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of Partner Quality Genes in Sinorhizobium meliloti
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Extract bacterial DNA from liquid media via genomic and plasmid DNA extraction at different time intervals (Fig. 3)
o Design unique inward primers specific for the cluster of genes in question (Fig. 2)

Background « Amplify using PCR (Fig. 4), and run gel electrophoresis Discussion
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* Repeat the same process with outward set of primers to test for circularization (Fig. 2) successfully amplified in the strain 204, hence
benefit from each other. o Results will determine how long the circularizable fragment of DNA is allowing to test for circularization
e Evidence was found that the elements are excised
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 These traits can be traced back to the genetic elements

that underlie this effect (Batstone et al., 2022).

Results

 These genetic elements can be found in gene clusters

Transposase T v
1 2

|
Il
|
;a
I

——————— — ] > -

a. 204143 S53u . 1a : ' |
T 204 204 E 2.9 7 IR S i e 2.3 1.3 s i 2.3

i . . .
q T Tie 31 204 204 204 . 204 31 .35 204 204" Figure 8: Theory of transposases of psymA moving psymB gene

that are gained or loss across strains (Fig. 1; Riaz, Sosa-

|

| LM

|
Il
|

|

|
‘i
Pt
i
|
il
il
1
N

Marquez, in prep.).

We need assurances of these important and variable 10.0 ™ 8 - .
) " 2 ;. : :

clusters presence to understand their mechanism of . Fadh i

gene movement » . T

' .f,. @
Or Healthy tall plant

= - ; 3 .."';{
T “f S ’ T : : '- ! T 1:' i
. . - meliiiti il
- . : i

Weak, frail plant

- '.’ -

i—

Tt

-~ effect of gene e ‘ G ? - l 'W oo
clusters on ' ' =
partner DNA from liguid extraction ' DNA from plasmid
_ ) Cluster 1 or 3 with qua“ty eXtraCtlon
ba cI;I:ﬁ;TISNA) strains 204 and 206
> Figure 5: Gel electrophoresis results with plasmid and genomic DNA extractions Figure 6: Gel electrophoresis results with plasmid and genomic DNA AC kn OWIGdg ments
of strain 31 and 204 at time intervals T1 and T3 using inward primers to test for extractions of strain 31 and 204 at time intervals T1 and T3 using outward - : :
circularization and confirmation of cluster 1 primers testing for size of circularizable element containing cluster 1 Fmg_mCIal SL!ppOI"[ st prOY'ded by the
Cluster 2 or 4 with National Science Foundation under grant #NSF REU
strains 31 and 746B . . .
— 1950819/1950786, as part of the Phenotypic Plasticity

Research Experience for Community College Students,

N — — e WEHEPOSASE C'“Sierl through the University of lllinois at Urbana-Champaign
= = = = = = {—A—\ | \ Institute for Genomic Biology and Parkland
; , College. http://precs.igb.illinois.edu
| [ N Heathlab  GEMS
Medicago | . part of ...ymA 206 Britt Carlson
truncatula

Nathan Schroeder

P R E ‘ S Phenotypic Plasticity
Research Experience

for Community College Students

Table 1: Which clusters are completely present in plasmid extract at allotted time
Figure 7: Transposase found before PQ related cluster 1
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