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Substrate Specificity in ABC Transporters Using the E. coli Methionine Import System
—

John Guardado, Janet Yang

Department of Chemistry, University of San Francisco, 2130 Fulton St., San Francisco, CA 94117 SACNAS
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ATP-binding cassette (ABC) transporters use the energy of ATP to " . ]
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Characterized by the blndlng affinities for methionine derivatives via %‘ s desalt column to change buffers from Buffer B to Figure 6. Binding curves of D- and L-methionine to MetQ variants. Data were fit to a one-site
- - - - Buffer A (25 mM Tris-HCI, pH 7.5, 150 mM NaCl, model using Prism software.
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these mutations affect the binding of methionine isomers. Figure 4. MetQ Protein Purification & SDS-PAGE. (a) Size-exclusion chromatography was used to Our data show that mutated amino acid resides in the MetQ binding
separate aggregated protein (eluting at 50 mL) from monomeric MetQ protein (eluting at 90 mL). _ o _ _ _
Importantly, the wild-type and mutant versions of MetQ eluted at the same volume (b) Each lane site reduce the afflnlty for L-methionine by approxmately 100-fold.
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