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Author Correction: Multi-ancestry genome-wide association 
analyses improve resolution of genes and pathways influencing 
lung function and chronic obstructive pulmonary disease risk
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In the version of the article initially published, the sample sizes in the main text and Supple-
mentary Tables 1 and 2 were incorrect. In the abstract, the last paragraph of the Introduction, 
the first paragraph of the Results, the top box in Figure 1a and the Supplementary Information, 

Correction to: Nature Genetics https://doi.
org/10.1038/s41588-023-01314-0, published 
online 13 March 2023.
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the total sample size has been corrected from 580,869 to 588,452 participants and the size 
of the European cohort from 468,062 to 475,645. Some of the effect sizes in Supplementary  
Table 14 (columns W, Z, AC, AF) had the wrong sign. There was also an error in Supplementary 
Table 3 where the sample size instead of the variant count was shown for EXCEED. The errors 
do not affect the conclusions of the study. Additionally, two acknowledgments for use of 
INTERVAL pQTL and Lung eQTL consortium data were omitted from the Supplementary 
Information. These errors have been corrected in the Supplementary Information and HTML 
and PDF versions of the article.

*Lists of authors and their affiliations appear online.A full list of members and their affiliations 
appears in the Supplementary Information.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any 
medium or format, as long as you give appropriate credit to the original author(s) and the 
source, provide a link to the Creative Commons license, and indicate if changes were made. 
The images or other third party material in this article are included in the article’s Creative 
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from the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.
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