Abstracts

%W%%%MWWWE@&
%%%W%%—Mﬁ#&&aﬁe—%%ﬁg—aﬁd—m

#239 ANALYSIS OF THE MOLECULAR PROFILE OF

ENDOMETRIAL CANCER DEPENDING ON
MICROSATELITE INSTABILITY

1Tripac Irina*, "Stratan Valentina, 'Tutuianu Valeriu, 'Sitnic Victor, 1Popa Cristina, 2CaIIeja—
Agius Jean, *Vasileva-Slaveva Mariela, “Catalin Vlad, *Klejda Harasani, 'Bucinskii Vadimir,
®Nino Japaridze, 'Dobrovolskaia Aliona. ’Institute of Oncology, Chisinau, Moldova;
2University of Malta, Valleta, Malta; *Shterev Hospital, Sofia, Bulgaria; “Institute of
Oncology, Cluj-Napoca, Romania; *Medical University, Tirana, Albania; SAkaki Tsereteli
State University, Kutaisi, Georgia; "The State Medical Univesity of Moldova, Chisinau,
Moldova

10.1136/ijgc-2023-ESG0.294

Introduction/Background MLH1 is the MMR gene most fre-
quently mutated or epimutated in endometrial cancer and its
hypermethylation is found in the vast majority of MMR-defi-
cient EC cases. The high rate of raw data accumulation with
reference to cancer genomics as well as the development of
bioinformatics algorithms necessary for the re-analysis of
cohorts are key elements for obtaining new smart data.
Methodology In the present study we aimed to re-analyze a
set of genomic data obtained by sequencing 197 EC samples
and downloaded from the public database cBioPortal for Can-
cer Genomics - Endometrial Cancer (MSK, 2018). The aim of
the research was to separate the genomic data into two
cohorts based on the presence or absence of microsatellite
instability and analyze the molecular profile of these cohorts.
Results As a result, two sets of data were obtained:

1. SM (Microsatellite Stability) — 153 samples
2. IM (Microsatellite Instability) — 25 samples

In the MS cohort, an almost 2-fold higher frequency of
changes in the tumor suppressor TP53 is observed, while in
IM - a considerably increased rate of PTEN, ARID1A, MLL2,
JAK1, POLE, MLH1, MSH6, MSH2 and PMS1 mutations
(figure 1).

SNV (Single Nucleotide Variation) classes in the IM group
compared to SM have higher rates of T>C transitions that
are associated with mutational signature no. 5 and lower
C>G transversions - markers of signature 13 (figure 2).

TMB in the two study groups revealed an index of less
than 10 mut/Mb in MS and more than 10 mut/Mb in MI
(figure 3).
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Fig, 1. Mutational profile of EC
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Fig. 2. Type of genetic variants and classes of SNVs

(A- Microsatellite stability; B — Microsatellite instability)
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Fig..3, The value of the TMB index in EC
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Conclusion Comparative analysis of molecular data in the two
subtypes of CE reveals major differences in the mutational
profile. A higher frequency of deletions with the displacement
of the reading frame is observed in the SI cohort. TMB index
in IM reveals tumors with MI have a better response to treat-
ment with immune checkpoint inhibitors.

Disclosures None

CANCER-STAGE1A-IN-WOMEN-OF REPRODUCHVE-AGE

Matioral—Canecr—Centre—of—Bolarus—linsk—Belrus: “Belarusian Medieal-Aeadzemy—of

A144

Int J Gynecol Cancer 2023;33(Suppl 3):A1-A453


http://ijgc.bmj.com/
pmace02
Cross-Out

pmace02
Cross-Out


