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Kazachstania bulderi is a non-conventional yeast species able to grow efficiently on glucose and 

-gluconolactone at low pH. These unique traits make K. bulderi an ideal candidate for use in 
sustainable biotechnology processes including low pH fermentations and the production of 
green chemicals including organic acids. To accelerate strain development with this species, 
detailed information of its genetics is needed. Here, by employing high accuracy long read 
sequencing we report a high-quality phased genome assembly for three strains of K. bulderi 
species, including the type strain. The sequences were assembled into 12 chromosomes with a 
total length of 14Mb, and the genome was fully annotated at structural and functional levels, 
including allelic and structural variants, ribosomal array, centromeres and mating type locus. This 
high-quality reference genome provides an essential resource to advance our fundamental 
knowledge of biotechnologically relevant non-conventional yeasts and to support the 
development of genetic tools for manipulating such strains towards their use as production 
hosts for biotechnological processes.  
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Ashbya gossypii is a filamentous fungus industrially used for riboflavin production, a bioprocess 
in which downstream product recovery is facilitated by the ability of this fungus to undergo 
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autolysis during the late stationary phase of growth or at low temperature [1]. In addition to 
riboflavin, engineered A. gossypii strains are capable of producing other compounds of interest 
for the food and feed industry, among which Single-Cell Oils (SCOs) from media containing 
mixed formulations of detoxified corn-cob hydrolysate, sugarcane molasses or crude glycerol 
[2]. In this work, we further demonstrate the potential of engineered A. gossypii oleaginous 
strains [2] for SCO production from non-detoxified hydrolysate of Eucalyptus bark, an abundant 
residue from the pulp and paper industry [3]. Strain performance was first studied in synthetic 
media mimicking the composition of the non-detoxified hydrolysate, containing the major 
inhibitors that could hinder growth. SCO production by the best performing strain was then 
characterized using different nitrogen and micronutrient sources in synthetic and real non-
detoxified hydrolysate. The impact of cell lysis onset on the physiology of the strains and on the 
productivity of the process was studied with the aim of enhancing SCO production in non-
detoxified Eucalyptus bark hydrolysate. 
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Aureobasidium is a genus of highly versatile yeast-like, ascomycete fungi. As a ubiquitous 
saprophyte found in diverse environments, Aureobasidium exhibits a high tolerance towards 
extreme pH, hypersalinity, and huge temperature variations. Furthermore, Aureobasidium 
produces a broad spectrum of biotechnologically relevant secondary metabolites like the 


