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 Introduction: One of the cardiovascular diseases with the highest mortality 

rate is stroke. Stroke is the second-leading cause of death worldwide. Each year, 

12.2 million new cases of stroke occur, of which 7.6 million are ischemic 
strokes. In ischemic stroke, there are several pathways that cause neuronal 

apoptosis. The activity of NMDAR and caspase-3 is one of the pathways. 

Pongamia pinnata phytochemicals have a neuroprotective function against 
neurological disorders. However, its use as an inhibitor of apoptosis in ischemic 

stroke has never been evaluated before. Objective: This research was designed 

to evaluate the phytochemicals of Pongamia pinnata as inhibitors of neuronal 
apoptosis in ischemic stroke using an in silico study. Methods: This study used 

four main phytochemicals of Pongamia pinnata, namely Karanjin, 

Karanjachromene, Pongapin, and Pongachromene. The protein targets for 

neuronal apoptosis were NMDAR and caspase-3. The molecular docking 
processes were ligand preparation, protein preparation, grid box determination, 

molecular docking, and visualized molecular docking. Results: In silico results 

showed that at NMDAR target proteins, Karanjin, Karanjachromene, Pongapin, 
and Pongachromene have binding energies of -5.12, -5.83, -5.03, and -5.13 

kcal/mol. At protein targets, Caspase-3, Karanjin, Karanjachromene, Pongapin, 

and Pongachromene have binding energies of -4.87, -4.98, -4.88, and -5.08 

kcal/mol. Conclusion: The phytochemicals of Pongamia pinnata have the 
potential to inhibit neuronal apoptosis via NMDAR and caspase-3 in ischemic 

stroke. The binding of Karanjachromene to NMDAR demonstrated the 

compound's best interaction. 
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INTRODUCTION 

 
Stroke is one of the cardiovascular diseases with 

the highest mortality rate. Stroke is the second-leading 

cause of death in the world. Strokes cause 6.5 million 
fatalities worldwide. In a year, there are 12.2 million 

new cases of stroke, of which 7.6 million are ischemic 

strokes. In ischemic stroke, there are several pathways 
that cause neuronal apoptosis.1 One of the pathways is 

the activity of N-methyl-d-aspartate receptors (NMDAR), 

the main receptor that plays a role in the intrinsic 

apoptotic pathway. NMDAR activation causes excess 
Ca2+ influx and triggers calpain activation. Calpain 

converts the Bcl-2 interacting domain (BID) into a 

tBID that interacts with Bax. Bax forms homo-
oligomers and then incorporates them into the outer 

mitochondrial membrane. Consequently, the pores of 

the mitochondrial permeability transition (mPTP) open 
and allow the release of apoptogen (Cytc). The released 

cytc combines with Apaf-1 and pro-caspase-9 and will 

gradually activate caspase-3. It is this caspase-3 

activation that ultimately induces neuronal apoptosis.2 
Pongamia pinnata (P. pinnata) is a plant 

originating from India and Southeast Asia. This 

species’ phytochemical studies led to the identification 
of several compounds from various classes, including 

flavonoids and terpenoids. These plant phytochemical 

compounds exhibit various pharmacological activities 

such as antioxidant, antimicrobial, antiparasitic, anti-
inflammatory, anticonvulsant, antidiabetic, cytotoxic, 

anthelmintic, insecticidal, and immunomodulatory 

activity.3 P. pinnata extract contains many flavonoid 
compounds, namely Karanjin, Karanjachromene, 

Pongapin, and Pongachromene.4 These compounds 

have a neuroprotective function in Alzheimer's 
disease.5 However, its use as an apoptosis inhibitor in 

ischemic stroke has never been evaluated. Therefore, 

we carried out this in silico research. 

 
 

OBJECTIVE 

 
This research was designed to evaluate the main 

phytochemicals of Pongamia pinnata, namely karanjin, 

karanjachromene, pongapin, and pongachromene, as 
inhibitors of neuronal apoptosis in ischemic stroke using 

an in silico study. 

 

 

METHODS 

 

System Configuration 
This study used a 32-bit Windows 10 laptop with 

an Intel Core i3 processor and 2 GB of RAM. 

Avogadro, AutoDock 4.2, Biovia Discovery Studio 

2019, and PyMol were applications employed in this in 
silico research. 

Ligand Preparation 

P. pinnata has the main phytochemical 
compounds, namely Karanjin, Karanjachromene, 

Pongapin, and Pongachromene (Figure 1).3 The 

phytochemical compounds of P. pinnata were analyzed 
using the Swiss-Adme website to predict Lipinski's 

parameters. The compounds were downloaded from 

NCBI PubChem in.sdf format. All the phytochemicals 
were optimized using Avogadro software. Every 

compound's energy was minimized using the MM4 

force field. After that, the polar hydrogen was added, 

the nonpolar hydrogen was merged, and the gasteiger 
charge was computed using AutoDock 4.2. 

 

Protein Preparation 
NMDAR (PDB ID: 5H8Q) and caspase-3 (PDB 

ID: 3DEI) were chosen as the protein targets in this 

study because they are key players in the 
pathophysiology of neuronal apoptosis following 

ischemic stroke in patients.2 The protein target 

structure was downloaded from the Protein Data Bank 

(http://www.rcsb.org) in.pdb format. NMDAR has two 
chains, namely chains A and B. We used chain B for 

molecular docking because the native ligand 5YE is in 

chain B. Caspase-3 has four chains, namely chains A, 
B, C, and D. We used chain C for molecular docking 

because the native ligand RXB is in chain C. The 

proteins were then optimized by including polar 

hydrogens, merging nonpolar ones, and adding 
Kollman charges. The 3D structures of NMDAR and 

caspase-3 with their native ligands are shown in Figure 

2. 
 

Grid Box Determination 

Using AutoDock 4.2 software, the native ligand 
position determined the grid box. In NMDAR, the 

native ligand grid 5YE was set at 30x30x30 (XYZ) 

point size, -14.959, -14.301, -25.150 center 

coordinates, and 0.375 A spacing. In the caspase-3 
protein, the native ligand RXB grid was set at 30x30x30 

(XYZ) point size, -46.620, 15.373, -22.195 center 

coordinates, and 0.375 A spacing. 
 

Molecular Docking 

Molecular docking was performed using 
AutoDock 4.2 software after proteins and ligands were 

prepared and grid boxes were defined. The ligand 

conformation was analyzed using the Lamarckian 

Genetic Algorithm. The docking parameters were left 
as defaults. A favorable conformation was selected 

based on the lowest energy binding (ΔG) and inhibitory 

constant (Ki). After that, the docking results were 
visualized using PyMol software and BIOVIA 

Discover Studio 2019.6 

 

 
 

http://www.swissadme.ch/index.php
https://pubchem.ncbi.nlm.nih.gov/
http://www.rcsb.org/
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RESULTS 

 
P. pinnata has around 70 phytochemical 

compounds. The main phytochemicals of P. pinnata 

were karanjin, karanjachromene, pongapin, and 
pongachromene. All these phytochemicals can be 

found in all parts of P. pinnata. All the main 

phytochemical compounds were screened before 
docking. All phytochemicals met Lipinski's parameters 

with no infractions (Table 1). All ligands have the 

ability to pass the blood-brain barrier to neuronal 

apoptosis inhibitory receptors in the brain. 
Based on the result of molecular docking, 

karanjachromene has the potential to inhibit neuronal 

apoptosis via NMDAR inhibitors. Karanjachromene 
has the strongest binding energy of the other ligand and 

the native ligand 5YE with NMDAR. 

Karanjachromene has a binding energy of -5.83 
kcal/mol, an inhibition constant of 53.64 µM, and 

amino acid bonds with ILE128, PRO141, LYS143, 

TYR144, SER249, GLY250, and HIS273. While the 

native ligand 5YE has a binding energy of -5.50 
kcal/mol with an inhibition constant of 93.10 µM. The 

other ligands have inhibitory activity against NMDAR. 

It is shown by the negative energy binding value. 
Karanjin (ΔG -5.12 kcal/mol and Ki 176.24 µM), 

Pongapin (ΔG -5.03 kcal/mol and Ki 206.90 µM), and 

Pongachromene (ΔG -5.13 kcal/mol and Ki 

174,27 µM) have a lower relative energy binding value 
than the native ligand 5YE (Table 2). The molecular 

docking visualization of P. pinnata phytochemical 

compounds with NMDAR is shown in Figure 3.  
At the caspase-3 receptor, the phytochemical of P. 

pinnata that has the strongest binding energy is 

Pongachromene, with a binding energy of -5.08 
kcal/mol, an inhibition constant of 189.85 µM, and an 

amino acid bond with THR166, GLU167, LEU168, 

CYS170, TYR204, THR255, PHE256, and LYS259. 

The other ligands, Karanjin, Karanjachromene, and 
Pongapin, have binding energies of -4.87, -4.98, and -

4.88 kcal/mol with inhibition constants of 269.40, 

223.26, and 266.27 µM. Meanwhile, the native 
ligand RXB has a binding energy of -5,82 kcal/mol with 

inhibition constant of 54.30 µM (Table 2). The molecular 

docking visualization of P. pinnata phytochemical 
compounds with caspase-3 is shown in Figure 4. 

 

 

DISCUSSION 

 

Prior to molecular docking, Lipinski's parameters 

screened the phytochemical compounds of P. pinnata. 
Lipinski's parameters include molecular weight, log P, 

H-bond donor, and H-bond acceptor.7 All the 

phytochemicals of P. pinnata met Lipinski's parameters. 
According to the molecular docking results, all the 

phytochemicals of P. pinnata have negative bonds with 

NMDAR and caspase-3. Through NMDAR and 
caspase-3, these phytochemicals can inhibit neuronal 

apoptosis in ischemic stroke. Karanjachromene 

inhibits NMDAR better than other ligands and native 
ligands due to its best binding interaction. Stronger 

ligand-receptor interactions result from ligands with 

greater negative binding energy, and those ligands are 
more effective in inhibiting the receptors.8 

GluN1 and GluN2 subunits combine to form 

NMDAR (PDB ID: 5H8Q), a glutamate-gated ion 

channel. In the CNS, NMDAR functions in both 
neuronal survival and neuronal death.9 NMDAR plays 

an important role in synaptic plasticity and initiates 

cellular responses in the CNS, such as learning, brain 
development, and memory. However, NMDAR also 

has a harmful side for neurons. When the brain is in 

ischemia or hypoxia, there is a rapid increase in 
glutamate levels in the ischemic area, which can 

destroy neurons.10,11 5H8Q has a structure weight of 

65.92 kDa, a modeled residue count of 557, a 

deposited residue count of 578, an atom count of 4786, 
two unique protein chains, and a native ligand 5YE that 

binds to LYS140, PRO141, PHE142, LYS143, 

TYR144, ARG248, SER249, GLY250, LEU270, and 
HIS273.12 Caspase-3 (PDB ID: 3DEI) is a cysteine 

protease that plays a critical role in human apoptotic 

cell death. Caspase-3 is a key mediator of neuronal 

death in the acute stage of ischemic stroke because it 
involves the final common pathway of apoptosis. 

Caspase-3 is a major executioner caspase, and it will 

trigger when it is activated by other caspases.13,14,15 
3DEI has a structure weight of 114.63 kDa, 933 

modeled residue, 966 deposited residue, 7672 

atom count, 1 unique protein chain, and a native 
ligand RXB that binds to THR166, GLU167, LEU168, 

CYS170, TYR204, THR255, and LYS259.16 

Karanjin is a bioactive furoflavanoid. This 

phytochemical was first isolated from P. pinnata. 
Karanjin can be isolated from the seed, flower, root, 

leaf, and stem bark of P. pinnata.3,17,18 Karanjin has 

multiple health benefits, including anti-diabetic, anti-
cancer, antioxidant, anti-colitis, anti-ulcer, 

gastroprotective, anti-inflammation, and antibacterial. 

Karanjin is a phytochemical with anti-Alzheimer 
activity and is also a neuroprotective agent.5,17,19 

Karanjachromene is a bioactive chromenoflavone. 

Pongaflavone is another name for Karanjachromene. 

This phytochemical is isolated from P. pinnata seed.3,20 
Karanjachrome has some pharmacological activities, 

such as antibacterial, antioxidant, and anti-aging. 

However, research on this phytochemical is still 
limited.3,21 Pongapin is a bioactive furanoflavone 

isolated from the root bark, seed, and stem bark of P. 

pinnata.3,22 This phytochemical has not yet been 

evaluated. According to a recent study, pongapin has 
anticancer and antidiabetic activity via alpha-glucoside 
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inhibitors.23,24,25 Pongachromene is a bioactive 

chromeneflavone. The first chromeneflavone from P. 
pinnata to be reported was this phytochemical. 

Pongachromene was isolated from the root and stem 

of P. pinnata.24,26 The pharmacological activities of 
pongachromene are still limited. This phytochemical 

has been reported as antibacterial, antidiabetic, and 

antioxidant.24,27 

P. pinnata with its main phytochemical 

compounds Karanjin, Karanjachromene, Pongapin, 

and Pongachromene, has the neuroprotective potential 

to inhibit neuronal apoptosis after ischemic stroke. It is 
shown from the molecular docking of the compounds 

that they can inhibit NMDAR and caspase-3. Through 

this mechanism, neuronal death can be prevented in 
ischemic stroke patients.2 

 

 

CONCLUSION 

 

Molecular docking of P. pinnata compounds has 

the potential to inhibit neuronal apoptosis 
via NMDAR and caspase-3 in ischemic stroke. The 

binding of Karanjachromene to NMDAR with a 

binding energy of -5.83 demonstrated the best 
interaction of the compound. This bond is slightly 

stronger than the native ligand to NMDAR (ΔG: -5.50). 

More in vitro and in vivo studies are needed to prove 

the potency of P. pinnata in inhibiting neuronal 
apoptosis after ischemic stroke, especially the 

Karanjachromene compound in inhibiting NMDAR. 

 

Acknowledgment 

We thank to the Department of Physiology and Medical 

Biochemistry, and the Department of Neurology, 
Faculty of Medicine, Universitas Airlangga, Indonesia. 

 

Conflict of Interest 

All authors have no conflict of interest in this article 

 

Funding 

No funding was received for this study 
 

Author Contribution 

The first and second authors designed the concept, 
collected and analyzed the data, and wrote the 

manuscript. The third and fourth authors provided 

independent consultations for the review and revision 

of the manuscript. 

 

 

REFERENCES 
1. Feigin VL, Brainin M, Norrving B, Martins S, Sacco RL, 

Hacke W, et al. World stroke organization (WSO): Global 
stroke fact sheet 2022. Int J Stroke. 2022;17(1):18–29.  

2. Mao R, Zong N, Hu Y, Chen Y, Xu Y. Neuronal death 
mechanisms and therapeutic strategy in ischemic stroke. 
Neurosci Bull. 2022;38(10):1229–47.  

3. Al Muqarrabun LMR, Ahmat N, Ruzaina SAS, Ismail NH, 
Sahidin I. Medicinal uses, phytochemistry and pharmacology 
of Pongamia pinnata (L.) Pierre: A review. J Ethnopharmacol. 
2013;150(2):395–420.  

4. Das S, Tiwari GJ, Ghosh A. In silico analysis of new flavonoids 
from Pongamia pinnata with a therapeutic potential for age-
related macular degeneration. 3 Biotech. 2020;10(12):536.  

5. Gnanaraj C, Sekar M, Fuloria S, Swain SS, Gan SH, 
Chidambaram K, et al. In silico molecular docking analysis of 
karanjin against alzheimer’s and parkinson’s diseases as a 
potential natural lead molecule for new drug design, 
development and therapy. Molecules. 2022;27(9):2834.  

6. Khaerunnisa S, Suhartatu, Awaluddin R. Penelitian in silico 
untuk pemula.Surabaya: Airlangga University Press; 2020.  

7. Benet LZ, Hosey CM, Ursu O, Oprea TI. BDDCS, the Rule of 
5 and drugability. Adv Drug Deliv Rev. 2016;101:89–98.  

8. Pantsar T, Poso A. Binding affinity via docking: Fact and 
fiction. Molecules. 2018;23(8):1899.  

9. Wu QJ, Tymianski M. Targeting NMDA receptors in stroke: 
new hope in neuroprotection. Mol Brain. 2018;11(1):15. 

10. Seillier C, Lesept F, Toutirais O, Potzeha F, Blanc M, Vivien 
D. Targeting NMDA receptors at the neurovascular unit: Past 
and future treatments for central nervous system diseases. Int J 
Mol Sci. 2022;23:10336.  

11. Shen Z, Xiang M, Chen C, Ding F, Wang Y, Shang C, et al. 
Glutamate excitotoxicity: Potential therapeutic target for 
ischemic stroke. Biomed Pharmacother. 2022 ;151:113125.  

12. Hackos DH, Lupardus PJ, Grand T, Chen Y, Wang T-M, 

Reynen P, et al. Positive allosteric modulators of GluN2A-
containing NMDARs with distinct modes of action and impacts 
on circuit function. Neuron. 2016 ;89(5):983–99.  

13. Gill R, Soriano M, Blomgren K, Hagberg H, Wybrecht R, Miss 
M-T, et al. Role of caspase-3 activation in cerebral ischemia-
induced neurodegeneration in adult and neonatal brain. J Cereb 
Blood Flow Metab . 2002 ;22(4):420–30.  

14. Fan W, Dai Y, Xu H, Zhu X, Cai P, Wang L, et al. Caspase-3 
modulates regenerative response after stroke. Stem Cells . 2014 

Feb 1;32(2):473–86. 4 
15. Machin A, Susilo I, Purwanto DA. Green tea and its active 

compound epigallocathechin-3-gallate (EGCG) inhibit 
neuronal apoptosis in a middle cerebral artery occlusion 
(MCAO) model. J Basic Clin Physiol Pharmacol. 2021 
;32(4):319–25.  

16. Du J-Q, Wu J, Zhang H-J, Zhang Y-H, Qiu B-Y, Wu F, et al. 
Isoquinoline-1,3,4-trione derivates inactive caspase-3 by 

generation of reactive oxygen species. J Biol Chem. 2008 
;283(44):30205–15.  

17. Singh A, Bhatt G, Gujre N, Mitra S, Swaminathan R, Limaye 
AM, et al. Karanjin. Phytochemistry. 2021 ;183:112641.  

18. National Center for Biotechnology Information. Karanjin. 
PubChem Compound Summary for CID 100633. 2023  

19. Noor AA, Othman SNN, Lum PT, Mani S, Shaikh MF, Sekar 
M. Molecules of interest – Karanjin – A review. Pharmacogn 

J. 2020 ;12(4):938–45.  
20. National Center for Biotechnology Information. 

Karanjachromene. PubChem Compound Summary for CID 
14033983. 2023 

21. Rashid N, Abbasi MSA, Tahir MK, Yusof NM, Yamin BM. 
Isolation and crystal structure of karanjachromene. Anal Sci X-
ray Struct Anal Online. 2008;24:X21–2.  

22. National Center for Biotechnology Information. Pongapin. 

PubChem Compound Summary for CID 3083586. 2023  
23. Roy R, Pal D, Sur S, Mandal S, Saha P, Panda CK. Pongapin 

and Karanjin, furanoflavanoids of Pongamia pinnata, induce 
G2/M arrest and apoptosis in cervical cancer cells by 
differential reactive oxygen species modulation, DNA damage, 
and nuclear factor kappa-light-chain-enhancer of activated B 
cell signal. Phyther Res. 2019;33(4):1084–94.  

24. Sharma R, Williams IS, Gatchie L, Sonawane VR, Chaudhuri 

https://journals.sagepub.com/doi/10.1177/17474930211065917
https://journals.sagepub.com/doi/10.1177/17474930211065917
https://journals.sagepub.com/doi/10.1177/17474930211065917
https://journals.sagepub.com/doi/10.1177/17474930211065917
https://link.springer.com/article/10.1007/s12264-022-00859-0
https://link.springer.com/article/10.1007/s12264-022-00859-0
https://link.springer.com/article/10.1007/s12264-022-00859-0
https://link.springer.com/article/10.1007/s12264-022-00859-0
https://www.sciencedirect.com/science/article/abs/pii/S0378874113005953?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0378874113005953?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0378874113005953?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0378874113005953?via%3Dihub
https://link.springer.com/article/10.1007/s13205-020-02537-2
https://link.springer.com/article/10.1007/s13205-020-02537-2
https://link.springer.com/article/10.1007/s13205-020-02537-2
https://link.springer.com/article/10.1007/s13205-020-02537-2
https://www.mdpi.com/1420-3049/27/9/2834
https://www.mdpi.com/1420-3049/27/9/2834
https://www.mdpi.com/1420-3049/27/9/2834
https://www.mdpi.com/1420-3049/27/9/2834
https://www.mdpi.com/1420-3049/27/9/2834
https://www.mdpi.com/1420-3049/27/9/2834
https://books.google.co.id/books?id=rhr9DwAAQBAJ&printsec=frontcover&hl=id&source=gbs_ge_summary_r&cad=0#v=onepage&q&f=false
https://books.google.co.id/books?id=rhr9DwAAQBAJ&printsec=frontcover&hl=id&source=gbs_ge_summary_r&cad=0#v=onepage&q&f=false
https://www.sciencedirect.com/science/article/abs/pii/S0169409X16301491?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0169409X16301491?via%3Dihub
https://www.mdpi.com/1420-3049/23/8/1899
https://www.mdpi.com/1420-3049/23/8/1899
https://molecularbrain.biomedcentral.com/articles/10.1186/s13041-018-0357-8
https://molecularbrain.biomedcentral.com/articles/10.1186/s13041-018-0357-8
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC9499580/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC9499580/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC9499580/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC9499580/
https://www.sciencedirect.com/science/article/pii/S0753332222005145?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0753332222005145?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0753332222005145?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0753332222005145?via%3Dihub
https://www.cell.com/neuron/fulltext/S0896-6273(16)00017-9?_returnURL=https%3A%2F%2Flinkinghub.elsevier.com%2Fretrieve%2Fpii%2FS0896627316000179%3Fshowall%3Dtrue
https://www.cell.com/neuron/fulltext/S0896-6273(16)00017-9?_returnURL=https%3A%2F%2Flinkinghub.elsevier.com%2Fretrieve%2Fpii%2FS0896627316000179%3Fshowall%3Dtrue
https://www.cell.com/neuron/fulltext/S0896-6273(16)00017-9?_returnURL=https%3A%2F%2Flinkinghub.elsevier.com%2Fretrieve%2Fpii%2FS0896627316000179%3Fshowall%3Dtrue
https://www.cell.com/neuron/fulltext/S0896-6273(16)00017-9?_returnURL=https%3A%2F%2Flinkinghub.elsevier.com%2Fretrieve%2Fpii%2FS0896627316000179%3Fshowall%3Dtrue
https://journals.sagepub.com/doi/10.1097/00004647-200204000-00006
https://journals.sagepub.com/doi/10.1097/00004647-200204000-00006
https://journals.sagepub.com/doi/10.1097/00004647-200204000-00006
https://journals.sagepub.com/doi/10.1097/00004647-200204000-00006
https://academic.oup.com/stmcls/article/32/2/473/6454714?login=false
https://academic.oup.com/stmcls/article/32/2/473/6454714?login=false
https://academic.oup.com/stmcls/article/32/2/473/6454714?login=false
https://academic.oup.com/stmcls/article/32/2/473/6454714?login=false
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.degruyter.com/document/doi/10.1515/jbcpp-2020-0454/html
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2662080/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2662080/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2662080/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2662080/
https://www.sciencedirect.com/science/article/abs/pii/S0031942220312565?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0031942220312565?via%3Dihub
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjin
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjin
https://www.phcogj.com/article/1197
https://www.phcogj.com/article/1197
https://www.phcogj.com/article/1197
https://www.phcogj.com/article/1197
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjachromene
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjachromene
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjachromene
https://pubchem.ncbi.nlm.nih.gov/compound/Karanjachromene
https://www.jstage.jst.go.jp/article/analscix/24/0/24_0_x21/_article
https://www.jstage.jst.go.jp/article/analscix/24/0/24_0_x21/_article
https://www.jstage.jst.go.jp/article/analscix/24/0/24_0_x21/_article
https://www.jstage.jst.go.jp/article/analscix/24/0/24_0_x21/_article
https://pubchem.ncbi.nlm.nih.gov/compound/3083586
https://pubchem.ncbi.nlm.nih.gov/compound/3083586
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://onlinelibrary.wiley.com/doi/10.1002/ptr.6302
https://www.sciencedirect.com/science/article/abs/pii/S0968089618316663?via%3Dihub


58 AKSONA,  Volume 3 Number 2, July 2023: 54-60 

 

                                                                                                                                                           

B, Bharate SB. Furanoflavones pongapin and lanceolatin B 
blocks the cell cycle and induce senescence in CYP1A1-
overexpressing breast cancer cells. Bioorg Med Chem. 
2018;26(23–24):6076–86.  

25. Roy R, Mandal S, Chakrabarti J, Saha P, Panda CK. 
Downregulation of hyaluronic acid-CD44 signaling pathway in 
cervical cancer cell by natural polyphenols plumbagin, 
pongapin and karanjin. Mol Cell Biochem. 2021;476(10):3701–
9.  

 

 
26. National Center for Biotechnology Information. 

Pongachromene. PubChem Compound Summary for CID 
14033985. 2023  

27. Afrin S, Muhit MA, Sohrab MH, Hasan CM, Ahsan M. 
Antioxidant, thrombolytic, antimicrobial and cytotoxic 
activities of flavonoids isolated from the root bark of pongamia 
pinnata. Dhaka Univ J Pharm Sci. 2020;19(1):1–8.  

 

 

  

TABLES AND FIGURES

Table 1. ADME Analysis of P. pinnata Phytochemical Compounds 

 

Phytochemical 

Compounds 
CID 

Lipinski’s Rule of Five 

BBB 

Permeant 
Molecular 

Weight 

(g/mol) 

Log P 

H-bond 

donor 

H-bond 

acceptor 

Violations 

Karanjin 100633 292.29 3.43 0 4 0 Yes 

Karanjachromene 14033983 334.37 3.94 0 4 0 Yes 

Pongapin 3083586 105,6336.37 3.25 0 6 0 Yes 

Pongachromene  14033985  378.37 3.80 0 6 0 Yes 

 

 

Table 2. Molecular Docking Results of P. pinnata Phytochemical with Protein Target 

 

Protein Target Ligand 
ΔG 

(kcal/mol) 

Ki 

(µM) 
Amino Acid Bond 

NMDAR 

Native Ligand (5YE) -5.50 93.10 

LYS140, PRO141, PHE142, 

LYS143, TYR144, ARG248, 

SER249, GLY250, LEU270, 

HIS273 

Karanjin -5.12 176.24 

ILE128, PRO141, PHE142, 

LYS143, TYR144, GLY250, 

HIS273 

Karanjachromene -5.83 53.64 

ILE128, PRO141, LYS143, 

TYR144, SER249, GLY250, 

HIS273 

Pongapin -5.03 206.90 

ILE128, PRO141, PHE142, 

LYS143, TYR144, SER249, 

GLY250, HIS273 

Pongachromene -5.13 174.27 
ILE128, PRO141, TYR144, 

SER249, GLY250, HIS273 

Caspase-3 

Native Ligand (RXB) -5.82 54.30 

THR166, GLU167, LEU168, 

CYS170, TYR204, THR255, 

LYS259  

Karanjin -4.87 269.40 

THR166, GLU167, LEU168, 

CYS170, THR255, PHE256 

LYS259 

Karanjachromene -4.98 223.26 
THR166, LEU268, TYR204, 
TRP206, THR255, PHE256 

Pongapin -4.88 266.27 

THR166, GLU167, LEU168, 

CYS170, TYR204, THR255, 

LYS259 

Pongachromene -5.08 189.85 

THR166, GLU167, LEU168, 

CYS170, TYR204, THR255, 

PHE256, LYS259  
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               Figure 1. Chemical Structure of P. pinnata Phytochemical Compounds (i) Karanjin, 

                                             (ii) Karanjachromene, (iii) Pongapin, and (iv) Pongachromene 

 

 

 

 
 

 
                          Figure 2. 3D Structure of Protein Target (i) NMDAR (5H8Q) with Native Ligand (5YE) and 

                                          (ii) Caspase-3 (3DEI) with Native Ligand (RXB) 
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     Figure 3. Visualization of P. pinnata phytochemical compounds (i) Karanjin, (ii) Karanjachromene, (iii) Pongapin, and  

                    (iv) Pongachromene with NMDAR 

 

 

 

 

           

 
Figure 4. Visualization of P. pinnata phytochemical compounds (i) Karanjin, (ii) Karanjachromene, (iii) Pongapin, and (iv)   

                Pongachromene with Caspase-3 
 

 

 


