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ISOLATION AND CHARACTERIZATION OF NOVEL MYCOBACTERIOPHAGES FROM THE CENTRAL ILLINOIS REGION

R.F. Aron, B.A. Beehler, R.J. Ende, L.T. Garthe, N.N. Joiner, T.E. Kelley, L.M. Killough, M. Kozdronkiewicz,
J.R. Kraut, J.D. Lang, M.R. Piotrowiak, P. Ramachandran, L.M Walker
lllinois Wesleyan University-Biology Department, Bloomington lllinois
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