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Fig. 1. Co-IP of AtDGK1 with AtDGK2, AtDGK1 with AtSYT1 and AtDGK2 with AtSYT1. Proteins were tagged Seedling L eaf Internode Seedling | eaf Internode

with GFP or RFP and co-expressed in N. benthamiana. 2dpi tissue was collected and analyzed by Co-IP.
Fig. 4. Relative DGK1 and DGK2 protein amount in seedling, leaf and internode under Control
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We are going to analyze the lipid composition of both fraction (in CC and COLD
condition) to determine whether there is an accumulation of DAG or PA In the
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Fig. 2. Localization of DGK1 and SYT1 truncated versions compared with
the completed proteins expressed in N. benthamiana. Scale bar = 10 pm.
Schematic SYT1 and DGK1 constructs are represented.
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3. Cls of DGK1 interact with C2s of SYT1. P
- . Fig. 5. Membrane lipid analysis. It has been performed using the genotypes Wt, dgk1/2, and syt1/dgk2, grown under
DG Kl and DG K2 |nte raCt by the ACCeSSO ry dOmaI N CC and COLD conditions, from which PM and Inner Membranes (IM) fractions were isolated. Western blot analysis
DGK1-DGK? I —— confirmed an enrichment of PM compared to the other organelles. (Total extraction, T; Membranes, M)
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