men in CVL being half that of
other French regions, as how Tassi et al. suggested. To delve
deeper, we further explored the local MSM population con-
centration factor (K) within CVL using a previously validated
approach [3]. Among the six CVL départements, four (except
for Indre-et-Loire [K = 0.9] and Loiret [K = 0.8]) demon-

strated particularly low MSM concentrations (K ranged from
0.4 to 0.5), meaning that while the first two départements
are close to the French average (K = 1.0), the other four
départements have only half or less MSM as expected from
the national average. These findings, based on EMIS-2017
data, affirm a notably lower concentration of MSM in the CVL
region [1].

Regarding using Bayesian inference, it is important to
clarify that our approach did not directly apply it to estimate
the regional HIV-negative MSM population. Instead, we
employed Bayesian spatial analysis as an indirect approach
to model the regional risk of newly diagnosed HIV, based on
EMIS-2017 data, as a spatial proxy, assuming that our model
closely approximated reality [4]. Consequently, our indirect
approach did not necessitate direct prior knowledge of the
regional MSM population size, rendering it irrelevant to our
approach.

We appreciate Tassi et al.’s suggestion to leverage clinical
data warehouses and healthcare insurance data for future
research. We share their belief in the potential of detailed
clinical and insurance data to improve raw surveillance notifi-
cation data quality. Consequently, we recommend a replication
study of our modelling approach once national clinical data
warehouses are established. Such an effort would likely
yield a more precise estimate of the regional HIV-negative
MSM population, offering broader implications for public
health.

We welcome the critical insights provided by Tassi et al. and
hope that this response addresses their concerns. We remain
committed to advancing our understanding of HIV epidemiol-
ogy and its impact on vulnerable populations.
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