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Introducere. Microbiomul intestinal actualmente se consi-
dera un factor potential semnificativ care contribuie la dez-
voltarea si progresia diabetului zahart tip 2 (DZ2). Micro-
bii intestinali si metabolitii lor influenteaza metabolismul
gazdei, functia imunitard, biosinteza vitaminelor, productia
de hormoni intestinali, satietatea, mentinerea integritatii
barierei intestinale, digestia si absorbtia nutrientilor. Via-
bilitatea microbilor intestinali poate fi influentata de dieta,
factorii stilului de viatd, consumul de probiotice, prebioti-
ce si medicamente. Scopul studiului. Elucidarea influentei
microbiomului intestinal asupra predispozitiei si progresiei
diabetului zaharat tip2. Material si metode. S-au selectat si
analizat lucrarile stiintifice din Pubmed in anii 2019-2023
referitor la influenta perturbarilor microbimului intestinal
ca factor de risc pentru dezvoltarea DZ2. Rezultate. La pa-
cientii cu obezitate si DZ2 s-au constatat pertubari in rapor-
tul celor 4 familii specifice de microbi prezenti in intestine,
Bacteroidetes (B-64%), Firmicutes (F-23%), Proteobacte-
ria (P-8%) si Actinobacteria (A-3%), precum si o crestere
a speciilor microbiene patogene Clostridium symbiosum,
Clostridium ramosum si Escherichia coli. Micsorarea rapor-
tului B/F poate determina dezvoltarea obezitatii, rezisten-
tei la insulina si, ulterior, a DZ2. Concomitent, s-a dovedit c3,
concentratia crescuta de Bacteroidetes si Proteobacteria,
cu o scadere semnificativa a Firmicutes a fost raportata la
pacientii cu DZ2. S-a demonstrat ca microbiota intestinala
are un impact direct asupra pancreasului prin modularea
activitatii celulelor beta insulare. Concluzii. Modificarile
microbiomului intestinal pot fi responsabile de dezvoltarea
proceselor inflamatorii, majorarea permeabilitatii pentru
lipopolizaharide cu cresterea transportului glucidelor, re-
ducerea biosintezei acizilor grasi cu lant scurt si metabo-
lismului cofactorilor/vitaminelor, dezvoltarea insulinore-
zistentei si afectarea cascadelor de semnalizare a insulinei.
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Background. The gut microbiome is currently considered
a potentially significant factor contributing to the develop-
ment and progression of type 2 diabetes (T2DM). Gut mi-
crobes and their metabolites influence host metabolism,
immune function, vitamin biosynthesis, gut hormone pro-
duction, satiety, and maintenance of gut barrier integrity,
digestion, and nutrient absorption. The viability of gut mi-
crobes can be influenced by diet, lifestyle factors, and con-
sumption of probiotics, prebiotics, and medications. Objec-
tive of the study. To reveal the influence of the intestinal
microbiome on the susceptibility and progression of type
2 diabetes. Material and methods. We selected and analy-
zed scientific articles in PubMed from 2019 to 2023, regar-
ding the influence of disorders of the intestinal microbiome
as a risk factor for the development of T2DM. Results. In
patients with obesity and T2DM, disturbances were found
in the ratio of the 4 specific families of microbes present in
the intestine: Bacteroidetes (B-64%), Firmicutes (F-23%),
Proteobacteria (P-8%) and Actinobacteria (A- 3%), as well
as an increase in pathogenic microbial species: Clostridium
symbiosum, Clostridium ramosum and Escherichia coli. De-
creased B/F ratio can lead to the development of obesity,
insulin resistance, and subsequently T2DM. An increased
concentration of Bacteroidetes and Proteobacteria with a
significant decrease of Firmicutes was reported in patients
with T2DM. The gut microbiota has been shown to directly
influence the pancreas by modulating the activity of is-
let beta cells. Conclusion. Changes in the gut microbiome
may be responsible for the development of inflammatory
processes, increased permeability to lipopolysaccharides
with increased carbohydrate transport, reduced short-cha-
in fatty acid biosynthesis and cofactor/vitamin metabolism,
development of insulin resistance, and impairment of insu-
lin signaling cascades. Keywords: gut microbiome, type 2
diabetes, insulin resistance.



